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IRIDESCENT VIRUS AND NOSEMA CERANAE 
LINKED TO HONEYBEE COLONY COLLAPSE DISORDER (CCD) 

1. INTRODUCTION 

Historically, Colony Collapse Disorder (CCD) has been defined by its signs, 
which may vary with time of year and region (1). Whether the etiology of CCD in the United 
States is the same as observed in other countries remains unknown. Higes et al. concluded that 
in Spain, the microsporidian, Nosema ceranae, causes CCD, and reported that it could be cured 
by treatment with a fungicide (2). However, Cox-Foster et al. stated that N. ceranae did not 
contribute significantly to CCD in the United States. They observed through meta-genomic 
analyses that Israeli acute paralysis virus (IAPV) was a significant biomarker of the disorder (3) 
and was found in bees imported from Australia. Bee samples from our initial study in 2006- 
2007 had high titers of N. ceranae, and some contained an unspecified Iflavirus (4), which later 
proved to be IAPV. 

These conflicting findings prompted us to broaden our survey of honeybee 
colonies by using a Mass Spectrometry based proteomic (MSP) approach to identify either 
potential causes or markers of CCD, and if possible, corroborate earlier findings. This MSP 
method was developed to allow a rapid survey and identification of peptides and corresponding 
proteins from virtually the entire available library of microbial, plant, insect, and vertebrate 
pathogens (5). 

MSP allows a one-step method for the detecting and analyzing all of the most 
quantitatively abundant and structurally diverse macromolecules in the cell, without the need for 
amplification, probes, or primers. The greater abundance of cellular proteins and the larger 
diversity in the amino acid sequences, i.e., 400 combinations of amino acids, compared 
to 16 combinations of four nucleotides for genomics, enhances proteomic discrimination 
capabilities in identifying and classifying microorganisms to strain level (5). This provides both 
an effective complimentary alternative to gene-based approaches for pathogen screening and 
classification (6). Converging genome sequencing, automated acquisition of peptide 
fragmentation data by mass spectrometry, and bioinformatics allow peptide sequencing 
information to be obtained. Such information can be used to develop characterization strategies 
for unrestricted identification and taxonomic classification of microorganisms from the 
environment. This approach provides a means for fungi, bacteria, and viruses to be detected and 
classified, and for their phylogenic relationships to be determined at the same time and from a 
single sample. 

2. MATERIALS AND METHODS (7) 

The proteomic approach uses an ensemble of bioinformatics tools for rapid 
classification and identification of microorganisms. The method is based on the peptide 
sequence generated from the Liquid Chromatography-Mass Spectrometry/Mass Spectrometry 
(LC-MS/MS) analysis of tryptic digests of microbial protein extracts and on profiling of the 



sequenced peptides to create a matrix of sequence-to-microbe assignments. The binary matrix is 
populated by the experimental peptide information obtained using SEQUESTSOfThermofisher 
Scientific, USA) search alignment algorithm that were processed using diverse visualization and 
multivariate statistical techniques for pathogen classification and identification (5,8). This 
proteomic approach is an automated process that reveals the match between analyzed peptides 
and the constructed proteome database of microorganisms (5). Sample preparation and analysis 
methods are detailed in following sections. 

2.1 Worker Bee Samples 

We obtained samples of adult worker honeybees from western, northeastern, and 
southeastern regions of the United States, focusing on commercial migratory beekeeping 
businesses that exhibited signs of CCD. In all, six different sample sets were taken. Two were 
from migratory beekeeping businesses, with one set of these moving between the East Coast and 
the Central Valley of California, and the other set moving between northern-tier states in the 
West and northern California. A third set was from packages of imported Australian bees soon 
after they were installed in hives on the East Coast. The fourth set of bees was sampled in 2008 
from an apiary belonging to a large, 3000-colony, non-migratory beekeeping operation in 
northwestern Montana with no history of CCD. The fifth set was sampled from an apiary in 
Florida. The last set of samples came from research colonies at The University of Montana, 
Missoula. Bees were shaken directly into new, clean, 1 qt Ziploc® or 1 L Whirl-Pac® bags. 
The bags were sealed, placed in a cooler with frozen gel pacs, and shipped by overnight express 
to the U.S. Army Edgewood Chemical and Biological Center (ECBC). Samples were frozen and 
stored in a -80 °C freezer until analyzed. 

We discovered CCD in its early stages in our research colonies. We placed the 
combs, remaining queen, and bees from one collapsing colony into a five-frame, glass 
observation hive. This colony recovered rapidly, but in 2 months, began to collapse again. This 
allowed a unique opportunity to observe the progression of the syndrome, and to collect a series 
of samples as CCD progressed. 

From each commercial apiary, we sampled one or more sets of bee colonies at 
different apiary locations. We scored each colony according to number of frames of bees and 
frames of brood. We then collected samples of bees from the strong (i.e., largest adult bee 
population), failing (reduced adult bee population with a disproportionate, excessive amount of 
brood for the adult population size), and collapsed colonies (queen and a small, half-frame 
retinue of young bees) within each apiary. 

The collapsing research colony in the observation hive was sampled 16 times over 
a 3 month period when only a queen and four workers remained. We also collected forager 
flight activity records from a digital counter mounted on the observation colony. That data 
provided supplementary data for the number of foraging flights made and the number of foragers 
that returned each day. 



2.2 Processing Protocols for Biological Samples 

Bee samples were homogenized in 100 mM of ammonium acetate buffer using a 
tissue homogenizer (Waring or Kontes). The supernatant was filtered to remove large 
particulates, followed by ultrafiltration at 300 kDa. All filtered bee samples were lysed using an 
ultra-sonication probe at settings of 20 s pulse-ON, 5 s pulse-OFF, and 25% amplitude for 5 min. 
To verify cells were appropriately disrupted, a small portion of lysates was reserved for 1-D gel 
analysis. The lysates were centrifuged at 14,100g for 30 min to remove all cellular debris. 
Supernatant was then added to a Microcon YM-3 filter unit (Millipore, USA) and centrifuged at 
14,1 OOg for 30 min. Effluent was discarded, and the filtrate was denatured by adding 8 M urea 
and 3 mg/mL Dithiothreitol (DTT) and incubated for 2 h in an orbital shaker set to 50 °C and 
60 rpm. A 10 uL volume of 100% acetonitrile (ACN) was added to tubes and allowed to sit at 
room temperature for 5 min. Tubes were washed using 100 mM ammonium bicarbonate (ABC) 
solution and then spun down at 14,1 OOg for 30-40 min. The isolated proteins were then digested 
with 5 mL trypsin (Promega, USA) in 240 mL of ABC solution + 5 mL ACN. Digestion was 
performed overnight at 37 °C in an orbital shaker set to 60 rpm. Sixty microliters of 
5% ACN/0.5% formic acid (FA) was added to each filter and vortex mixed lightly for 10 min. 
Tubes were centrifuged at 14,1 OOg for 20-30 min. An additional 60 mL of 5% ACN/0.5% FA 
mixture was added to filter and spun. Effluent was then analyzed using the LC-MS/MS 
technique. 

2.3 Protein Database and Database Search Engine 

A protein database was constructed in a FASTA format using the annotated 
bacterial and viral proteome sequences derived from all fully sequenced chromosomes of 
bacteria and viruses, including their sequenced plasmids (as of September 2008). A PERL 
program (http://www.activestate.com/Products/ActivePerl) was written to download these 
sequences automatically from the National Institutes of Health National Center for 
Biotechnology (NCBI) site (http://www.ncbi.nlm.nih.gov). Each database protein sequence was 
supplemented with information about a source organism and a genomic position of the respective 
open reading frame (ORF) embedded into a header line. The database of bacterial proteomes 
was constructed by translating putative protein-coding genes and consists of tens of millions of 
amino acid sequences of potential tryptic peptides obtained by the in silico digestion of all 
proteins (assuming up to two missed cleavages). The protein database is listed in Appendix A. 

The experimental MS/MS spectral data of bacterial peptides were searched using 
the SEQUEST® (Thermofisher Scientific, USA) algorithm against a constructed proteome 
database of microorganisms. SEQUEST thresholds for searching the product ion mass spectra of 
peptides were Xcorr, deltaCn, Sp, RSp, and deltaMpep. These parameters provided a uniform 
matching score of all candidate peptides. The generated outfiles of these candidate peptides 
were then validated using peptide prophet algorithm. 

Peptide sequences with a probability score of 95% and higher are retained in the 
dataset and used to generate a binary matrix of sequence-to-bacterium assignments. The binary 
matrix assignment is populated by matching the peptides with corresponding proteins in the 



database and assigned a score of O(no-match) or 1 (match). The column in the binary matrix 
represents proteome of a given virus, and each row represents a tryptic peptide sequence from 
the LC-MS/MS analysis. Bee samples were identified with the virus/bacterium/fungi proteome 
based on the number of unique peptides that remained after removal of degenerate peptides from 
the binary matrix. 

Proteomics identified peptides described from nine species of Nosema: N. apis, 
N. bombycis, N. locustae (also known as Antonospora locustae), N. tricoplusiae, N. BZ-2006B, 
N. BZ-2006d, N. granulosis, N. empoascae, N. putellae, and a tenth un-named Nosema. Total 
peptide counts for each species were entered into a hierarchical cluster analysis using average 
Chi-Squared distance between pathogen species. The analysis produced two major categories: 
Group 1, which contained N. apis, N. bombycis, and N. locustae; and Group 2, which contained 
all of the remaining species. 

2.4 Data Mining and Statistical Methods 

We performed forward, stepwise discriminant analysis on square-root 
transformed pathogen counts. Four colony groups were discriminated: strong, failing, collapsed, 
and the Montana outgroup. Selection method for variable entry was largest Wilks' lambda, and 
a priori equal probability of group membership was assumed. The analysis was completed after 
two steps that incorporated IIV-6 and deformed wing virus (DWV) as significant discriminating 
variables (Final Wilks' lambda = 0.679; F = 2.881; dfl = 2, 54; P = 0.031). For the analysis, 
counts were calculated by weighting each pathogen occurrence by the total number of its 
detected peptides. Our use of peptide counts as a weighting factor stems from the observation 
that as total pathogen titer in a sample increases, the number of different peptides that can be 
identified by proteomics increases in a predictable manner. Thus, the number of peptides 
observed for each pathogen serves as a relative measure of its abundance in the sample. 

3. RESULTS 

MSP analyses produced results of more than 3,000 identifiable peptides, 
representing more than 900 different species of invertebrate microbes. Because known bacterial 
infections of honeybees are well described, with visible signs that differ from CCD, we were 
able to focus our search to other microbes, including viruses, fungi, and microsporidia in the 
genus Nosema. This capability enabled us to discover and describe the relationship among the 
microorganisms present in the bees. 

We identified peptides from nine of the approximately 20 known honeybee 
viruses in the strong, failing, and collapsed colonies that we surveyed. Six were identified in the 
collapsing observation hive (Table 1). The isolated, non-migratory Montana colonies that we 
included as an out-group were unique, being nearly virus free with a single colony having a low 
concentration of the Sacbrood virus (SBV). 

Recently described (9) Varroa destructor virus 1 (VDV-1) occurred in two 
colonies. Peptides of Kakugo virus (10, 11), which has not previously been reported in North 
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American bees, were detected in two colonies from a single West Coast location. IAPV did not 
occur frequently, and was distributed equally among strong and failing colonies. It was more 
prevalent in colonies originating from the East Coast and Australia. 

The most prevalent viral peptides we detected were identified with Invertebrate 
iridescent virus 6 (IIV-6), with some classified as Invertebrate iridescent virus 3 (IIV-3), both of 
which are large double-stranded DNA viruses of the Iridoviridae family. We detected 139 
unique peptides in our west- and east-coast data that were attributed to IIV-6 with high 
confidence (>0.99). No other iridescent virus was detected. Later samples also indicated IIV-6 
and the dominant iridescent virus in collapsing colonies (88% of iridescent peptides). 

The IIV pathogen appeared with 100% frequency and with higher peptide counts 
in failing and collapsed colonies. IIV also occurred in nearly 75% of strong colonies although, 
with lower concentrations, and with low or absent Nosema peptides. Numerous peptides for 
Nosema were detected in collapsed and failing colonies. Ten species of Nosema were 
represented; but, because of high cross correlations among the different peptides within the 
genus, we elected to aggregate them based on cluster analysis into two distinct groupings as 
previously stated. 

Using those groupings, we observed that one group of Nosema peptides paralleled 
the pattern of occurrence for IIV virus (r = 0.90, n = 31, P < 0.001) and was present at high 
frequency in failing and collapsed colonies (Table 1). Other suggestive correlations in other 
microbes included the occurrence of Black queen cell virus (BQCV) and IIV virus (r = 0.71, 
P < 0.001), and concordantly the same Nosema group (r = 0.73, P < 0.001). The complete raw 
data analyses are listed by sample in Appendix B 

Count-weighted occurrence data were subjected to stepwise discriminant function 
analysis to assess whether strong, failing, or collapsed colonies could be differentiated by 
specific patterns of pathogen occurrence. The isolated Montana apiary was used as a distinct, 
non-CCD, out-group for this analysis. 

Discriminant analysis indicated that only two pathogens, IlV-like virus and DWV, 
were necessary for significant discrimination among different colony groups (Table 2). The 
leading function contrasted higher incidence of IIV virus in failing colonies with higher 
incidence of DWV in the remaining groups (Figure 1). As expected, the out-group was most 
distinct and significantly different from all but the strong condition colonies (Pout - strong = 
0.06; Pout - failing < 0.001; Pout - collapsed = 0.04). Nosema was not a significant predictor of 
colony condition; but, Nosema group 1 was highly correlated with IIV virus (r = 0.901, P < 
0.001), and so was not included in the final discriminant functions because of its co-correlation 
with the IIV virus. 

As a final step to assess the validity of the discriminant model, we generated 
classification functions for each colony health category then reclassified each colony as either 
out-group, strong, failing, or collapsed - independent of its original designation. The resulting 
probabilities mirrored the discriminant function analysis. The out-group was perfectly classified 
as not exhibiting CCD. 
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For the research colony, as CCD progressed, colony flight activity was recorded 
and exhibited several peaks and crashes until it declined by approximate geometric decay to 
extinction (Figure 2). Of the six RNA bee viruses most frequently identified by proteomics, 
most occurred in only one or a few samples, with little correlation to the progression of collapse 
(Table 3). However, iridoviruses occurred through most of the collapse and were significantly 
negatively correlated with population trajectory (r = -0.57, P = 0.02). No other correlations were 
made with the collapse of this research colony. 

4. DISCUSSION 

Invertebrate iridescent viruses (IIVs) are icosahedral, double-stranded DNA 
viruses. Of the many isolates reported from insects, only two, IIV-3 and IIV-6 (12-14), have 
been subjected to complete genome sequencing (24) and have been partially characterized (12). 
IIVs are numbered according to date of isolation (15). These viruses produce opalescent colors 
in the organs of heavily infested hosts, particularly in insects in either damp or aquatic habitats, 
and have been shown to alter growth, longevity, and reproduction, and to induce cell apoptosis 
(12, 16-18). In silkworms, IIV-1 can induce epidermal tumors (19). 

Patent IIV infections are almost invariably lethal but covert infections may be 
common (12). Unapparent infections may not be lethal, but may induce sub-lethal effects on the 
reproduction and longevity of covertly infected hosts (16). IIV-3 is thought to be restricted to a 
single host species, the mosquito (12, 14), although we found peptides close to those of IIV-3 in 
bees from the observation hive. Other IIVs, like IIV-6, naturally infect various species of 
Lepidotera and Orthopotera in laboratory colonies. There is good evidence that Hymenopteran 
endoparasitoids can become infected if they develop in an infected caterpillar (20). IIV-24, 
originally isolated from the Asiatic honeybee Apis cerana, is known to affect bee colonies 
severely, causing inactivity, crawling, and clustering disease (21-23). 

Our discriminant analysis and classification functions showed that failing colonies 
were significantly different from strong and from collapsed colonies based on prevalence of IIV 
peptides (Table 1, Figure 1). In commercial bee operations with CCD and in the research 
colony, the bees exhibited IIV-Hke virus in high abundance, strengthening the conclusion that in 
failing colonies, an IIV-Hke pathogen is indicative of CCD. Whether the IIV peptides we 
detected in CCD colonies are truly indicative of IIV-6, IIV-3, or are from some unreported IIV is 
unknown and is the subject of ongoing research. 

In addition to IIVs, MS-based proteomics identified peptides of two heretofore 
unreported RNA bee viruses in U.S. honeybees, VDV-1 (9) and Kakugo virus, although 
frequency of detection was relatively rare. Peptides from nine bee RNA viruses were found; but, 
other than the presence IIV-Hke DNA, only the co-occurring absence of deformed wing virus, 
another RNA virus, was significant with respect to CCD. 

In India, an iridescent virus, (IIV-24) was associated with severe bee mortality, 
and the transmission of the virus was suspected to occur via eggs, feces, or gland secretions in 
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food, and by one or more species of mites that may act as vectors (21-23). They also associated 
and correlated the IIV-24 with a co-infective Nosema and tracheal mites in sick colonies of Apis 
cerana. Iridescent viruses have also been implicated in severe bee losses in the U.S. (25) and 
Spain (26). 

The high correlation of Nosema and the IIV virus that we observed in CCD 
colonies also suggests that these two pathogens may act as co-infective agents linked to CCD. 
That strong and collapsed colonies were more similar to each other and different from failing 
colonies seems to indicate that the IWINosema infection is active in failing colonies. This 
observation suggests that mortality can be controlled if the IWINosema relationship is disrupted 
by treating for either the IIV or the Nosema infections. 

Apis iridescent virus was also isolated from sick adult specimens of Apis cerana 
and found to multiply in Apis mellifera, forming cytoplasmic iridescent crystalline aggregates in 
the fat body, hypopharyngeal glands, the gut wall, and proximal ends of the Malpighian tubules 
(21). 

One or more species of external mites were suspected of being carriers of the IIV 
in Indian bees (22), as was also the case in the United States, with Varroa acting as the vector 
(25). The need for a better knowledge of the ecology of iridescent virus has been emphasized in 
order that preventive measures could be taken to not only offset damage to Apis cerana but also 
to reduce the chance that Apis mellifera could become infected by this pathogen (22). 

These historical findings of IIV, mites, and Nosema spp. are intriguing since 
researchers studying Nosema ceranae and CCD in Spain saw iridescent virus particles when 
looking at bee samples under an electron microscope (26). U.S. investigators studying CCD 
observed structures in thoraxes of bees described as 'peculiar white nodules', resembling tumors, 
that contained crystalline arrays (27), similar to those described for IIV infections. In addition, 
the IIV-6 genome encodes for one or more polypeptides that can produce insect mortality by 
inducing apoptosis without the need for viral replication (28). 

5. CONCLUSIONS 

Mass Spectrometry based proteomics provided an unrestricted and unbiased 
approach for surveying pathogens and detected a DNA virus and two RNA viruses that had not 
been previously reported. The correlation of Invertebrate iridescent viruses (IIVs) with Colony 
Collapse Disorder (CCD) probably went unnoticed because these are large DNA viruses, not the 
small RNA viruses commonly considered to be the cause of most bee diseases. Genomic studies 
focused on RNA viruses would have missed a DNA virus. 

The correlation between IIV and Nosema ceranae (N. ceranae) implies that one 
follows the other. Co-infection with IIV might explain why N. ceranae sometimes seems to 
contribute to severe colony losses, and sometimes not, as reported by researchers and beekeepers 
(3-4). 
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Regardless of whether the prevalence of IIV is a marker, a cause, or simply a 
consequence of CCD, it provides a good fit with what is known about the disorder. Virtually all 
of the bees from CCD colonies contained IIVs; whereas, IIV was present neither in bees 
imported from Australia nor in bees from the non-migratory, commercial bee operation in 
Montana. Neither the Australians (28) nor the Montana beekeepers have ever reported seeing 
CCD. Because covert infections are typical of IIVs (12, 16), detection of IIV in strong colonies 
and in the remnant young bee populations of collapsed colonies is to be expected. Large 
amounts of IIV in failing colonies is consistent with an infection that proliferates in bees to a 
state that is lethal but not necessarily to a degree where it is evident in the iridescence of infected 
bee tissues. IIV in the presence of N. ceranae could conceivably be a lethal combination. 

Approximately 30 years ago, other investigators concluded that the iridescent 
virus was the likely cause of widespread and severe losses of 25-40% of honeybee colonies in 
India (21-23), and that the iridescent virus was often correlated with Nosema and mites (23). 
Thirteen years ago, iridescent virus, with Varroa mites acting as a virus activator, was implicated 
in unusually high losses of bees in the northeastern United States (25). Yet, until MS-based 
proteomic methods revealed the presence of IIVs in CCD colonies in the United States, these 
cases and warnings were mostly forgotten. 

Finally, the suspected source of Nosema ceranae is the Asian bee Apis cerana 
(29). This bee is also known to be infected by Thai SBV and the Kashmir bee viruses, which 
was first detected as a contaminant in a sample of iridescent virus from India, as well as an Apis 
iridescent virus. This suggests that perhaps not only the microsporidium N ceranae, but other 
pathogens as well may have jumped from Apis cerana to Apis mellifera, as predicted by Bailey 
and Ball in 1978 (22). 

Our research aimed to identify potential causes or markers of CCD and to see if 
we could corroborate any of the conflicting findings from prior studies. We found that CCD is 
marked by the presence of an IIV virus that was positively correlated with Nosema. These 
results provide credibility to disparate findings of older, often overlooked work by other 
investigators, who have associated IIV with bees, mites, Nosema spp., and bee losses. We have 
established that the WWINosema relationship is the critical association in honeybee mortality and 
may indicate a solution. It is clear that one solution to improved honeybee health is to disrupt 
the IIV'/Nosema relationship. 

14 



Table 1. Frequency of occurrence of viral pathogens and Nosema in colonies 
sampled in 2006, 2007, and 2008 

East Coast - West Coast Colonies, 2006 Observation Colony, 
2007 

Florida Colonies, 2008 

Collapsed 
n = 8 

Failing 
n = 10 

Strong 
n=13 

Subsamples 
n = 18 

n = 9 

Pathogen Frequency Mean 
Peptides 
(s.d.) 

Frequency Mean 
Peptides 
(s.d.) 

Frequency Mean 
Peptides 
(s.d.) 

Frequency Mean 
Peptides 
(8.4) 

Frequency Mean 
Peptides 
(s.d.) 

ABPV 2 0.3 (0.46) 5 1.5(2.07) 5 0.9(1.28) 13 1.3(1.28) 7 11.6 
(12.4) 

BQCV 2 0.4(0.74) 6 1.4(1.8) 3 0.8(1.54) 4 0.3 (0.57) 7 1.9(1.5) 

DWV 3 0.8(1.4) 1 0.2 (0.6) 6 0.6(0.8) 4 0.6(1.38) 7 15.9 
(20.1) 

IIV-6 8 20.9 
(28.2) 

10 38.0 
(39.6) 

9 15.6 
(22.4) 

IX 16.1 
(12.74) 

9 57.6 
(23.6) 

IAPV 1 0.3 (0.7) 4 1.4(2.3) 5 0.8(1.3) 11 0.9 (0.96) 5 2.4(2.8) 

KV 0 0(0) 0 0(0) 3 0.3 1.08) 3 0.2 (0.551 2 0.3 (.04) 

KBV 3 0.2(3.2) 6 1.9(2.1) 9 1.0(0.9) 1.0(1.28) 6 3.6(5.0) 
sv 2 0.9(1.6) 4 0.9(1.4) 6 1.2(2.3) 11 1.3(1.36) 6 3.8(7.0) 

VDV-1 0 0(0) 1 0.2 (0.6) 1 0.2 (0.6) 4 0.4(1.04) 5 1.3(1.6) 

Nosema 
group 1 

5 6.4(9.1) 9 11.4(9.6) 7 5.2 (7.7) 18 8.7 (5.74) 9 35.2 
(15.3) 

Nosema 
group 2 

3 0.8(1.4) 1 0.7(1.3) 3 0.2 (0.4) 11 1.0(0.97) 0 0(0) 

ABPV - Acute Bee Paralysis Virus 
KBV - Kashmir Bee Virus 
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Table 2. Summary of discriminant function analysis for pathogen differences among 
honeybee colonies grouped by CCD status. 

a. Cumulative variance, significance, and coefficients for derived 
discriminant functions. 

b. Pooled within-groups correlations between discriminating variables and 
standardized canonical discriminant functions. Variables are ordered 
by absolute size of correlation within function. 

(a.) 

Standardized Function 

Coefficients 

Function Eigenvalue Var. % Cum. % 

Canonical 

Correlation Chi-square df P IIV-6 DFW 

1 0.68 80.6 80.6 0.64 22.8 6 0.001 1.17 -0.65 

2 0.16 19.4 100.0 0.38 5.2 2 0.076 0.05 0.98 

(b.)                                  Structure Matrix 

Function 
Pathogen 1 2 

IIV-6 0.83* 0.55 

Nosema group 1 0.68* 0.60 

Nosema group 2 0.60* 0.34 

BQCV 0.59* 0.53 

ABPV 0.51* 0.09 

1APV -0.13* -0.02 

DWV -0.04 0.99* 

sv 0.15 0.60* 

KBV 0.40 0.49* 

""indicates largest absolute correlation between each variable and 
any discriminant function 
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Table 3. Correlations among viruses and population decline of a research 
colony of bees in an observation hive during collapse that occurred 
between July and September 2007. 

ABPV BQCV IIV-3 IIV-6 KBV SV 

Iridescent 
viruses 
taken 

together IAPV 

Bee Flights 

7/12 - 9/1 

r -0.19 -0.21 -0.47 -0.50 -0.24 0.22 -0.57 0.2X 

P 0.49 0.44 0.07 0.05 0.37 0.42 0.02 0.30 

ABPV r -0.28 0.22 0.74 -0.16 0.23 0.73 -0.16 

P 0.29 0.42 0.001 0.55 0.38 0.002 0.55 

BQCV r 0.09 -0.18 -0.12 -0.22 -0.14 -0.12 

P 0.73 0.52 0.67 0.42 0.61 0.67 

IIV-3 r 0.25 0.16 0.03 0.47 0.16 

P 0.36 0.55 0.90 0.07 0.55 

I1V-6 r 0.19 0.13 0.97 -0.28 

P 0.49 0.62 0.000 0.30 

KBV r -0.12 0.21 -0.07 

P 0.65 0.43 0.81 

sv r 0.13 -0.12 

P 0.63 0.65 

Iridescent viruses r -0.21 

P 0.43 
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Figure 1. Discriminant Function Analysis for differences in pathogen peptide counts 
among strong, failing, and collapsed honeybee colonies. Function 1 
explains 81% of discriminating variance and contrasts higher incidence 
of irV-like virus, Nosema, and to a lesser extent BQCV in failing colonies 
with higher incidence of DWV and some IAPV in the remaining groups. 
Vertical and horizontal lines mark the non-CCD out-group as a reference set. 
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Figure 2. Decline in forager flights in conjunction with increasing counts 
of Iridovirus peptides detected in worker honeybee samples collected 
on successive dates in 2007. All samples were from a single observation 
hive at the University of Montana - Missoula. Forager flights were 
tabulated by an automated honeybee counter mounted at the entrance 
to the observation hive. Peptide counts are the summed counts for all 
unique Iridovirus peptides in each sample. 
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APPENDIX A 

VIRUS FASTA DATABASE 

>ABPV|146265577|gb|ABQ16543 1| nonstructural protein [Acute bee paralysis virus] 
>ABPV|91068354|gb|ABE04079 1| polyprotein (Acute bee paralysis virus) 

>ABPV|10314011|ref|NP_066242.1| capsid protein [acute bee paralysis virus] 
>ABPV|10314010|ref|NP_066241.1| replicase polyprotein |acute bee paralysis virus] 

>ABPV|54306434|gb|AAV33404.1| capsid protein [Acute bee paralysis virus] 
>ABPV|51831798|gb|AAU10100.1| nonstructural protein [Acute bee paralysis virus] 
>ABPV|19068046|gb|AAL05919.1| capsid polyprotein |Acute bee paralysis virus] 
>ABPV|33413848|gb|AA043637 1| structural protein [Acute bee paralysis virus] 

>ABPV|29469889|gb|AA074623.11 capsid protein [Acute bee paralysis virus] 
>ABPV|29469886|gb|AA074622.1| capsid protein [Acute bee paralysis virus] 
>ABPV|14276319|gb|AAK58199 1| structural protein [acute bee paralysis virus] 
>ABPV|14276317|gb|AAK58198.1| structural protein |acute bee paralysis virus] 
>ABPV|14276315|gb|AAK58197.1| structural protein [acute bee paralysis virus] 

>ABPV|14276313|gb|AAK58196 1| structural protein [acute bee paralysis virus] 
>ABPV|14276311|gb|AAK58195 1| structural protein [acute bee paralysis virus] 
=-ABPV|14276307|gb|AAK58194.1| structural protein |acute bee paralysis virus] 

>ABPV|14276305|gb|AAK58193 1| structural protein [acute bee paralysis virus] 
>ABPV|14276303|gb|AAK58192 1| structural protein [acute bee paralysis virus] 
>ABPV| 14276301 |gb|AAK58191 11 structural protein [acute bee paralysis virus] 

>ABPV|14276283|gb|AAK58182 1| structural protein [acute bee paralysis virus] 
>ABPV|19068070|gb|AAL05931 1| capsid protein [acute bee paralysis virus] 

>ABPV|19068068|gb|AAL05930.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068066|gb|AAL05929.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068064|gb|AAL05928.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068062|gb|AAL05927,1| capsid protein [acute bee paralysis virus] 
>ABPV|19u68060|gb|AAL05926.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068058|gb|AAL05925.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068056|gb|AAL05924.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068054 |gb|AAL05923.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068052|gb|AAL05922.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068050|gb|AAL05921.1| capsid protein [acute bee paralysis virus] 
>ABPV|19068048|gb|AAL05920.1| capsid protein [acute bee paralysis virus] 
>ABPV|18476486|gb|AAL23698 1| capsid protein |acute bee paralysis virus] 
>ABPV|13194762|gb|AAK15543.1| capsid protein [acute bee paralysis virus] 
>ABPV|4927772|gb|AAD33287.1| structural protein [acute bee paralysis virus] 
>ABPV|4104673|gb|AAD02102.11 RNA polymerase [acute paralysis virus] 
>BQCV|91068356|gb|ABE04080.1| polyprotein [Black queen cell virus] 
>BQCV|86372203|gb|ABC95162.1| structural polyprotein [Black queen cell virus] 
>BQCV|20451023|ref|NP_620565.1| structural polyprotein [Black queen cell virus] 
>BQCV|20451022|ref|NP_620564.1| nonstructural polyprotein [Black queen cell virus] 

>BQCV|51831788|gb|AAU10095 11 nonstructural protein [Black queen cell virus] 
>BQCV|51831786|gb|AAU10094.11 nonstructural protein [Black queen cell virus] 
>BQCV|48527188|gb|AAT45734 1| structural polyprotein [Black queen cell virus] 
>BQCV|33413910|gb|AAP58354.1| RNA-dependant RNA polymerase RdRp [Black queen cell virus] 

>BQCV[21745453|gb|AAM77396 1|AF521640   1 structural polyprotein [black queen cell virus| 
>BQCV(4680609|gb|AAD27696 1| helicase domain C [black queen cell virus] 
>DWV[121756007|gb|ABM64852 1| polyprotein [Deformed wing virus] 
>DWV|121756005|gb|ABM64851 1| polyprotein [Deformed wing virus] 
>DWV|121756003|gb]ABM64850 1| polyprotein [Deformed wing virus] 
>DWV|121756001|gb|ABM64849 1| polyprotein [Deformed wing virus] 
>DWV|121755999|gb|ABrv164848 1| polyprotein [Deformed wing virus] 
>DWV|121755997|gb|ABM64847.1| polyprotein [Deformed wing virus] 
>DWV|121755995|gb|ABM64846 1| polyprotein [Deformed wing virus] 
>DWV|121755993|gb|ABM64845.1| polyprotein [Deformed wing virus] 
>DWV|121755991|gb|AB(v164844 1| polyprotein [Deformed wing virus] 
>DWV|121755989|gb|ABM64843 1| polyprotein [Deformed wing virus] 
>DWV|121755987|gb|ABM64842 1| polyprotein [Deformed wing virus] 
>DWV|121755985|gb|ABM64841 1| polyprotein [Deformed wing virus] 

>DWV|121755983|gb|ABM64840.1| polyprotein [Deformed wing virus] 

>DWV|121755981 |gb|ABM64839 11 polyprotein [Deformed wing virus] 
>DWV|121755979|gb|ABM64838 1| polyprotein [Deformed wing virus] 
>DWV|121755977|gb|ABM64837.1| polyprotein [Deformed wing virus] 

>DWV|121755975|gb|ABM64836.1| polyprotein [Deformed wing virus] 
>DWV|121755973|gb|ABM64835.1| polyprotein [Deformed wing virus] 
>DWV|121755971|gb|ABM64834 1| polyprotein [Deformed wing virus] 
>DWV|121755969|gb|ABM64833.1| polyprotein [Deformed wing virus] 
>DWV|121755967|gb|ABM64832.1| polyprotein [Deformed wing virus] 
>DWV|121755965|gb|ABM64831.1| polyprotein [Deformed wing virus] 
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>DWV|121755963|gb|ABM64830.1| polyprotein [Deformed wing virus] 

>DWV|121755961|gb|ABM64829 1| polyprotein [Deformed wing virus] 

>DWV|121755959|gb|ABM64828 1| polyprotein [Deformed wing virus] 

>DWV|121755957|gb|ABM64827 1| polyprotein [Deformed wing vims] 

>DWV|121755955|gb|ABM64826 1| polyprotein [Deformed wing virus] 

>DWV|121755953|gb|ABM64825 1| polyprotein [Deformed wing virus] 

>DWV|121755951|gb|ABM64824 1| polyprotein [Deformed wing virus] 

>DWV|121755949|gb|ABM64823 1| polyprotein [Deformed wing virus] 

>DWV|121755947|gb|ABM64822.1| polyprotein [Deformed wing virus] 

>DWV|121755945|gb|ABM64821.1| polyprotein [Deformed wing virus] 

>DWV|121755943|gb|ABM64820.1| polyprotein [Deformed wing virus] 

>DWV|121755941|gb|ABM64819 1| polyprotein [Deformed wing virus] 

>DWV|121755940|gb]ABM64818 1   polyprotein [Deformed wing virus] 

>DWV|121755939|gb|ABM64817.1| polyprotein [Deformed wing virus] 

>DWV|121755938|gb|ABM64816.1| polyprotein [Deformed wing virus] 

>DWV|121755937|gb|ABM64815.1| polyprotein [Deformed wing virus] 

>DWV|78214931|gb|ABB36639.1| polyprotein [Deformed wing virus) 

>DWV|78214929|gb|ABB36638 1| polyprotein [Deformed wing virus] 

>DWV|78214927|gb|ABB36637.1| polyprotein [Deformed wing virus] 

>DWV|78214925|gb|ABB36636 1| polyprotein [Deformed wing virus] 

>DWV|78214923|gb|ABB36635.11 polyprotein [Deformed wing virus] 

>DWV|78214921|gb|ABB36634.1| polyprotein [Deformed wing virus] 

>DWV|78214919|gb|ABB36633.1| polyprotein [Deformed wing virus] 

>DWV|78214917|gb|ABB36632 1| polyprotein [Deformed wing virus] 

>DWV|78214915|gb|ABB36631 1| polyprotein [Deformed wing virus] 

>DWV|78214913|gb|ABB36630.1| polyprotein (Deformed wing virus] 

>DWV|78214911|gb|ABB36629 1[ polyprotein [Deformed wing virus] 

>DWV|78214909|gb|ABB36628 1| polyprotein [Deformed wing virus] 

>DWV|78214907|gb|ABB36627 11 polyprotein [Deformed wing virus] 

>DWV|78214905|gb|ABB36626.1| polyprotein [Deformed wing virus] 

>DWV|78214903|gb|ABB36625 1| polyprotein [Deformed wing virus) 

>DWV|78214901|gb|ABB36624 1| polyprotein [Deformed wing virus] 

>DWV|78214899|gb|ABB36623 1| polyprotein [Deformed wing virus] 

>DWV|78214897|gb|ABB36622 1| polyprotein [Deformed wing virus] 

>DWV|78214895|gb|ABB36621 1| polyprotein [Deformed wing virus] 

>DWV|78214893|gb|ABB36€20 1| polyprotein [Deformed wing virus] 

>DWV|78214891|gb|ABB36619.1| polyprotein [Deformed wing virus] 

>DWV|78214889|gb|ABB36618.1| polyprotein [Deformed wing virus] 

>DWV|78214887]gb|ABB36617.1| polyprotein [Deformed wing virus] 

>DWV]78214885|gb|ABB36616.1| polyprotein [Deformed wing virus] 

>DWV]78214883]gb|ABB36615.1| polyprotein [Deformed wing virus) 

>DWV]78214881 |gb|ABB36614 11 polyprotein [Deformed wing virus] 

>DWV|78214879|gb|ABB36613 1| polyprotein [Deformed wing virus) 

>DWV|78214877|gb|ABB36612 1| polyprotein [Deformed wing virus] 

>DWV|78214875|gb|ABB3661l 1| polyprotein [Deformed wing virus] 

>DWV|78214873|gb|ABB36610 1| polyprotein [Deformed wing virus] 

>DWV|78214871|gb|ABB36609 1| polyprotein [Deformed wing virus] 

>DWV(78214869|gb|ABB36608 1| polyprotein [Deformed wing virus] 

•DWV|78214867|gb|ABB36607 1| polyprotein [Deformed wing virus] 

>DWV|78214865]gb|ABB36606 1| polyprotein [Deformed wing virus] 

>DWV|146265581|gb|ABQ16545 1| polyprotein [Deformed wing virus] 

>DVW]129279046|gb|ABO28930 1| polyprotein [Deformed wing virus] 

>DWV|91068308|gb|ABE04056 1| polyprotein [Deformed wing virus] 

>DWV|91068306|gb|ABE04055 1| polyprotein [Deformed wing virus] 

>DWV|91068304|gb|ABE04u54 1| polyprotein [Deformed wing virus] 

>DWV|91068302|gb]ABE04053 1| polyprotein [Deformed wing virus] 

>DWV|91068300|gb|ABE04052 1| polyprotein [Deformed wing virus] 

>DWV|91068298|gb|ABE04051.1| polyprotein [Deformed wing virus] 

>DWV|91068296|gb|ABE04050.1| polyprotein [Deformed wing virus] 

>DWV|91068294|gb|ABE04049 11 polyprotein [Deformed wing virus] 

.DWV|91068292|gb|ABE04048 1| polyprotein [Deformed wing virus] 

>DWV|91068290|gb[ABE04u47 1| polyprotein [Deformed wing virus] 

>DWV|91068288|gb|ABE04046 1| polyprotein [Deformed wing virus] 

>DWV|91068286|gb|ABE04045 11 polyprotein [Deformed wing virus] 

>DWV|91068284 |gb| ABE04044 11 polyprotein [Deformed wing virus] 

>DWV|91068282|gb|ABE04043 11 polyprotein [Deformed wing virus] 

>DWV|91068280|gb|ABE04042 11 polyprotein [Deformed wing virus] 

>DWV|91068278|gb|ABE04041 11 polyprotein [Deformed wing virus] 

>DWV|91068276|gb|ABE04040 11 polyprotein [Deformed wing virus] 

>DWV|91068274|gb|ABE04039 1| polyprotein [Deformed wing virus] 

>DWV|91068272|gb|ABE04038.11 polyprotein [Deformed wing virus] 

>DWV|91068270|gb|ABE04037.1| polyprotein [Deformed wing virus] 

>DWV|91068268|gb|ABE04036 11 polyprotein [Deformed wing virus] 

>DWV|91068266|gb|ABE04035.1| polyprotein [Deformed wing virus] 
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>DWV|91068264|gb|ABE04034 1| polyprotein Deformed wing virus] 

>DWV|91068262|gb|ABE04033.1| polyprotein [Deformed wing virus] 

>DWV|91068260|gb|ABE04032 11 polyprotein [Deformed wing virus] 

>DWV|91068258|gb|ABE04031 | polyprotein [Deformed wing virus] 

>DWV|91068256|gb|ABE04030. 1| polyprotein [Deformed wing virus] 

>DWV|91068254|gb|ABE04029. || polyprotein [Deformed wing virus] 

>DWV|91068252igb|ABE04028 11 polyprotein [Deformed wing virus] 

>DWV|91068250|gb|ABE04027 I polyprotein [Deformed wing virus] 

>DWV|91068248|gb|ABE04026 | polyprotein Deformed wing virus] 

>DWV|91068246|gb|ABE04025. | polyprotein Deformed wing virus] 

>DWV|91068244|gb|ABE04024 | polyprotein Deformed wing virus] 

>DWV|91068242|gb|ABE04023 | polyprotein Deformed wing virus] 

>DWV|91068240|gb|ABE04022. | polyprotein [Deformed wing virus] 

>DWV|91068238|gb|ABE04021 | polyprotein [Deformed wing virus] 

>DWV|91068236|gb|ABE04020 l| polyprotein [Deformed wing virus] 

>DWV191068234|gb|ABE04019.1 j polyprotein [Deformed wing virus) 

>DWV|9l068232|gb|ABE04018 11 polyprotein [Deformed wing virus] 

>DWV|9l068230)gb|ABE04017 1| polyprotein [Deformed wing virus] 

>DWV|91068228|gb|ABE04016 1| polyprotein [Deformed wing virus] 

>DWV|91068226|gb|ABE04015 1| polyprotein Deformed wing virus] 

>DWV|91068224|gb|ABE04014 11 polyprotein [Deformed wing virus] 

>DWV|91068222|gb|ABE0401 3.11 polyprotein [Deformed wing virus] 

>DWV|91068220|gb|ABE04012 1| polyprotein Deformed wing virus] 

>DWV|91068218|gb|ABE04011 | polyprotein [Deformed wing virus] 

>DWV|91068216|gb[ABE04010 1| polyprotein [Deformed wing virus] 

>DWV|91068214|gb|ABE04009 | polyprotein [Deformed wing virus] 

>DWV|91068212|gb|ABE04008 | polyprotein [Deformed wing virus] 

>DWV|91068210|gb|ABE04007 1| polyprotein [Deformed wing virus] 

>DWV|91068208)gb|ABE04006 11 polyprotein [Deformed wing virus] 

>DWV|91068206|gb|ABE04005 11 polyprotein [Deformed wing virus] 

>DWV|91068204|gb|ABE04004 11 polyprotein [Deformed wing virus] 

>DWV]91068202|gb|ABE04003 | polyprotein [Deformed wing virus] 

>DWV)91068200|gb|ABE04002 | polyprotein [Deformed wing virus] 

>DWV|91068198|gb|ABE04001 | polyprotein [Deformed wing virus] 

>DWV|91068196|gb|ABE04000 | polyprotein [Deformed wing virus] 

>DWV|91068194|gb|ABE03999 | polyprotein [Deformed wing virus] 

>DWV|91068192|gb|ABE03998 i polyprotein [Deformed wing virus] 

>DWV|91068190|gb|ABE03997 1| polyprotein [Deformed wing virus] 

>DWV|91068188|gb|ABE03996 | polyprotein [Deformed wing virus] 

>DWV|91068186|gb|ABE03995.11 polyprotein [Deformed wing virus] 

>DWV|91068184)gb|ABE03994 11 polyprotein [Deformed wing virus] 

>DWV|91068l82|gb|ABE03993 I polyprotein [Deformed wing virus] 

>DWV|91068l80|gb|ABE03992 11 polyprotein [Deformed wing virus] 

>DWV|91068178|gb|ABE03991 | polyprotein Deformed wing virus] 

•DWV|910€8176|gb|ABE03990 | polyprotein Deformed wing virus] 

>DWV|91068174|gb|ABE03989. | polyprotein [Deformed wing virus] 

->DWV|91068172|gb|ABE03988 | polyprotein Deformed wing virus] 

>DWV|910€8170|gb|ABE03987 ' polyprotein [Deformed wing virus] 

>DWV|91068168|gb|ABE03986 1| polyprotein [Deformed wing virus] 

>DWV|91068166(gb|ABE03985 i polyprotein Deformed wing virus] 

>DWV|91068164|gb|ABE03984 | polyprotein [Deformed wing virus] 

>DWV|91068162jgb|ABE03983. | polyprotein [Deformed wing virus] 

>DWV|91068160|gb|ABE03982. | polyprotein [Deformed wing virus] 

>DWV|71480056|ref|NP_853560.2| polyprotein [Deformed wing virus) 

>DWV|86372207|gb|ABC95164 1| polyprotein [Deformed wing virus] 

>DWV|31540604|gb|AAP49283 | polyprotein Deformed wing virus] 

>DWV|71273716|emb|CAD34006 2| polyprote n [Deformed wing virus] 

>DWV|88186474|gb|ABD39717 11 polyprotein [Deformed wing virus] 

>DWV|88186471|gb|ABD39716 1| polyprotein [Deformed wing virus] 

>DWV[88186467|gb|ABD39715 1 [ polyprotein [Deformed wing virus] 

>DWV|88186464|gb|ABD39714 1| polyprotein [Deformed wing virus] 

>DWV|88186462|gb|ABD39713 1| polyprotein [Deformed wing virus] 

>DWV|72539835[gbiAAZ74349 | polyprotein Deformed wing virus] 

>DWV|51831796|gb|AAU10099 1| nonstructural protein [Deformed wing virus] 

>DWV|51831794igb|AAU10098.1| nonstructural protein [Deformed wing virus] 

>DWV|37903960|gb|AAP49008 | polyprotein [Deformed wing virus] 

>KBV|146265583|gb|ABQ16546 1| RNA polyrr erase [Kashmir bee virus} 

>KBV|125660896|gb|ABN4<i4// 11 VP4 protei i [Kashmir bee virus] 

>KBV|68272118|gb|AAY89332.1 RNA polymerase [Kashmir bee virus] 

>KBV|68272H7|gh|AAT 76528 2| structural polyprotein [Kashmir bee virus] 

>KBV|73747922|ref|YP_308663 1| VP3 [Kashmir bee virus] 

>KBV|73747921 |ref|YP_308662.11 VP2 [Kashmir bee virus] 

>KBV|73747920|ref|YP  308661 1| VP4 [Kashmir bee virus] 

>KBV|73747919[ref|YP_308660.11 VP1 [Kashmir bee virus] 
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>KBV|73747918|ref|NP_851404.2| structural polyprotein [Kashmir bee virus] 
>KBV|30793780|ref|NP_851403.1| non-structural polyprotein [Kashmir bee virus] 
>KBV|70906164[gb|AAZ14864.1| non-structural polyprotein [Kashmir bee virus] 
>KBV|68314545|gb|AAP32284.2 structural polyprotein [Kashmir bee virus] 
>KBV|30526318|gb|AAP32283 1 non-structural polyprotein [Kashmir bee virus] 

>KBV|51831784|gb|AAU10093.1 nonstructural protein [Kashmir bee virus] 

>KBV|51831782|gb[AAU10092.1 nonstructural protein [Kashmir bee virus] 
>KBV|56117742|gb[AAV73779.1 RNA polymerase [Kashmir bee virus] 
>KBV|56117740|gb|AAV73778.1 RNA polymerase [Kashmir bee virus] 

>KBV|55469804|gb|AAV52628 1 RNA polymerase [Kashmir bee virus] 
>KBV|38373607|gb|AAR19088.1 structural polyprotein [Kashmir bee virus] 

>KBV|14276299|gb|AAK58190.1 structural protein [Kashmir bee virus] 

>KBV[ 14276297|gb|AAKS8189 1 structural protein [Kashmir bee vims] 
>KBV|14276295|gb|AAK58188 1 structural protein [Kashmir bee virus] 
>KBV|14276293|gb|AAK58187 1 structural protein [Kashmir bee virus] 
>KBV|14276291|gb|AAK58186 1 structural protein [Kashmir bee virus] 
>KBV|14276289|gb|AAK5818S.1 structural protein [Kashmir bee virus] 
>KBV|14276287|gb|AAK58184.1 structural protein [Kashmir bee virus] 
>KBV|1427628S|gb|AAK58183.1 structural protein [Kashmir bee virus] 

>KBV|14276281 |gb|AAK58181.1 structural protein [Kashmir bee virus] 
>KBV|23451845|9b|AAN32883 1 AF468967_1 RNA polymerase [Kashmir bee virus] 

>KBV|13491966|gb|AAK28020.1 RNA polymerase [Kashmir bee virus] 
>KBV|13491964|gb|AAK28019 1 RNA polymerase [Kashmir bee virus] 
>KBV| 13171233|gb|AAK 13621,1 RNA polymerase [Kashmir bee virus] 

>KBV|13171231 |gb|AAK13620.1 RNA polymerase [Kashmir bee virus] 

>KBV|13171229|gb|AAK13619.1 RNA polymerase [Kashmir bee virus] 
>KBV|99S7269|gb|AAG09297.1| RNA polymerase [Kashmir bee virus] 

>KBV| 11275663|gb|AAG33697 1 RNA polymerase [Kashmir bee virus] 
>KBV|11275661 |gb|AAG33696.1 RNA polymerase [Kashmir bee virus] 
>KB V| 112756S9|gb| AAG33695.1 RNA polymerase [Kashmir bee virus] 
>KBV| 11275657|gb|AAG336941 RNA polymerase [Kashmir bee virus] 
>KBV| 11066397|gb| AAG28571.1 RNA polymerase [Kashmir bee virus] 
>KBV|11066395|gb|AAG28570.1 RNA polymerase [Kashmir bee virus] 
>KBV|11066393|gb|AAG28569 1 RNA polymerase [Kashmir bee virus] 
>KBV|11066391 |gb|AAG28568.1 RNA polymerase [Kashmir bee virus] 
>KBV|11066389|gb|AAG28567. RNA polymerase [Kashmir bee virus] 

KBV|11066387|gb|AAG28566.11 RNA polymerase [Kashmir bee virus] 

>KBV|11065933[gb|AAG28397 1| RNA polymerase [Kashmir bee virus] 
>KBV|8388936|gb|AAF74817 1| RNA polymerase [Kashmir bee virus] 

•KBV|8388934|gb|AAF74816 1| RNA polymerase [Kashmir bee virus] 
>KBV|8388932|gb|AAF74815 11 RNA polymerase [Kashmir bee virus] 

KBV|8388930|gb|AAF74814 1| RNA polymerase [Kashmir bee virus] 

>KBV|8388928|gb|AAF74813 1| RNA polymerase [Kashmir bee virus] 
KBV|8388926|gb|AAF74812 1| RNA polymerase [Kashmir bee virus] 
KBV|8388924|gb|AAF74811.1| RNA polymerase [Kashmir bee virus] 

>KBV|8368922|gb|AAF74810 1| RNA polymerase [Kashmir bee virus] 
>KBV|8388920|gb|AAF74809.11 RNA polymerase [Kashmir bee virus] 
>KBV|8388918|gb|AAF74808.11 RNA polymerase [Kashmir bee virus] 
>KBV|6650762|gb|AAF22002.1| RNA polymerase [Kashmir bee virus] 
>KBV|6650754|gb|AAF21998 1| RNA polymerase |Kashmir bee virus] 
>KBV|6466900|gb|AAD50583 2| RNA polymerase [Kashmir bee virus] 
>KBV|6466898|gb|AAD02683.2| RNA polymerase [Kashmir bee virus] 
>KBV|6466896|gb|AAD50582.2| RNA polymerase (Kashmir bee virus] 
>KBV|6466894|gb|AAD55676.2| RNA polymerase [Kashmir bee virus) 
>KBV|6466892|gb|AAD55675 2| RNA polymerase [Kashmir bee virus] 
>KBV|6466B90|gb|AAD55674 2| RNA polymerase [Kashmir bee virus] 

>KBV|6466888|gb|AAD55673.2| RNA polymerase [Kashmir bee virus] 
>KBV|6466886|gb|AAD02684.2| RNA polymerase [Kashmir bee virus] 

>KBV|6466884|gb|AAD48146.2| RNA polymerase [Kashmir bee virus] 
>KBV|6466880|gb|AAD01993.21 RNA polymerase (Kashmir bee virus] 
>KBV|6466878|gb|AAD01992.2| RNA polymerase [Kashmir bee virus] 

KBV|6466876|gb|AAD01811.2| RNA polymerase [Kashmir bee virus] '^DV|OHOWJI U|yu|AV»L^u   u    i .£| r\i"*AA pui y 11 le i <J ac [i^asiiiiiii uce vn u»j 

>IAPV|126010926|ref|YP_001040002.11 polymerase polyprotein [Israel acute paralysis virus of bees] 
>IAPV|126010925|ref|YP_001040003.1| structural polyprotein [Israel acute paralysis virus of bees] 
>IAPV|125630292|gb|AAV64179 2| polymerase polyprotein (Israel acute paralysis virus of bees] 
>IAPV| 124494153|gb|ABN13120 1| structural polyprotein [Israel acute paralysis virus of bees]  
>SV|146265575|gb|ABQ16542 1| polyprotein [Sacbrood virus] 

>SV|91O68358|gb|ABE04081 1| polyprotein [Sacbrood virus] 
>SV|86372205|gb|ABC95163 1| polyprotein [Sacbrood virus] 
>SV|9632406|ref|NP_049374 1| polyprotein [Sacbrood virus] 
>SV|51831792|gb|AAU10097 1| nonstructural protein [Sacbrood virus] 
>SV|51831790|gb|AAU10096.1| nonstructural protein [Sacbrood virus] 

>SV|48527190|gb|AAT45735 1| structural polyprotein [Sacbrood virus]  
>SV|33413890|gb|AAO43635 1| polyprotein [Sacbrood virus] 
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>SV|33413889|gb|AA043634 11 polyprolein [Sacbrood virus] 

>SV|33413885|gb|AA043633 1| polyprolein (Sacbrood virus] 

>SV|33413884|gb|AA043632 1| polyprolein [Sacbrood virus] 

>SV|32351294|gb|AAP76313 1| polyprolein [Sacbrood virus] 

>SV|29602520|gb|AAO85647 11 polyprolein [Sacbrood virus] 

>SV|29602518|gb|AAO85646 1| polyprolein [Sacbrood virus] 

>SV|29602516|gb|AAO85645 1| RNA-dependenl RNA polymerase [Sacbrood virus] 

>SV|29602514|gb|AAO85644 1| RNA-dependent RNA polymerase [Sacbrood vmjs] 

>SV|28932875|gb|AAO60079 1| polyprolein [Sacbrood virus] 

>SV|18766569jgb|AAL79021 1|AF469603_1 polyprolein [sacbrood virus] 

>SV|13241458|gb|AAK 16322 1| polyprolein [sacbrood virus] 

>SV|13241456|gb|AAK16321 1| polyprolein (sacbrood virus] 

>SV|13241454|gb|AAK16320 1| polyprotem [sacbrood virus] 

>SV|13241452|gb|AAK16319 1| polyprolein [sacbrood virus] 

>SV|13241450|gb|AAK16318 1| polyprolein [sacbrood virus] 

>SV|13241448|gb|AAK16317.1| polyprolein [sacbrood virus] 

>SV|13241446|gb|AAK16316 1| polyprolein |sacbrood virus] 

>SV|13241444|gb|AAK16315 1| polyprolein [sacbrood virus] 

>SV|13241442|gb|AAKl6314 1| polyprolein |sacbrood virus] 

>SV|1324l440|gb|AAK163l3 1| polyprolein |sacbrood virus] 

>SV|13241438|gb|AAK16312 1| polyprotem [sacbrood virus] 

>SV|13241436|gb|AAK16311 1| polyprotem [sacbrood virus] 

>SV|13241434|gb|AAK16310 1| polyprotem [sacbrood virus] 

>SV|13241432|gb(AAK16309 1| polyprotem [sacbrood virus] 

>SV|13241430|gblAAK16308 1| polyprotem |sacbrood virus] 

>SV|13241428|gb|AAK16307 1| polyprotem [sacbrood virus] 

>SV|13241426|gb[AAK16306 1| polyprolein [sacbrood virus] 

>SV|13241424|gb|AAK16305 1| polyprotem [sacbrood virus] 

>SV|13241422|gb|AAK16304 1| polyprolein (sacbrood virus] 

>SV|13241420|gb|AAK16303 1| polyprotem [sacbrood virus] 

>SV| 13241418|gb|AAK16302.11 polyprotem (sacbrood virus] 

>SV|132414l6|gb|AAK16301 1| polyprotem [sacbrood virus] 

>SV|13241414|gb|AAK16300.1| polyprotem [sacbrood virus] 

>SV|l3241412|gb|AAK16299 1| polyprotem [sacbrood virus] 

>SV|13241410|gb|AAK16298 1| polyprotem |sacbrood virus] 

>SV|13241408|gb|AAK16297 1| polyprotem [sacbrood virus] 

>SV|l3241406|gb|AAK16296 1| polyprotem [sacbrood virus] 

>SV|13241404|gb|AAK16295 1| polyprotem [sacbrood virus] 

>SV|13241402|gb|AAK16294 1| polyprotem [sacbrood virus] 

>SV|13241400|gb|AAK16293 1| polyprotem [sacbrood virus] 

>SV|13241398|gb|AAK16292 1| polyprotem (sacbrood virus] 

>SV|13241396|gb|AAK16291 1| polyprotem [sacbrood virus] 

>SV|13241394|gb|AAK16290 1| polyprotem [sacbrood virus] 

•SV|13241392|gb|AAK16289 1| polyprolein |sacbrood virus] 

>SV|13241390|gb|AAK16288 1| polyprolein (sacbrood virus] 

>SV|13241388|gb|AAK16287 1| polyprotem (sacbrood virus] 

>SV|13241386|gb|AAKl6286 1| polyprolein (sacbrood virus] 

>SV|13241384|gb|AAK16285 1| polyprolein |sacbrood virus] 

>SV|t324i382|gb|AAKi6284.i| polyprolein [sacbrood virus] 

>SV|13241380]gb|AAK16283.1| polyprolein [sacbrood virus] 

>SV|13241378|gb|AAK16282 1| polyprotem [sacbrood virus] 

>SV| 13241376|gb|AAK 16281 11 polyprotem [sacbrood virus] 

>SV|13241374|gb|AAK16280 1| polyprotem [sacbrood virus] 

>SV|13241372|gb|AAK16279 1| polyprotem [sacbrood virus] 

>SV|13241370|gb|AAKl6278 1| polyprotem [sacbrood virus] 

>SV|13241368|gb|AAK16277 1| polyprolein [sacbrood virus] 

>SV|13241366|gb|AAK16276 1| polyprotem [sacbrood virus] 

>SV|13241364|gb|AAK16275 1| polyprolein [sacbrood virus] 

>SV|13241362|gb|AAK 16274 1| polyprotem [sacbrood virus] 

>SV|13241360|gb|AAK16273 1| polyprotem [sacbrood virus] 

>SV|13241358|gb|AAK16272 1| polyprotem [sacbrood virus] 

>SV| 13241356|gb]AAK16271 1 ( polyprotem [sacbrood virus] 

>SV|13241354|gb|AAK16270,1| polyprotem [sacbrood virus] 

>SV|13241352|gb|AAK16269 1| polyprolein [sacbrood virus] 

>SV|13241350|gb|AAK16268 1| polyprotem [sacbrood virus] 

>SV|13241348|gb|AAK16267 1| polyprotein [sacbrood virus] 

>SV|13241346|gb|AAK16266 1| polyprotein [sacbrood virus] 

>SV|13241344|gb|AAK16265 1] polyprotein [sacbrood virus] 

>SV|13241342|gb|AAK 16264 1| polyprotein [sacbrood virus] 

>SV|13241340|gb|AAK16263 1| polyprotein [sacbrood virus] 

>SV|13241338|gb|AAK16262 1| polyprotein [sacbrood virus] 

>SV|13241336|gb|AAK16261 1| polyprotein (sacbrood virus] 

>SV|13241334|gb|AAK16260 1| polyprotein [sacbrood virus] 

>SV|13241332|gb|AAK16259 1| polyprolein |sacbrood virus] 
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>SV|13241330|gb|AAK16258 1| polyprolein |sacbrood virus] 
>SV|13241328|gb|AAK16257.1| polyprotein [sacbrood virus) 
>SV|13241326|gb|AAK16256 1| polyprolein [sacbrood virus] 

>SV|13241324|gb|AAK16255.1| polyprotein (sacbrood virus] 
>SV|13241322|gb|AAK162S4.1| polyprotein [sacbrood virus] 

>SV|13241320|gb|AAK16253.1| polyprotein [sacbrood virus] 
>SV|13241318|gb|AAK16252.1| polyprolein [sacbrood virus] 

>SV|13241316|gb|AAK16251.1| polyprotein [sacbrood virus] 
>SV|13241314|gb|AAK16250.11 polyprotein [sacbrood virus] 
>SV|4416207|gb|AAD20260.1| polyprotein [sacbrood virus] 
-•SV|870S231|gb|AAF78779 1| structural protein Vp1 [sacbrood virus] 

>CBPVt146265579|gb|ABQ16544 1| RNA-dependent RNA polymerase [Chronic bee paralysis virus] 

>CBPV[54306459|gb|AAV33405 1| RNA-dependenl RNA polymerase [Chronic '— 

>CBPVl21326023|gb|AAM47572.1|AF461061_1 putative RNA dependent RNA 
bee paralysis virus] 
polymerase [Chronic bee paralysis virus] 

>CBPV|21326021 |gb|AAM47571.1|AF461060_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus] 
>CBPV|21326019|gb|AAM47570 1|AF461059_1 putative RNA dependent RNA polymerase [Chronic bee paralysis vims] 
>CBPV|21326017|gb|AAM47569.1|AF461058_1 putative RNA dependent RNA polymerase (Chronic bee paralysis virus] 
>CBPV|21326015|gb[AAM47568 1|AF461057_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus] 
>CBPV|21326013|gb|AAM47567 1|AF461056 1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus] 

>CBPV|21326011|gb|AAM47566 1|AF461055_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus] 
>CBPV|21326009|gb|AAM47565 1|AF461054_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus] 

>CBPV|21326007|gb|AAM47564.1|AF461053_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus) "\jor v jt. i o^uuu ' |yu|^VMVi*ti jwt, i |/-\r**u iu;w_ i  puiduvt; rvii^\ ut^enufin rviiM 

>CBPV|21309905|gb|AAM46093 1JAF375659   1 putative RNA dependent RNA 
>CWV|6646671|gb|AAD01994 2| RNA polymerase [cloudy wing virus)  

polymerase [Chronic bee paralysis virus) 

>MSCUT|148613135|gb|ABQ96192.1| vasa [Mehpona scutellaris] 

>Kakugo|47177089|ref|YP_015696.1| polyprotein [Kakugo virus] 
>IIV6 15079181 |ref|NP_149635.1 172L [Invertebrate iridescent virus 6] 

15079091 |ref|NP_149843.1 380R [Invertebrate iridescent virus 6] 
15079089|ref|NP  149841.1 378R [Invertebrate iridescent virus 6] 
15078986|ref|NP 149737.1 274L [Invertebrate iridescent virus 6] 
15078944|ref|NP_149695.1 232R [Invertebrate iridescent virus 6] 
15079180|ref|NP_149820.1 357R [Invertebrate iridescent virus 6] 
15079179|ref|NPJ49463.1 468L [Invertebrate iridescent virus 6) 
15079178|ref|NP_149930.1 467R [Invertebrate iridescent virus 6) 
15079177|ref|NP_149929.1 466R [Invertebrate iridescent virus 6] 
15079176|ref|NP_149928.1 465R [Invertebrate iridescent virus 6] 
15079175|ref|NP_149927.1 464R [Invertebrate iridescent virus 6] 
15079174|ref|NP_149926.1 463L [Invertebrate iridescent virus 6] 
15079173|ref|NP_149925.1 462R [Invertebrate iridescent virus 6] 
15079172|ref|NPJ49924.1 461R [Invertebrate iridescent virus 6] 
15079171 |ref|NP_149923.1 460R [Invertebrate indescent virus 6] 
15079170|ref|NP_149922.1 459L [Invertebrate iridescent virus 6] 
15079169|ref|NP_149921.1 458R [Invertebrate iridescent virus 6] 

15079168|ret|NP_149920.1 457L [Invertebrate iridescent virus 6] 
>IIV6 15079167|ref|NP_149919.1 456R [Invertebrate iridescent virus 6] 

15079166|ref|NP_149918.1 455L [Invertebrate iridescent virus 6] 
15079165|ref|NP_149917.1 454R [Invertebrate iridescent virus 6] 
15079164|ref|NP_149916.1 453L [Invertebrate iridescent virus 6] 
15079163|ref|NPJ49915.1 452R [Invertebrate iridescent virus 6] 
15079162|ref|NP_149914.1 451L [Invertebrate iridescent virus 6] 
15079161 |ref|NP_149913.1 450L [Invertebrate iridescent virus 6] 
15079160|ref|NP_149912.1 449L [Invertebrate iridescent virus 6] 

15079159|ref|NP_149911.1 448L [Invertebrate iridescent virus 6] 
>IIV6| 15079158|ref|NP  149910.1 447L [Invertebrate iridescent virus 6] 

15079157|re(|NP 149909 1 446L [Invertebrate iridescent virus 6] 
15079156|ref|NP_149908.1 445L [Invertebrate iridescent virus 6] 
15079155|ref|NP_149907.1 444R [Invertebrate iridescent virus 6] 
15079154|ref|NP_ 149906.1 443R [Invertebrate indescent virus 6) 
15079153|ref|NP_149905.1 442L [Invertebrate iridescent virus 6] 
15079152|ref|NP  149904.1 441R [Invertebrate iridescent virus 6] 
15079151 |ref|NP 149903.1 440R [Invertebrate iridescent virus 6] 
15079150|ref|NP_149902.1 439L [Invertebrate iridescent virus 6] 
15079149|ref|NP_ 149901.1 438L [Invertebrate iridescent virus 6] 
15079148|ref|NP_149900.1 437L [Invertebrate iridescent virus 6] 
1S079147|ref|NP_149899.1 436R [Invertebrate iridescent virus 6] 
15079146|ref|NP  149898.1 435R [Invertebrate iridescent virus 6] 
15079145|ref|NP_149897.1 434L [Invertebrate iridescent virus 6] 

15079144|ref|NP_149896.1 433R (Invertebrate indescent virus 6] 
15079143|ref|NP_ 149895.1 432R [Invertebrate indescent virus 6] 
15079142|ref|NP_149894.1 431L [Invertebrate iridescent virus 6] 
15079141|ref|NP_149893.1 430R [Invertebrate iridescent virus 6] 

>IIV6 15079140|ref|NP_149892.1 429R [Invertebrate iridescent virus 6] 
15079139|ref|NP_ 149891.1 428L [Invertebrate iridescent virus 6] 

>IIV6| 15079138|ref|NP_ 149890.1 427R [Invertebrate indescent virus 6] 
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>IIV6|15079137|ref|NP_149889.1| 426R [Invertebrate iridescent virus 6] 

>IIV6|15079136|ref|NP 149888 1| 425R |lnvertebrate indescent virus 6] 

>IIV6|15079135|ref|NPJ49887 1| 424R |lnvertebrate mdescent virus 6] 

>IIV6| 15079134|ref|NP  149886 1| 423L [Invertebrate indescent virus 6] 

>IIV6|15079133|ref|NP_M9885.1|422L [Invertebrate iridescent virus 6] 

>IIV6|15079132|ref|NP_149884 1| 421L [Invertebrate mdescent virus 6] 

>IIV6|15079131|ref|NP_149883 1| 420R [Invertebrate indescent virus 6] 

>MV6| 15079130|ref|NP_ 149882.11 419L [Invertebrate iridescent virus 6] 

>IIV6|15079129|ref|NP_149881.1| 418R [Invertebrate indescent virus 6] 

>IIV6|15079128|ref|NP_149880.1| 417L [Invertebrate indescent virus 6] 

>IIV6|15079127|ref|NP_149879.1| 416R [Invertebrate indescent virus 6] 

>MV6|15079126|ref|NP_ 149878 1| 415R [Invertebrate indescent virus 6] 

>IIV6| 15079125|ref|NP   149877 11 414L [Invertebrate indescent virus 6] 

>llV6| 15079124|ref|NP   149876 11 413R [Invertebrate indescent virus 6) 

>IIV6|15079123|ref|NP   149875.1| 412L [Invertebrate indescent virus 6] 

>IIV6| 15079122|ref[NP_ 149872.11 411L [Invertebrate iridescent virus 6] 

>IIV6|15079121|ref|NP   149874 1|410L [Invertebrate indescent virus 6] 

>IIV6|15079120|ref|NP   149873 11 409R [Invertebrate iridescent virus 6] 

>IIV6|15079119|ref|NP_149871 1| 408R [Invertebrate iridescent virus 6] 

>IIV6|15079118|ref|NP 149870.11 407R [Invertebrate iridescent virus 6] 

>IIV6|15079117|ref|NP 149869.1| 406R [Invertebrate mdescent virus 6] 

>IIV6| 15079116|ref|NP_ 149868 1| 405L [Invertebrate mdescent virus 6] 

>IIV6|15079115|ret|NP_149867.1|404L [Invertebrate mdescent virus 6] 

>IIV6|15079114|ref|NP 149866 11 403L [Invertebrate mdescent virus 6] 

>MV6| 15079113|ref|NP   149865 1| 402L [Invertebrate indescent virus 6] 

>IIV6|15079112|ref|NP 149864 1| 401R [Invertebrate indescent virus 6] 

>IIV6|15079111|ref|NP_ 149863 1| 400R [Invertebrate iridescent virus bj 

>IIV6|15079110|ref|NP  149862.11 399R [Invertebrate mdescent virus 6] 

>IIV6|15079109|ref|NP  149861 1| 398R [Invertebrate indescent virus 6] 

>IIV6| 15079108|ref|NP   149860 11 397L [Invertebrate iridescent virus 6] 

>IIV6|15079107|ref|NP_149859 1| 396L [Invertebrate mdescent virus 6] 

>IIV6|15079106|ref|NP_149858 1| 395R [Invertebrate indescent virus 6] 

>IIV6|15079105|ret|NP   149857 1| 394R [Invertebrate indescent virus 6] 

>IIV6i15079104|ref|NPJ49856 1| 393L [Invertebrate iridescent virus 6) 

>IIV6|15079103|ref|NP   149855 1| 392R (Invertebrate indescent virus (.] 

>IIV6| 15079102|ref|NP_ 149854 11 391R [Invertebrate indescent virus 6] 

>IIV6| 15079101 [ref|NP_149853 11 390R [Invertebrate mdescent virus 6] 

»IIV6| 15079100|ref[NP   149852 1| 389L [Invertebrate iridescent virus 6] 

>IIV6i 15079099|ref|NP  149851 1| 388R [Invertebrate mdescent virus 6] 

>IIV6|15079098|ref|NP_14985(i 'I 387R [Invertebrate mdescent virus 6] 

>IIV6|15079097|ref|NP_149849 1j 386R [Invertebrate iridescent virus 6) 

>IIV6| 15079096|ref|NP_ 149848 1| 3851 [Invertebrate iridescent virus 6] 

>IIV6]15079095[ret|NP   149847 1| 384L [Invertebrate indescent virus 61 

>IIV6|15079094|ref|NP   149846 1| 383L [Invertebrate indescent virus 6] 

>IIV6[15079093|ref|NPJ49845 1| 382R [Invertebrate iridescent virus 6] 

>IIV6|15079092|ref|NP   149844 1| 381L [Invertebrate iridescent virus 6] 

>IIV6|15079090|ref|NP  149842 1| 379L [Invertebrate iridescent vmjs 6) 

>IIV6|15079088|ret|NP   149840 1| 377R [Invertebrate iridescent virus 6] 

j|IV6|15079087|re(|NP_149839 1| 376L [Invertebrate iridescent virus 6] 

>IIV6|15079086|ret|NP_149838 1| 375R [Invertebrate iridescent virus 6] 

=-IIV6[15079085|ref|NP_149837 1| 374R [Invertebrate iridescent virus 6] 

>IIV6|15079084|ref|NP_149836 1| 373L [Invertebrate indescent virus 6] 

>IIV6|15079O83|ref|NP_149835.1| 372R [Invertebrate indescent virus 6] 

>IIV6|15079082|ref|NP  149834 1| 371R [Invertebrate iridescent virus 6] 

>IIV6|15079081|ref|NP_149833 1| 370R [Invertebrate mdescent virus 6] 

>IIV6|15079080|ref|NP  149832 1| 369L [Invertebrate indescent virus 6] 

>IIV6|15079079|ref|NP_149831 1| 368R [Invertebrate indescent virus 6) 

>IIV6|15079078|ref|NP_149830 1| 367L [Invertebrate indescent virus 61 

>IIV6|15079077|ref|NP  149829 1| 366R [Invertebrate iridescent virus 6[ 

>IIV6|15079076|ref|NP 149828 1[ 365L [Invertebrate indescent virus 6] 

>IIV6|15079075|ref|NP   149827 1| 364L [Invertebrate indescent virus 6) 

>IIV6|15079074|ref|NPJ49826.1| 363L [Invertebrate indescent virus 6) 

>IIV6|15079073|ref|NP   149825 1| 362R [Invertebrate iridescent virus 6] 

>IIV6|15079072|ref|NP  149824 1| 361L (Invertebrate indescent vmjs 6] 

>IIV6|15079071|ref|NP  149823 1| 360R [Invertebrate iridescent virus 6] 

>IIV6|15079070|ref|NP   149822 1| 359L [Invertebrate iridescent virus 6[ 

>IIV6|15079069|ret|NP   149821  1   358L [Invertebrate iridescent virus 6] 

>IIV6|15079068|ref|NP  149819 1| 356L [Invertebrate indescent virus 6] 

>IIV6|15079067|re(|NP  149818 1| 355R [Invertebrate iridescent VH is h] 

>IIV6|15079066|retlNP   149817 1   354L [Invertebrate iridescent virus 6] 

>IIV6|15079065|ref|NP_149816.1| 353L [Invertebrate mdescent virus 6] 

>IIV6[15079064[ref|NP  149815 1[ 352R [Invertebrate mdescent virus 6] 

>IIV6|15079063[ref|NP^149814 1| 351R [Invertebrate indescent virus 6] 

>IIV6[15079082|ref|NP_149813 1|350L [Invertebrate indescent virus 6] 
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>IIV6|15079061|ref|NP_149812 1| 349L [Invertebrate mdescent virus 6] 

>IIV6|15079060|ref|NP_149811 1| 348R [Invertebrate mdescent virus 6] 

>NV6|15079059|ref|NP_149B10 1| 347L [Invertebrate mdescent vims 6) 

>IIV6|15079058|ref|NP_149809.1| 346R [Invertebrate iridescent virus 6] 

>IIV6|15079057|ref|NP   149808.1| 345R [Invertebrate iridescent virus 6] 

>IIV6|15079056|ref|NP_ 149807 1| 344R [Invertebrate iridescent virus 6] 

>IIV6|15079055|ref|NP_149806 1| 343L (Invertebrate iridescent virus 6] 

>IIV6|15079054|ref|NP_149805 1| 342R (Invertebrate iridescent virus 6] 

>IIV6|15079053|ref|NP   149804 1| 341R [Invertebrate iridescent virus 6] 

>MV6|15079052|ref]NP   149803 1| 340R [Invertebrate iridescent virus 6] 

>IIV6|15079051|ref|NP_149802.1|339L [Invertebrate iridescent virus 6] 

>IIV6|15079050|ref|NP 149800 1| 337L [Invertebrate iridescent virus 6) 

>IIV6l15079049|ref|NP   149801  1] 338L [Invertebrate iridescent virus fi] 

>IIV6|15079048)ref|NP  149799 1| 336R [Invertebrate mdescent virus 6] 

>IIV6|15079047|ref|NP_ 149798 1] 335L [Invertebrate mdescent virus 6] 

>IIV6|15079046|ref|NP_149797 1| 334R [Invertebrate mdescent virus 6] 

>IIV6|15079045|ref|NP_149796 1| 333L [Invertebrate iridescent virus 6] 

>IIV6|15079044|ref|NP 149795 1| 332L (Invertebrate mdescent virus 6] 

>IIV6|15079043|ref|NP   149794 1| 331R (Invertebrate mdescent virus 6] 

>IIV6|15079O42!ref[NP   149793 1| 330L [Invertebrate iridescent virus 6] 

>IIV6|15079041|ref|NP_149792.1| 329R [Invertebrate mdescent virus 6) 

>IIV6|15079040|ref|NP_ 149791 1| 328L [Invertebrate mdescent virus 6] 

>IIV6|15079039|ref|NP_149790.1| 327R [Invertebrate mdescent virus 6] 

>IIV6|15079038|ref|NP_149789.1| 326L [Invertebrate mdescent virus 6[ 

>IIV6|15079037|ref|NPJ49788 1| 325L [Invertebrate iridescent virus 6] 

>IIV6| 15079036|ref|NP_ 149787 11 324L [Invertebrate iridescent vinjs 6] 

>IIV6|15079035|ref[NP  149786.11 323L [Invertebrate mdescent virus 6] 

>IIV6|15079034|ref|NP_149785 1| 322R [Invertebrate iridescent virus 6[ 

>IIV6|15079033|ref|NPJ 49784.11 321R (Invertebrate iridescent virus 6] 

>ll V6|15079032|ref|NP_ 149783 11 320L (Invertebrate iridescent virus 6] 

>IIV6|15079031|ref|NP_149782.1| 3191 [Invertebrate mdescent virus 6| 

>IIV6|15079030|ref|NP_149781.1| 318R [Invertebrate mdescent virus 6] 

>IIV6|15079029|ref|NP   149780 1| 317L [Invertebrate mdescent virus 6) 

>IIV6|15079028|ref|NP   149779.11 316R [Invertebrate indescent virus 6] 

>IIV6|15079027|ref|NPJ49778 1| 315L [Invertebrate iridescent virus 6] 

>IIV6|15079026|ref|NP 149777.1| 314L [Invertebrate indescent virus 6] 

>IIV6|15079025|ref|NP 149776 1| 313L [Invertebrate iridescent virus 6] 

>IIV6| 15079024|ref|NP_ 149775 11 312R [Invertebrate iridescent virus 6] 

>IIV6|15079023[ref|NP  149774 1| 311R (Invertebrate indescent virus 6] 

>IIV6|15079022|ref|NP_149773.1| 310R [Invertebrate iridescent virus 6[ 

>IIV6|15079021|ref|NP_149772 1| 309L [Invertebrate indescent virus 6) 

>IIV6| 15079020|ref|NP_ 149771 11 308L [Invertebrate indescent virus 6) 

>IIV6| 15079019|ref|NP  149770 1| 307L [Invertebrate indescent virus 6] 

>IIV6|15079018|ref|NP 149769.1| 306R (Invertebrate indescent virus 6] 

>IIV6|15079017|ref|NP   149768.11 3051 [Invertebrate indescent vinjs 6] 

>IIV6|15079016|ref|NP  149767 1| 304R [Invertebrate indescent virus 6] 

»IIV6|15079015|ref|NP  149766 1| 303R (Invertebrate mdescent virus 6] 

>IIV6|15079014|ref|NP  149765 1| 302L [Invertebrate indescent virus 6) 

>IIV6|15079013|ref|NP_149764 1| 301L [Invertebrate iridescent virus 6] 

>IIV6|15079012|ref|NP   149763.11 300R [Invertebrate iridescent virus 6] 

>IIV6| 15079011 |ref|NP   149762 11 299R [Invertebrate indescent virus 6] 

>IIV6|15079010|ref|NP_149761.1| 298R (Invertebrate indescent virus 6] 

>IIV6|15079009|ref|NP_149760 1| 297L [Invertebrate indescent virus 6] 

>MV6|15079008|ref|NPJ49759.1| 296R [Invertebrate iridescent virus 6] 

>IIV6|15079007|ref|NP_149758.1| 295L [Invertebrate iridescent virus 6| 

>IIV6|15079006|ref|NP_149757 1| 294R [Invertebrate mdescent virus 6] 

>IIV6|15079005|ref|NP   149756 11 293R [Invertebrate indescent virus 6] 

>IIV6|15079004|ref|NP_149755.1| 292L [Invertebrate indescent virus 6] 

>IIV6|15079003|ref|NP  149754.1| 291R [Invertebrate iridescent virus 6] 

>NV6|15079002|ref|NP 149753 1| 290R [Invertebrate iridescent virus 6( 

>IIV6|15079001 |ref|NP_149752 1|289L [Invertebrate iridescent virus 6) 

>IIV6|15079000|ref|NP_149751.1| 288R [Invertebrate iridescent virus 6] 

>IIV6|15078999|ref|NP_149750.1| 287R [Invertebrate indescent virus 6) 

>IIV6|15078998|ref|NP   149749 1| 286L [Invertebrate iridescent virus 6] 

>IIV6|15078997|ref|NP_149748.1| 285L [Invertebrate iridescent virus 6] 

>IIV6|15078996|ref|NP 149747 1| 284R [Invertebrate indescent virus 6] 

>IIV6|15078995|ref|NPJ49746 1| 283L [Invertebrate indescent virus 6] 

>IIV6|15078994|ref|NP  149745.1| 282R [Invertebrate iridescent virus 6] 

>IIV6|15078993|ref|NP_149744 1| 281R [Invertebrate indescent virus 6| 

>IIV6|15078992|ref|NP_149743.1| 280R [Invertebrate mdescent virus 6( 

>IIV6|15078991|ref|NP_149742.1| 279R [Invertebrate mdescent virus 6] 

>IIV6|15078990|ref|NP_149741.1| 278L [Invertebrate indescent virus 6] 

>IIV6|15078989|ref|NP_149740.1| 277R [Invertebrate iridescent virus 6) 

>IIV6|15078988|ref|NP_ 149739 1| 276L [Invertebrate iridescent vinjs 6] 
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>IIV6| 15078987|ref[NP_149738 11 275R [Invertebrate iridescent virus 6] 

>IIV6|15078985|ref|NP  149736.11 273R [invertebrate iridescent virus 6] 

>IIV6|15078984|ref|NPJ49735.1| 272L [Invertebrate iridescent virus 6) 

>IIV6|15078983|ref|NP_149734,1| 271R [Invertebrate iridescent virus 6] 

>IIV6| 15078982|ref|NP_149733 1| 270R [Invertebrate iridescent virus 6] 

>IIV6|15078981|rel|NP_149732 1| 269R [Invertebrate iridescent virus 6) 

>IIV6|15078980|ref|NP_149731 1| 268L [Invertebrate iridescent virus 6] 

>lIV6| 15078979|ref|NP_ 149730 1| 267R [Invertebrate mdescent virus 6] 

>IIV6|15078978|ref|NP_149729 1| 266L [Invertebrate iridescent virus 6] 

>IIV6|15078977|ref|NP_149728.1| 265L [Invertebrate indescent virus 6] 

>I1V6|15078976|ref|NP_ 149727.11 264R [Invertebrate indescent virus 6] 

>IIV6|15078975|ref|NPJ49726 1| 263L [Invertebrate iridescent virus 6] 

>IIV6|15078974|ref|NP_149725 1| 262R [Invertebrate indescent virus 6] 

>lIV6| 15078973|ref|NP_ 149724 1| 261R [Invertebrate iridescent virus 6) 

>IIV6|15078972|ref|NP   149723 1   260R [Invertebrate iridescent virus 6] 

>IIV6|15078971|ref|NP 149722.1| 259R [Invertebrate indescent virus 6] 

>IIV6|15078970|ref|NP_149721.1|258R [Invertebrate indescent virus 6] 

>IIV6|15078969|ref|NP   149720 1| 257R [Invertebrate indescent virus 6] 

>IIV6|15078968|ref|NP_149719.1| 256R [Invertebrate iridescent virus 6] 

>IIV6|15078967|ref|NP_149718.1| 255L [Invertebrate iridescent virus 6] 

>IIV6|15078966|ref|NP 149717 11 254L [Invertebrate iridescent virus 6] 

>IIV6|15078965|ref|NP   149716 1| 2S3L [Invertebrate indescenl virus 6] 

>IIV6|15078964|ref|NP_149715 1| 252L [Invertebrate indescent virus 6] 

>IIV6|15078963|ref|NPJ49714 1|251l [Invertebrate iridescent virus 6] 

>IIV6|15078962|ref|NP   149713 1| 250L [Invertebrate iridescent virus 6] 

>IIV6|15078961|ref|NP_149712 1| 249R [Invertebrate indescent virus 6] 

>IIV6|15078960|ref|NP  149711 1| 248R [Invertebrate iridescent virus 6] 

>IIV6|15078959|rei|NP_149710.1| 247L [Invertebrate indescent virus 6] 

>IIV6|15078958|ref|NP_149709 1| 246L [Invertebrate indescent virus 6] 

>IIV6|15078957|ref|NP   149708.1| 245R [Invertebrate iridescent virus 6] 

>IIV6|15078956|ref|NP   149707 11 244L |lnvertebrale iridescent virus 6] 

>IIV6|15078955|ref|NP_149706.1| 243R [Invertebrate indescent virus 6] 

>IIV6|15078954|ref|NP_149705 1| 242L [Invertebrate indescent virus 6] 

>IIV6|15078953|ref|NP_149704 1| 241L [Invertebrate iridescent virus 6] 

>IIV6|15078952|ref|NP_149703 1| 240R [Invertebrate iridescent virus 6] 

>IIV6|15078951|ref|NP_149702.1| 239R [Invertebrate iridescent virus 6[ 

>IIV6|15078950|ref|NP_149701.1| 238R [Invertebrate indescenl virus 6] 

>IIV6|15078949|ref|NP_149700 1| 237R [Invertebrate Iridescent virus 6] 

>IIV6|15078948|ref|NP  149699 1| 236L [Invertebrate iridescent virus 6] 

>IIV6|15078947|ref|NP  149698 1| 235L (Invertebrate iridescent virus 6] 

>IIV6|15078946|ref|NP_149697.1| 234R [Invertebrate indescent virus 6[ 

>IIV6|15078945|ref|NP  149696 1| 233L [Invertebrate iridescent vims 6] 

>IIV6| 15078943|ret|NP  149694 11 231R [Invertebrate indescent virus 6) 

>IIV6|15078942|ret|NP  149693 1| 230L [Invertebrate indescent virus 6] 

>IIV6|15078941|rel|NP   149692 1| 229L [Invertebrate iridescent virus 6] 

>IIV6|15078940|rellNP   149691  11 228L [Invertebrate indescent virus 6] 

>IIV6|15078939|ref|NP   149690 1| 227L [Invertebrate indescent virus 6] 

>IIV6|15078938|ref|NP   149689 1| 226R [Invertebrate iridescent virus 6] 

>IIV6|15078937|ref|NP   149688 1| 225R [Invertebrate iridescent virus 6j 

>llV6| 15078936|ref|NP_ 149687 11 2241 [Invertebrate iridescent virus 6] 

>IIV6|15078935|ref|NP_149686 1| 223L [Invertebrate indescent virus 6] 

>IIV6|15078934|ret|NP   149685 1| 222R [Invertebrate iridescent virus 6] 

>IIV6|15078933|ref|NP   149684 1| 221L [Invertebrate indescent virus 6] 

>IIV6|15078932|ret|NP   149683 1| 220L [Invertebrate iridescent virus 6] 

>IIV6| 15078931|ref|NP_149682.11 219L (Invertebrate iridescent virus 6] 

>IIV6|15078930|ref|NPJ49681 1| 218R [Invertebrate indescent virus 6) 

>IIV6|15078929|ref|NP  149680 1| 217L [Invertebrate iridescent virus 6] 

>IIV6|15078928|ref|NP  149679 1| 216R [Invertebrate indescent virus 6] 

>IIV6|15078927|ret|NP^149678 1| 215R [Invertebrate iridescent virus 6] 

>IIV6|15078926|ref|NP_149677 1| 214L [Invertebrate indescent virus 6[ 

>IIV6|15078925|ref|NP_149676 1| 213R [Invertebrate iridescent virus 6] 

>IIV6|15078924|ref|NP_ 149675 1| 212L [Invertebrate indescent virus 6] 

>IIV6|15078923|ref|NP_149674 11 211L [Invertebrate iridescent virus 6] 

>IIV6|15078922|ref|NP  149673.1| 210L [Invertebrate indescenl virus 6[ 

>IIV6|15078921 |ref|NP_149672.11 209R [Invertebrate iridescent virus 6] 

>llV6| 15078920|ref|NP_ 149671 11 208L [Invertebrate indescent virus 6] 

>IIV6|15078919|ref|NP_149670 1| 207L [Invertebrate iridescent virus 6] 

>IIV6|15078918|ref|NP_149669.1| 206R [Invertebrate indescent virus 6] 

>IIV6|15078917|ref|NP_ 149668 1| 205R [Invertebrate iridescent virus 6] 

>IIV6|15078916|ref|NP   149667 1| 204L [Invertebrate indescenl virus 6] 

>IIV6|15078915|ref|NP_149666 1| 203L [Invertebrate indescenl virus 6] 

>IIV6|15078914|ref|NP   149665 1| 202L [Invertebrate indescent virus 6] 

>IIV6|15078913|ref|NPJ49664 1| 201R [Invertebrate indescent virus 6] 

>IIV6|15078912|ref|NP_149663 1| 200R [Invertebrate indescent virus 6] 
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>IIV6|15078911|ref|NP_ 149662 1| 1991 (Invertebrate iridescent virus 6] 
>l!V6|15078910|ref|NP_149661.1| 198R [Invertebrate indescenl virus 6] 

>IIV6|15078909|ref|NP_149660.1| 197R [Invertebrate indescent virus 6] 
>llV6| 15078908|ref|NP_ 149659 11 196R [Invertebrate indescent virus 6] 

>IIV6|15078907|ref|NP 149658.1| 195L [Invertebrate indescent virus 6] 
>IIV6|15078906|ref|NP_149657.1| 194R [Invertebrate indescent virus 6] 
>IIV6|15078905|ref|NP   149656 1| 193R [Invertebrate indescent virus 6] 

>IIV6| 15078904|ret|NP 149655 11 192R [Invertebrate indescent virus 6) 
>IIV6|15078903|ref|NPJ49654.1| 191L [Invertebrate indescent virus 6] 
>IIV6|15078902|ret|NP_149653.1| 190R [Invertebrate indescent virus 6) 
>MV6| 15078901 |ref|NP   149652 1| 189L [Invertebrate iridescent virus 6] 
>IIV6|15078900|ref|NP_149651.1| 188L [Invertebrate iridescent virus 6] 
>IIV6|15078899|ref|NP149650.1| 187R [Invertebrate iridescent virus 6] 

>IIV6|15078898|ref|NP_149649.1| 186L [Invertebrate indescent virus 6) 

>IIV6|15078897|ref|NP_149648.1| 185L (Invertebrate iridescent virus 6] 
>IIV6|15078896|ref|NP_149647.1| 184R [Invertebrate iridescent virus 6] 
>IIV6|15078895|ref|NP_149646.1| 183L [Invertebrate indescent virus 6] 

>IIV6|15078894|ref|NP_149645.1| 182L [Invertebrate indescent virus 6] 
>IIV6|15078893|ref!NP_149644.1| 181L [Invertebrate indescent virus 6] 

>IIV6|15078892|ref|NP 149643.11 180L [Invertebrate indescent virus 6] 
>HV6| 15078891 |ref|NP_ 149642.11 179R [Invertebrate iridescent virus 6] 

>IIV6|15078890|ref|NP_149641.1| 178L [Invertebrate indescent virus 6] 

>IIV6| 15078889|ref|NP_149640 11 177L |lnvertebrate iridescent virus 6] 
>IIV6|15078888]ref|NP_149639 1| 176R [Invertebrate indescent virus 6] 
>IIV6|15078887|ref|NP_149638.1| 175R [Invertebrate indescent virus 6] 
>IIV6|15078886|ref|NP  149637 1| 174R [Invertebrate indescent virus 6] 
>IIV6|15078885|ref|IMP 149636 1| 173R [Invertebrate indescent virus 6] 
>IIV6|15078884|ref|NP_149634.1| 171R [Invertebrate indescent virus 6] 
>IIV6|15078883|ref|NP_149633 1| 170L [Invertebrate indescent virus 6] 
>IIV6|15078882|ref|NP_149632.1| 169L (Invertebrate iridescent virus 6] 
>IIV6| 15078881 |ref|NP_ 149631 1| 168R (Invertebrate indescent virus 6] 

>lIV6| 15078880|ref|NP_ 149630.11 167L [Invertebrate indescent virus 6) 
>IIV6|15078879|ref|NP_ 149629.11 166L (Invertebrate indescent virus 6] 
>lIV6| 15078878|ref|NP_ 149628.11 165R [Invertebrate indescent virus 6] 
>IIV6|15078877|ref|NP_149627 1| 164R [Invertebrate indescent virus 6] 

>IIV6|15078876|ref|NP_149626.1| 163L [Invertebrate indescent virus 6] 
>IIV6|15078875|ref|NP  149625 1| 162R [Invertebrate indescent virus 6] 

>MV6| 15078874|ref|NP_149624. 11 161L [Invertebrate iridescent virus 6] 

>IIV6|15078873|ref|NP_149623 1| 160L [Invertebrate indescent virus 6| 
>IIV6|15078872|ref|NP_149622.1| 159L [Invertebrate indescent virus 6) 
>!IV6|15078871|ref|NP_149621 1| 158R [Invertebrate iridescent virus 6) 
>IIV6| 15078870|ref|NP_149620.11 157L (Invertebrate iridescent virus 6( 

>IIV6|15078869|ref|NP_149619.1| 156R [Invertebrate iridescent virus 6[ 

>IIV6|15078868|ref|NP 149618 1| 155L [Invertebrate indescent virus 6] 
>IIV6| 15078867|ref|NP 149617 11 154R [Invertebrate indescent virus 6] 
>IIV6|15078866|ref|NP_149616.1| 153L [Invertebrate indescent virus 6) 
>IIV6| 15078865|ref|NP_149615 11 152R (Invertebrate indescent virus 6] 
>IIV6|15078864|ref|NP  149614 1| 151R [Invertebrate indescent virus 6| 
>IIV6|15078863|ref|NP  149613.1| 150R (Invertebrate iridescent virus 6] 
>IIV6|15078862|ref|NP  149612 1| 149L [Invertebrate indescent virus 6] 
>IIV6|15078861 |ref|NP  149611 1| 148R [Invertebrate iridescent virus 6] 
>IIV6|15078860|ref|NP 149610 1| 147L [Invertebrate iridescent virus 6] 
>lIV6| 15078859(ref|NP_ 149609 11 146R [Invertebrate iridescent virus 6| 
>lIV6| 15078858|ref|NP_ 149608.11 145L [Invertebrate iridescent virus 6] 
>IIV6|15078857|ref|NP_149607 1| 144R [Invertebrate iridescent virus 6) 

>lIV6| 15078856|ref|NP_ 149606 1| 143R [Invertebrate iridescent virus 6] 

>lIV6| 15078855|ref|NP_ 149605 1| 142R [Invertebrate indescent virus 6[ 
>IIV6|15078854|ref|NP_149604.1| 141R [Invertebrate indescent virus 6] 

>IIV6|15078853|ref|NP_149603.1| 140L (Invertebrate iridescent virus 6] 
>IIV6|15078852|ref|NP_149602.1| 139L [Invertebrate indescent virus 6] 
>IIV6|15078851|ref|NP_149601.1| 138R [Invertebrate iridescent virus 6] 

>IIV6|15078850|ref|NP 149600.11 137R [Invertebrate indescenl virus 6] 
>IIV6|15078849|ref|NP_149599 1| 136R [Invertebrate indescent virus 6] 
>IIV6|15078848|ref|NP  149598 1| 135R [Invertebrate indescent virus 6] 
>IIV6|15078847|ref|NP   149597 1j 134L [Invertebrate indescent virus 6] 
>IIV6|15078846|ret|NP   149596 1| 133R [Invertebrate indescent virus 6] 
>lIV6| 15078845|ref|NP_ 149595.11 132L [Invertebrate iridescent virus 6] 
>IIV6|15078844|ref|NP_149594.1| 131L [Invertebrate indescenl virus 6] 
>IIV6| 15078843|ref|NP_ 149593.11 130R [Invertebrate indescent virus 6] 
>IIV6|15078842|ref|NP_149592 1| 129R [Invertebrate indescent virus 6] 
>IIV6| 15078841 |ref|NP_149591.11 128L [Invertebrate iridescent virus 6] 
>IIV6|15078840|ref|NP_149590 1| 127L (Invertebrate iridescent virus 6] 
>IIV6|15078839|ref|NP 149589 1| 126R [Invertebrate indescent virus 6] 
>IIV6|15078838|re(|NP_ 149588 1| 125L (Invertebrate iridescent virus 6] 
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>IIV6|15078837|ref|NP  149587 11 124L [Invertebrate iridescent virus 6] 

>IIV6|15078836|ref|l\IP_149586.1| 123R (Invertebrate mdescent virus 6] 

>IIV6|15078835|ref|NP_149585.1| 122R |lnvertebrate mdescent virus 6] 

>IIV6|15078834|ref|NP_149584.1| 121R [Invertebrate iridescent virus 6] 

>IIV6|15078833|refjNP  149583.11 120L (Invertebrate indescent virus 6] 

>IIV6|15078832|ref|NP_149582.1| 119R (Invertebrate iridescent virus 6( 

>llV6|l5078831|re(|NP_149581.1| 118L [Invertebrate iridescent vinjs 6| 

>IIV6| 15078830|ref|NP_149580 11 117L (Invertebrate iridescent virus 6] 

>IIV6|15078829!refjNP   149579 1   116L [Invertebrate mdescent virus 6] 

>IIV6|15078828|rel|NP_149578.1| 115R [Invertebrate mdescent virus 6] 

>IIV6| 15078827|ref|NP_149577 11 1141 (Invertebrate indescent virus 6] 

>IIV6|15078826|ref|NP 149576.11 1131 [Invertebrate iridescent virus 6] 

>IIV6|15078825|ref|NPJ49575.1| 112R [Invertebrate iridescent virus 61 

>IIV6|15078824|ref|NP_149574 1| 111R [Invertebrate mdescent virus 6] 

>IIV6|15078823|re(|NP_149573.1| 110R [Invertebrate mdescent virus 6] 

>IIV6|15078822|ref|NP  149572 1| 109R [Invertebrate mdescent virus 6] 

>IIV6|15078821|ref|NP   149571 1| 108R [Invertebrate iridescent virus 6] 

> II V6| 15078820|ref|NP   149570 1| 107L [Invertebrate indescent virus 6] 

>ll V6| 15078819|ref|NP   149569 1[ 106L [Invertebrate iridescent virus 6] 

>IIV6|15078818|ref|NP_149568 1| 105R [Invertebrate iridescent virus 6] 

>IIV6|15078817|ref|NP  149567 1| 104L (Invertebrate iridescent virus 6] 

>IIV6|15078816|ret|NP_149566 1| 103R [Invertebrate mdescent virus 6] 

>IIV6|15078815|ref|NP_149565 1| 102R [Invertebrate indescent virus 6] 

>IIV6|15078814|ref|NP 149564 1| 101L [Invertebrate mdescent vinjs 6] 

>IIV6|15078813|ref|NP  149563 1( 100L [Invertebrate iridescent virus 6] 

>ll V6| 15078812|ref|NP_ 149562 1[ 099L [Invertebrate mdescent virus 6] 

>IIV6| 15078811|ref|NP  149561 11 098R [Invertebrate iridescent virus 6] 

>IIV6|15078810|ref|NP   149560 1   097L [Invertebrate iridescent virus 6] 

>IIV6|15078809|ref|NP   149559 1[ 096L [Invertebrate iridescent virus 6] 

>IIV6|15078808|ref|NP_149558 1| 095L [Invertebrate mdescent virus 6] 

>IIV6|15078807|ref|NP   14955? 11 094L [Invertebrate indescent virus 6] 

>IIV6|15078806|ref|NP_149556 1( 093R [Invertebrate iridescent virus 6) 

>IIV6|15078805|ref|NP_149555 1| 092R [Invertebrate iridescent virus 6| 

>IIV6[15078804|ref|NP_149554 1| 091R [Invertebrate indescent virus 61 

>IIV6|15078803|ref|NP_149553 1| 090R [Invertebrate iridescent virus 6| 

>IIV6[15078802|ref|NP  149552 1| 089L [Invertebrate iridescent virus 6] 

>IIV6|15078801|ref|NP_149551 1| 088L (Invertebrate iridescent virus 6] 

>IIV6|15078800|ref|NP_149550 1| 087R [Invertebrate indescent virus 6) 

>IIV6|15078799|ref|NP_149549 1| 086R [Invertebrate iridescent virus 6] 

>IIV6|15078798|ref|NP   149548 1| 085L (Invertebrate indescent virus 6) 

>IIV6|15078797|ref|NP  149547 1| 084L (Invertebrate iridescent virus 6] 

>IIV6|15078796|ref|NP_149546 1| 083L (Invertebrate iridescent virus 6] 

>IIV6|15078795|ref|NP_149545 1| 082L [Invertebrate iridescent virus 6] 

HIV6|15078794|ref|NP_149544 1| 081L (Invertebrate iridescent virus 6] 

>IIV6|15078793|ref|NP   149543 1| 080L [Invertebrate iridescent virus 6] 

>IIV6|15078792|ref|NP  149542 1| 079L [Invertebrate indescent virus 6] 

>IIV6|15078791|ref|NP_149541 1| 078R [Invertebrate indescent virus 61 

>IIV6|15078790|ref|NP_149540 1| 077L [Invertebrate indescent virus 6) 

>IIV6|15078789|ref|NP_149539 1| 076L [Invertebrate iridescent virus 6] 

>IIV6|15078788|ref|NP  149538 1| 075L (Invertebrate iridescent virus 6] 

>IIV6|15078787|ref|NP_149537.1| 074R [Invertebrate indescent virus 6J 

>IIV6|15078786|ref|NP_149536 1| 073R [Invertebrate indescent virus 6] 

>IIV6|15078785|ref|NP_149535 1| 072R [Invertebrate iridescent virus 6] 

>IIV6|15078784|ref|NP  149534 1) 071L [Invertebrate iridescent virus 6) 

-IIV6|l5078783|ref|NP   149533 1| 070R [Invertebrate iridescent virus 6[ 

>IIV6[15078782|ref|NP_149532 1| 069L [Invertebrate iridescent virus 6] 

>IIV6|15078781|ref|NP   149531 1| 068L [Invertebrate iridescent virus 6| 

>IIV6|15078780|ref|NP  149530 1| 067R [Invertebrate indescent virus 6] 

>IIV6|15078779|ref|NP_149529 1| 066L [Invertebrate mdescent virus 61 

>IIV6|15078778|ref|NP_149528 1| 065R [Invertebrate indescent virus 6] 

>IIV6|15078777|ref|NP_149527 1| 064L [Invertebrate indescent virus 6] 

>IIV6|15078776|ref|NP_149526 1| 063R [Invertebrate iridescent virus 6] 

>IIV6|15078775|ret|NP   149525 1| 062L [Invertebrate mdescent virus 6] 

>IIV6|15078774|ref|NP   149524 1| 061R [Invertebrate iridescent virus 6] 

>IIV6|15078773|ref|NPJ49523 1| 060L [Invertebrate mdescent virus 6] 

>IIV6|15078772|ref|NP_149522 1| 059R [Invertebrate iridescent virus 6| 

•IIV6i15()7B771|ref|NP   149521  1! 058L [Invertebrate indescent virus 6] 

>IIV6|15078770|ref|NP_149520 1| 057L [Invertebrate mdescent virus 6] 

>IIV6|15078769|ref|NP 149519 1| 056R [Invertebrate indescent virus 6] 

>IIV6|15078768|ref|NP 149518 1| 055R [Invertebrate iridescent virus 6] 

>IIV6|15078767|ref|NP   149517 1| 054R [Invertebrate iridescent virus 6] 

>IIV6|15078766|ref|NP_149516 1| 053R [Invertebrate indescent virus 6] 

>IIV6|15078765|ref|NP_149515 1| 052R [Invertebrate indescent virus 6] 

>IIV6|15078764|ref|NP_ 149514 11 051R [Invertebrate mdescent virus 6] 



>IIV6|15078763|ref|NP_149513 1| 050L (Invertebrate iridescent virus 6] 

>IIV6|15078762|ref|NP_149512 1j 049L [Invertebrate iridescent virus 6] 

>IIV6|15078761 |ref|NP_ 149511 1| 048R (Invertebrate indescent virus 6] 

>IIV6|15078760|ref|NP_149510.1| 047R (Invertebrate iridescent virus 6] 

>IIV6|15078759|ref|NP_149509.1| 046R [Invertebrate iridescent virus 6] 

>NV6|15078758|ref|NP_149508 1| 045L (Invertebrate indescent virus 6] 

>MV6|15078757|ref|NP   149507 1| 044R [Invertebrate indescent virus 6) 

>IIV6|15078756|ref|NP_1495O6.1| 043L (Invertebrate indescent virus 6] 

>MV6|15078755|ref|NP_149505.1| 042R [Invertebrate indescent virus 6] 

>IIV6|15078754|ref|NP  149504.11 041L [Invertebrate indescent virus 6] 

>IIV6|15078753|ref|NP_149503.1| 040R [Invertebrate iridescent virus 6] 

>IIV6|15078752|ref|NP_149502 1| 039R [Invertebrate iridescent virus 6] 

>IIV6|15078751|ref|NP_1495011[038R [Invertebrate indescent virus 6] 

>IIV6|15078750|ref|NP_149500 1| 037L [Invertebrate indescent virus 6] 

>IIV6|15078749|ref|NP_149499.1   036R [Invertebrate indescent virus 6] 

>IIV6|15078748|ref|NP_149498.1| 035L [Invertebrate indescent virus 6] 

>IIV6|15078747|ref|NP_149497.1| 034R [Invertebrate indescent virus 6] 

>IIV6|15078746|ref|NP_149496 11 033L [Invertebrate indescent virus 6] 

>IIV6|15078745iref|NP   149495 1| 032R [Invertebrate indescent virus 6J 

>IIV6|15078744|ref|NPJ49494 1| 031R (Invertebrate iridescent virus 6) 

>IIV6|15078743|ref|NP_149493 1| 030L [Invertebrate indescent virus 6] 

>IIV6|15078742|ref|NP_149492 1| 029R [Invertebrate indescent virus 6] 

>IIV6|15078741|ref|NP_149491 1| 028L [Invertebrate iridescent virus 6] 

>IIV6|15078740|ref|NP_149490 1| 027L [Invertebrate indescent virus 6] 

>IIV6|15078739|ref|NP_149489.1| 026R [Invertebrate indescent virus 6) 

>IIV6| 15078738|ref|NP   149488 1, 025R [Invertebrate iridescent virus 6] 

>IIV6|15078737|ref|NP_149487 1[024L [Invertebrate indescent virus 6) 

>IIV6|15078736|ref|NP_149486 1| 023L [Invertebrate indescent virus 6] 

>IIV6| 15078735|ref|NP_149485.11 022L [Invertebrate indescent virus 6] 

>IIV6|15078734|ref|NP 149484 1| 021R [Invertebrate indescent virus 6] 

>IIV6|15078733|ref|NP_149483.1| 020L [Invertebrate iridescent virus 6] 

>IIV6|15078732|ref|NP_149482.1| 019R [Invertebrate indescent virus 6] 

>IIV6| 15078731 |ref|NP_ 149481 11 018R [Invertebrate iridescent virus 6[ 

>IIV6|15078730|ref|NP 149480 1| 017R [Invertebrate iridescent virus 6] 

>IIV6|15078729|ref|NP   149479 1| 016L [Invertebrate iridescent virus 6] 

>IIV6|15078728|ref|NP_149478 1| 015R [Invertebrate iridescent virus 6] 

>IIV6|15078727|ref|NP_149477 1| OUR [Invertebrate iridescent virus 6] 

>IIV6|15078726|ref|NP_149476.1| 013R [Invertebrate iridescent virus 6] 

>IIV6|15078725|ref|NP 149475 1| 012L [Invertebrate iridescent virus 6] 

>IIV6|15078724|ref|NP_149474 1|011L [Invertebrate indescent virus 6] 

>IIV6|15078723[ref|NP_149473 1| 010R [Invertebrate indescent virus 6] 

>IIV6|15078722|ref|NP  149472 1| 009R (Invertebrate irtdescent virus 6] 

>IIV6|15078721|ref|NP  149471 1| 008R [Invertebrate indescent virus 6] 

>IIV6| 15078720)ref|NP_149465.11 002R [Invertebrate iridescent virus 6] 

>IIV6|15078719|ref|NP_149470.1| 007R [Invertebrate indescent virus 6] 

>IIV6|15078718|ref|NP_149469 1| 006L [Invertebrate indescent virus 6] 

>IIV6|15078717|ret|NP_149468 1| 005R [Invertebrate indescent virus 6] 

>IIV6|15078716|ref|NP   149467 1| 004R [Invertebrate indescent virus 6] 

>lIV6| 15078715|ref|NP_149466 11 003R [Invertebrate indescent virus 6] 

>IIV6|15078714|ref|NP   149464 1| 001R [Invertebrate indescent virus 6] 

>Nosema|157382928|gb|ABV48899 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|163955596!gb|ABY49796.1[ hypothetical spore wall protein 14 [Nosema bombycis] 

>Nosema|163955594[gb|ABY49795 1| hypothetical spore wall protein 13 [Nosema bombycis] 

>Nosema|157382930|gb|ABV48900 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382926|gb|ABV48898 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382924|gb|ABV48897 1| hypothetical spore wall protein [Nosema bombycis) 

>Nosema|157382922|gb[ABV48896 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382920[gb|ABV48895 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema[157382918[gb|ABV48894 1[ hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382916|gb|ABV48893 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382914|gb|ABV48892 1| hypothetical spore wall protein [Nosema bombycis] 

>Nosema|157382912|gb|ABV48891.1| spore wall protein [Nosema bombycis] 

>Nosema|157382910|gb|ABV48890 1| hypothetical spore wall protein |Nosema bombycis] 

>Nosema|157382908|gb|ABV48889.1| spore wall protein [Nosema bombycis) 

>Nosema|134285554|gb|AB069729 1| unknown [Nosema bombycis] 

'•Nosema|134285553|gb|AB069728 1| Sec61gamma [Nosema bombycis] 

'•Nosemaj134285552|gb[AB069727 11 unknown [Nosema bombycis] 

>Nosema|134285551 |gb|AB069726 1| unknown [Nosema bombycis] 

>Nosema|134285550|gb|ABO69725 1| unknown [Nosema bombycis] 

>Nosema|134285549|gb|AB069724.1| unknown [Nosema bombycis] 

>Nosema|134285548|gb|AB069723.1| unknown [Nosema bombycis) 

>Nosema|134285547|gb|AB069722.1| unknown [Nosema bombycis] 

>Nosema|134285546|gb|AB069721.1| unknown [Nosema bombycis] 

>Nosema|134285544|gb|ABO69720 1| unknown (Nosema bombycis] 
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>Nosema|134285543|gb|AB069719.1| unknown [Nosema bombycis] 

>Nosema|134285542|gb|ABQ69718 1| Sec61beta [Nosema bombycis] 

>Nosema|134285541|gb|AB069717 1| unknown [Nosema bombycis] 

>Nosema|134285540|gb|ABO69716.1| unknown [Nosema bombycis] 

>Nosema|134285539|gb|AB069715.1| unknown [Nosema bombycis] 

>Nosema|134285537|gb|AB069714,1| unknown [Nosema bombycis] 

>Nosema|134285536|gb|AB069713 1| Sec61alpha [Nosema bombycis] 

>Nosema|156623046|dbj|BAF76326 1| heat shock protein 70 [Nosema bombycis] 

>Nosema|71082697|gb|AAZ23552.1| beta-tubulin [Nosema plutellae] 

>Nosema|71082695|gb|AAZ23551 11 beta-tubulin [Nosema sp. PX1] 

>Nosema|71082693|gb|AAZ23550.1| alpha-tubulin [Nosema plutellae] 

>Nosema|71082691|gb|AAZ23549 11 alpha-tubulin [Nosema sp. PX1] 

>Nosema|119655559|gb|ABL86149 1| beta-tubulin [Nosema bombycis] 

>Nosema|117622286|gb|ABK51387.11 alpha-tubulin [Nosema bombycis) 

>Nosema|91178032|gb|ABE27277.1| unknown [Nosema bombycis 

>Nosema|91178031|gb|ABE27276.1| unknown [Nosema bombycis 

>Nosema|91178030|gb|ABE27275.1| unknown [Nosema bombycis 

>Nosema|91178029|gb|ABE27274.1| unknown [Nosema bombycis 

>Nosema|91178028|gb|ABE27273.1| unknown [Nosema bombycis 

>Nosema|91178027|gb|ABE27272.1| unknown [Nosema bombycis] 

>Nosema|91178025|gb|ABE27271.1| unknown [Nosema bombycis] 

>Nosema|91178024|gb|ABE27270.1| unknown [Nosema bombycis 

>Nosema|91178023|gb|ABE27269 1| unknown [Nosema bombycis] 

>Nosema|91178022|gb|ABE27268.1| unknown [Nosema bombycis] 

>Nosema|91178021|gb|ABE27267 1| unknown [Nosema bombycis] 

>Nosema|91178020|gb|ABE27266 1| unknown [Nosema bombycis 

>Nosema|91178019|gb|ABE27265 1| unknown [Nosema bombycis 

>Nosema|91178018|gb|ABE27264.1| unknown [Nosema bombycis 

>Nosema|91176531|gb|ABE26655.1| pol polyprotein [Nosema bombycis] 

>Nosema|91176529|gb|ABE26654.1| pol polyprotein [Nosema bombycis] 

>Nosema|91176527|gb|ABE26653.1| pol polyprotein [Nosema bombycis] 

>Nosema|91176525|gb|ABE26652 1| pol polyprotein |Nosema bombycis] 

>Nosema|91176523|gb|ABE26651 11 pol polyprotein [Nosema bombycis] 

>Nosema|91176521 |gb|ABE26650 1| pol polyprotein [Nosema bombycis] 

>Nosema|91176519|gb|ABE26649 1] pol polyprotein [Nosema bombycis] 

>Nosema|91176517|gb|ABE26648 11 pol polyprotein [Nosema bombycis] 

>Nosema[29691976|dbj|BAC75454.1| putative spore surface protein [Nosema bombycis) 

>Nosema|29691974|dbj|BAC75453 1| putative spore surface protein [Nosema bombycis] 

>Nosema|29691972|db)|BAC75452 1| putative spore surface protein [Nosema bombycis] 

>Nosema|29691970|db)|BAC75451 1| putative spore surface protein [Nosema bombycis] 

>Nosema|29691968|db||BAC75450 1| putative spore surface protein [Nosema bombycis] 

>Nosema|29691966]db||BAC75449 1| putative spore surface protein [Nosema bombycis] 

»Nosema|7542623|gb|AAF63521 1|AF245278   1 surface-antigen pmlmn P3G 4 [Nosema bombycis] 

>Nosema|120561172|gb|ABM26981 1| RNA polymerase II largest subunit [Nosena trichoplusiae] 

>Nosema|120561170|gb|ABM26980 1| RNA polymerase II largest subunit [Nosema granulosis] 

>Nosema|120561168]gb|ABM26979 1| RNA polymerase II largest subunit [Nosema empoascae] 

>Nosema|120561166|gb|ABM26978 1| RNA polymerase II largest subunit [Nosema bombycis] 

>Nosema| 120561164|gb|ABM26977 1| RNA polymerase II largest subunit [Nosema apis] 

>Nosema|119220839|gb|ABL61510.1| beta-tubulin [Nosema sp BZ-2006e] 

>Nosema|119220837|gb|ABL61509 1| beta-tubulin [Nosema sp BZ-2006d| 

>Nosema|118574000|gb|ABL0697t 1| beta-tubulin [Nosema sp  BZ-2006C] 

>Nosema|118573998|gb|ABL06970 1| beta-tubulin [Nosema sp  B2-2006b] 

>Nosema|116874498|gb|ABK30892 1| beta-tubulin [Nosema sp  BZ-2006a] 

>Nosema| 116874496|gb|ABK30891.11 beta-tubulin [Nosema bombycis] 

>Nosema|110808651 |gb|ABG91164 1| DNA-dependent RNA polymerase II largest subunit [Nosema bombycis] 

>Nosema|110808649|gb|ABG91163 1| DNA-dependent RNA polymerase II largest subunit [Nosema spodoplerae] 

>Nosema|110808647|gb|ABG91162 1| beta-tubulin [Nosema spodopteraej 

>Nosema|110180495|gb|ABG54480 1| beta-tubulin [Nosema bombycis] 

>Nosema|71836137|gb|AAZ42396 1| alpha tubulin [Nosema bombycis] 

>Nosema|71836135|gb|AAZ42395 1| alpha tubulin [Nosema spodopterae) 

>Nosema|71082701|gb|AAZ23554.1| DNA-dependent RNA polymerase II larges! subunit [Nosema plutellae] 

>Nosema|71082699|gb|AAZ23553 1| DNA-dependent RNA polymerase II larges' subunit [Nosema sp PX1] 

>Nosema|tJ274162|emb|CAC33859 1| RNA polymerase II largest subunit [Nosema lynae] 

>Nosema|22775487|db||BAC15534 1| elongation factor 1 alpha [Nosema bombycis] 

>Nosema|14595977|gb|AAK68858 1| DNA repair protein [Nosema bombycis] 

>Nosema|9651779|gb|AAF91269 1| 20S proteasome alpha 5 subunit [Nosema sp ] 

>Nosema|37499120|gb|AAQ91617 1| unknown [Nosema locustae] 

>Nosema|37499119|gb|AAQ91616 1| unknown [Nosema locustae] 

>Nosema|37499118]gb|AAQ91615 1| group II large subunit catalase [Nosema locustae] 

>Nosema|16755644|gb|AAL28057.1|AF406785_6 calmodulin-dependent protein kinase [Nosema locustae] 

>Nosema|16755643|gb|AAL28056 1|AF406785_5 unknown [Nosema locustae] 

>Nosema|16755642(gb|AAL28055.1|AF406785 4 pyruvate dehydrogenase E1 beta subunit [Nosema locustae] 

>Nosema|16755641|gb|AAL28054.1|AF406785 3 pyruvate dehydrogenase E1 alpha subunit [Nosema locustae] 

>Nosema|16755640|gb|AAL28053.1|AF406785_2 checkpoint protein kinase [Nosema locustae] 
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>Nosema|16755639|gb|AAL28052.1|AF406785_1 unknown (Nosema locustae) 
>Nosema|6063008|gb|AAF03091.1|AF144035_1 transcription initiation factor TFIID |Nosema locustae] 

>Nosema|2197028|gb|AAC47660.1| mitochondrial-type HSP70 [Nosema locustae] 
>Nosema|2197027|gb|AAC47659.1| unknown [Nosema locustae] 
>Nosema|30088590|gb|AAN35161.1| beta-tubulin [Nosema locustae] 
>Nosema|12083879|gb|AAG48935.1|AF190772_1 beta-tubulin [Nosema locustae] 

>Nosema|4092885|gb|AAD12605.1| RNA polymerase II largest subunit [Nosema locustae] 
>Nosema|4079679|gb|AAD04234.1| translation initiation factor 2 gamma subunit [Nosema locustae] 

>Nosema|1755092|gb|AAC47419.1| alpha-tubulin [Nosema locustae] 
>Nosema|2641235|gb|AAB86863.1| actin [Nosema locustae] 
>Nosema|2245600|gb|AAB62549.1| glutamyl-tRNA synthetase [Nosema locustae] 
>Nosema|2245598|gb|AAB62548.1| glutaminyl-tRNA synthetase [Nosema locustae] 
>Nosema|51859621|gb|AAU11093.1| unknown [Antonospora locustae] 

>Nosema|51859620|gb|AAU11092.1| unknown [Antonospora locustae] 
>Nosema[51859619|gb|AAU 11091.11 class-ll photolyase [Antonospora locustae] 
>Nosema|51859618|gb|AAU11090.1| putative hydrolase-like protein [Antonospora locustae] 
>Nosema|5026i965|gb|AAT72743.1| translation elongation factor 2 [Antonospora locustae] 
>Nosema|50261963|gb|AAT72742 1| 60S ribosomal protein L10a [Antonospora locustae] 
>Nosema|50261961 |gb|AAT72741.1| deoxyuhdine 5' triphosphate nucleotidehydrolase [Antonospora locustae] 
>Nosema|47156903|gb|AAT12296 1| chromosome segregation protein [Antonospora locustae] 

>Nosema|47156902|gb|AAT12295.1| phospholipase D [Antonospora locustae] 
>Nosema|47156901|gb[AAT12294 1   beta transducm repeat containing protein-like protein [Antonospora locustae] 

>Nosema|47156900|gb|AAT12293.1| DNA repair helicase RAD25 [Antonospora locustae] 
>Nosema|47156899|gb|AAT12292.1| hypothetical protein [Antonospora locustae] 
>Nosema|42416977|gbjAAS16360 1| translation elongation factor 1 alpha [Antonospora locustae] 
>Nosema|598336|gb|AAC41564.1| isoleucyl-tRNA synthetase 
>Nosema|986926|gb|AAB12038 1| beta-tubulin 
>Nosema|986924|gb|AAB12036.11 alpha-tubulin 

>Nosema|145239617|ref|XP_001392455 1| hypothetical protein An08g03390 (Aspergillus niger] 
>Nosema|151302943|gb|AAB54170 2| Hypothetical protein C44E4 2 [Caenortiabditis elegans] 
>Nosema|134076966|emb|CAK45375 1| unnamed protein product [Aspergillus niger] 
>Nosema|29691978|dbj[BAC754S5.1| putative spore surface protein [Microspondium sp TB-2M-H] 
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APPENDIX B 

RAW DATA 

Header Description 
Sr.No Peptide number 
File Name Scan number, charge value (Z) at end of f/n 
(M+H) Parent m/z value (MH+) 
AM (M+H)-M 
ACn Error 
XCorr Fitness match; numbers >1.5 are significant 
Sp Highest peak in given spectra (m/z) 
RSp Repeat of Sp 
Reference Organism 
No # of appearances 
Peptide Sequence 
AA Amino acid length 
ID# Gene Bank ID 
Protein Corresponding protein 
PP Peptide prophet score 

Test 5 - below detection limits 
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T.st 6 

SrNo Fie Name (M.H| •M •c- XCorr sp RSp 77.e1eie"f.e No Peptide AA ID» Protein PP 

50 2007-09-04 14 3617 3617 2 out 1790 9 0 355 3 08 55 5 0 Nosema 1 SYELPDGQVIKIGSER It AAB86B63 1 actin 0 9914 

5 2007-09-04 14 724 724 2 out i;3; 1489 0 05 3 07 4 04 0 IIV6 ' ELKDILK 7 NP   145520 ' 457L 0 9624 

18 200709O4 14 989 989 3 out 1202 7 0 085 7 26 2 74 363 0 553 IIV6 1 KFPTLEIINK 10 NP  149688 1 225R 0 9885 
77 2007-09-04 14 4303 4303 3 out 2431 3 1 587 0 43 2 7 805 0 irve 1 LYILAAIWETNHVTLINULMK 22 NP   149698 1 235L 0 9506 

62 2007-0904 14 4904 4904 3 out 21102 0 459 0 35 2 49 406 0 IIV6 1 FILEVMLELLKNVSLNTK •6 IIP   149484 1 021R 0 9756 

35 2007-09-04 14 5479 5479 3 out 1638 7 0 548 o ;- 0 47 863 0 Nosema 1 SM'GWGTGSPGTM-AVR 18 AAT12294 1 beta transducin repeal contammq protein-like 1 

40 2007-09-04 14 6205 6206 2 out 1614 9 0 932 0 36 2 47 455 0 IIV6 1 TUTTKVCJNINIEK 14 NP 149513 1 0501 0 9503 

28 2007-09-04 14 4153 4153 2 oul 1490 8 1 528 0 36 2 31 506 0 irve 1 INVSVEFim.DK '7 NP   149490 1 027L 0 9843 

89 2807-09-04 14 3775-3775 3 out 3097 6 1 559 0 7 9 2 24 757 0 Nosema 1 SIFDt-FSEM'KDHETFANELYYAALAR 27 AAB54173 2 -typcthetic ai piote n C44E4 2 0 9944 

11 2007-09-04 14 5423 5423 2 out I11SI 1 041 0 4 = 2 17 616 : In/6 
1 

QTAAGSGIALVK 12 NP  149622 1 1591 0 9831 

21 2007-0904 14 1256 1256 3 out 1223 6 0 185 0 33 2 15 317 : Nosema 1 EDKILHGAANR it AB069713 1 S«c61 alpha 0 9935 
24 2007-09-04 14 2568 2568 2 out 1344 7 • 52: 0 ?2 2 16 365 7 IIV6 1 IENENNIEEIK 11 NP   149''6 1 3131 0 987 

36 2007-09-04 14 2873 2873 2 out 7; 92 3 0 343 0 4 206 322 1 [V0 1 NYPTIQDEMKLLK '3 NP  149675 1 2121 0 9952 
67 200' 09-04 -     '           .6  '   . 2198 2 1 189 C 45 2 02 304 : Nosema ' LVGYSVRFENVSSENTRLK '5 AB069722 1 unknown 0 9914 

B7 2007-09-04 14 S43B 5438 3 out 2855 4 0 341 0 43 1 99 .: 0 Nosema 1 NNYSDFVWaDIYQGWEKTLFDK 24 AB069722 1 unknown 0 9806 
55 2007-09-04 |4    VU-,        fc-     •„.; 2014 1 1 358 0 33 1 97 217 0 IIV6 1 MEIIIAFFLYLNOKRK '6 NP 149558 1 3951 0 9696 

22 2007-09 04 14 3733 3733 2 out 1268 6 1 364 0 76 1 95 7-16 0 036 1 DKMQIYVEDK It NP  149676 1 213R 0 9973 

33 2007-09-04 14 4201 4201 2 out 1532 9 1 337 0 42 195 3C2 0 MV6 ' EMLLQITLUIS.K 13 NP  149653 1 190R 0 9863 
i 2007-09-04 14 6416 6416 2 out 700 5 0 575 0 26 1 94 312 0 Nosema • VXDIIK 6 ABM26977 1 RNA potymerase 1 larqesl subunii 0 9968 

12 2007-09-04 14 1157 1157 2 out • i - 7 6 ' 593 0 3 1 93 359 0 Nosema - NENMK>'YR 8 AAB62548 1 3lutammyl-tRNA synthetase 0 9797 

15 2007-09-04 14 1114 1114 3 out 1142 7 :> 0 47 1 93 TOO' c IV6 * KDIAISKVLR 10 NP 149485 1 3220 0 9644 

63 2007-09-04 14 3644 3844 3 out 2112 1 1 784 0 36 1 88 765 0 693 Nosema ' IDYGEQESLPKEKTSFK •8 ABE26651 1 ool polyprotem 0 9608 

25 2007-09-04 14 4453 4453 2 out 1457 9 0 924 0 46 1 86 064 0 NosemalNosemaiNosemalNosemi 5 IIAQWSSITASLR '4 AA2235S0 1 alpha-tubulm 0 9952 
34 2007-09-04 14 3186 3188 2 out •551 S 1 462 : -i 1 83 84 2 0 Nosema 1 MPFGLVNGPATFQR 14 ABE26655 1 ool polypfotem 0 9746 

54 2007-09-04 14 6362 6362 3 out 2008 1 • '85 0 42 1 85 129 1099 10/6 1 MNL.KFIFPNVDTDINVK 1' NP  149597 1 1341 0 9872 

39 2007-0904 14 4588 4588 2 out 1613 1217 0 4 1 32 354 0 irve 1 IWIGKAGTGKSTLIR 16 NP  149538 1 075L 0 9849 
96 2007-09-04 14 3804 3804 3 out 2650 5 1 122 0 53 1 82 E7 2 197 Nosema 1 VNTKNRVTm-QDNEiyvEVDUGR 24 ABE26664 1 pol polyprotem 0 9924 

90 2007-0904 14 5868 5868 3 out 3102 6 0 667 0 43 1 81 62 0 693 BQCV 1 SGANWVSENIIQPADEIIGPILSI-FGFSK 25 NP 620565 1 Structural polyprotem 0 9975 

19 2007-09-04 14 3615 3619 2 out 1205 7 1 533 0 37 1 8 350 0 irve 1 VDVSTOTKTVK 11 NP  149655 1 •527,' 0 9'97 

82 2007-09-04 14 4478 4478 3 out 2661 3 1439 0 47 18 14- I live 1 WASESYIGISRQETYDLNIEWK .4 NP 149758 1 2941 0 9871 

I 20070904 14 2077 2077 1 oul 713 5 0 803 021 1 79 342 0 «V6 1 LINUX 6 IIP  149877 1 414L 1 
7 200" 09 04 14 4255 4255 2 out 994 4 0 49 0 39 1 79 '56 1 792 KBVIKBVIKBV 3 MMNEALM-R 5 YP 308663 1 VP3 0 9987 

73 2007-09-04 14 5278 5275 3 oul 2310 1 0 323 0 4 1 78 214 0 693 Uoserna 1 TGEIAVADLGCGRM-SERHVHR 22 AAT12294 1 beta transducin repeal containing protein like 0 9981 

38 2007-09-04 14 1187 1187 3 out 1607 8 126 0 47 1 77 167 1 386 11V6 1 NVLSM*WSQPSMRR '4 (IP  149790 1 327R 0 9736 

13 200709-04 14 6012 6012 2 oul 1122 5 0 867 0 63 1 76 2'3 0 11V6 1 SLMGNCPSSVK 11 NP 149555 1 092R 0 9784 
44 2007-0904 14 3880 3880 2 oul 1722 9 0 507 0 41 1 74 •56 1 60S live 1 MIENRLNFRLNFR 15 NP 149761 1 298R 0 9973 

75 2007-09-04 '4 4206 4266 3 oul 2344 ' • 744 •: 4i 1  74 IS' 0 693 Nosema 1 QREAYTSCLANLNVDMACLTK 2' ABV48892 1 hypothetical spore wall protein 0 9942 

68 2007-09-04 •4 5206 5205 7 o..:: 2856 4 0 858 0 43 1 74 IS) 1 386 Nosema 7 CEILM'VFSTMPPQDQELIFKKTNK 25 AB069722 1 unknown 0 9646 
4 2007-09-04 14 813 813 2 out 8414 0 617 0 33 1 71 210 0 NosemalNosemalNosemalNosem. 5 QNAOiHEK 7 AAZ23550 1 alpha-tubulm 0 9856 

16 2007-09-04 14 1117 1117 3 out 11565 0 433 0 36 • 65 212 0 693 KBV|KBV|IAPV|IAPV 4 CAMDTPYIDK 10 NP 851403 1 non-structural polyprotem 0 9971 

74 2007-09-04 14 5258 5258 3 out 2 341, • 1 994 C 3' 169 163 0 live 1 VLEIYCNVQNTLPPLPAQLSK :• IIP   -4543-7 1 0221 0 9679 

32 2007-09-04 14 1855 1855 3 out 1526 8 0 38 0 3' 168 145 0 693 irv6 1 LKQLDVWIEFWK 74 NP  149504 1 041L 0 9686 

30 2007-09-04 14 4636 4636 3 out 15158 0 703 •.-, 166 564 0 irv6 1 MFDSSWIIUYK '2 NP 149535 1 072R 0 9865 
71 2007-09-04 14 4166 4166 3 oul 2270 1 362 0 52 166 169 0 Nosema 1 NIVSCSADGAPNM'M-GKKNGCLK 24 ABE27267 1 unknown 0 9612 

6 200709-04 14 3235 3235 2 oul 880 5 ' 482 0 39 1 65 286 0 693 irv6 * NFVKMNK 7 NP  149902 1 453. 0 9*253 

61 2007-09-04 14 4939 4939 3 oul 2107 1 1 538 C 44 165 147 0 693 10/6 1 EDVSNTLKKLGFSGTVLNGK 20 NP  I4963S 7 176R 0 9938 

37 2007-09-04 14 2887 2887 3 oul 1601 8 0 291 0 43 163 178 0 Nosema 1 VNSADSFMINGRYK 14 ABV48897 1 hypothetical spore wall protein 0 9741 

92 2007 09 04 14 6289 6289 3 out 3420 6 0 467 0 56 1 62 67 1609 Nosema 1 DYEQLLQFHMATMVDNDLSGQPQAJ.QKSG 30 ABM26977 1 RNA polymerase I  largest subunri 0 9939 

78 200' 09 04 ••• -:'  il'-'-il ' nut 2534 4 0 97 04 161 52 Nosema 1 NPWDTVQTISVDVPVHKIGAIKR 24 AAC47659 1 unknown 0 9859 

17 2007-09-04 14 3222 3222 2 oul 1160 6 1 411 0 39 16 380 0 KBVJKBV 2 nVENALGESK 11 NP 851403 1 non-structural polyprotem 0 9968 

26 200709-04 14 1544 1544 2 oul 1475 7 0 987 0 55 16 114 0 693 Nosema 1 AAELASENDITWR 13 ABE26655 1 pol potyprotern IS   . 

43 2007-09-04 14 2604 2604 2 oul 1715 9 0 303 0 41 1 59 30- 0 ABPV 1 NVTMQINSKKNNSNK 1:. HP 066242 1 capstd protein 0 99*3 

66 2007 09-04 14 4540 4540 2 oul 2-73 i 0 752 0 45 1 59 117 0 Nosema 1 VKIITAYHIETGHGSASNM'K 21 ABE26653 1 pol polyprolem 0 9978 

3 2007-0904 14 2460 2480 2 out '36 5 7 021 0 38 1 57 274 0 IIV6 1 IIIIHK 6 NP 149680 1 217L 0 9987 

B 2007-09-04 14 2387 2387 2 out 1016 5 1 244 : 42 1 56 255 0 irv6 1 FMKNFDSK 8 NP  149843 1 380R 0 9B07 

31 200709-04 14 1272 1272 3 out 1524 7 0 039 0 4 1 56 166 0 655 10/6 1 FLHEKMFDQSDK •2 NP 149891 1 42BL 0 985 
27 2007-09-04 14 3004 3004 2 out 1485 9 0 263 0 4 1 55 339 0 Nosema 1 ISRRLTFIPLNR '2 AAT12296 1 chromosome segregation protein 0 9833 

47 200709-04 14 5233 5233 2 out 1773 9 1 515 0 44 • 5-7 66 0 Nosema 1 VFFEVFGEVIQGFiR ••: AB069729 7 unknown 0 9892 

S3 2007-0904 14 5287 6287 3 out 1996 1 397 0 42 1 55 .'CO 0 693 Nosema 1 PTLESVNNSLEYLFrTR 17 AB069'22 1 unknown 0 9863 

81 2007-OS-O4 14 5776 5778 3 oul 2653 4 1 582 0 39 1 54 106 0 live 1 LlADPQFRQAiLNTAGSSIM'YLSK 25 NP 149618 1 155L 0 9778 

41 y. -.,:  * 14 5224 5224 3 oul 16178 0 271 0 -'4 ' 53 5' 2 639 KFJV 1 SIFNGPWDFSIAFR 15 AAU10093 1 nonslructural protein 09611 

56 2007-09-04 14 5179 5179 3 oul 2070 1 0 823 0 43 1 53 :- 0 693 Nosema 1 fTlVLKWIYKCMNTTSR 17 ABV48890 1 hypothetical spore wall protein 0 9906 

83 2007-09-04 14 4800 4800 3 out 2676 6 0 19 0 41 ' 53 '45 0 IIV6 1 NVLrtGIAVTGVAVLLFLLLM-FKSK 26 NP 149600 1 33'L 0 9797 

29 2007-0904 14 3671 3671 2 out 1513 1 126 0 46 ' 52 119          0 11V6 ' UIIASOVILIFGK '4 IIP 149676 1 213R 0 9812 

42 2007-09-04 14 2l'2 2t\2 Soul 1638 8 1 015 0 48 151 224 0 irve 1 M'AISFFSDTSYIIK •- NP  149489 1 026R 0 9935 

52 2007-09-04 14 4062 4062 2 oul 1926 0 487 OP 151 84 0 W6 1 LDSYSINFVAKHFLGSK |} IIP   149507 ' 037L 0 997 
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St No Frit Name, [M+HI •M ••:n XCon Sf RSp Reference V Pepltde AA Of Protein PP 

31 2007-09-04-15 3105 3105 3 on •5'5 7 0 539 { 66 3 65 1233 [ Nosema 1 1WHHTFYNELR 1' AAB86863 1 •din 0 9916 

54 2007-09 04-15 4046 4048 2 out 1790 9 0 287 1 53 311 715 I NOMfTUJ i SYELPOGQV1KIGSER '6 AAB86863 ' aclin 0996 
17 2007-09-04-15 111S 1119 2 out 1171 6 0 396 C " 2'! 765 0 Nosema 1 HKGVMVGMGQK 11 AAB86863 1 •ctin 0 9645 

75 200709-0415 6863 6863 3 out 2232 1 1 961 :. 56 26 16 ; Nosema 1 IDDfURKLC>£IASIDPDOK '9 AAT72743 1 translation elongation factot 2 0 9599 

41 2007-09 04 15 6232 6233 2 out 1614 9 0 481 ; ii 2 51 696 • irv6 1 TlLTKVQMNIEK '4 NP 149513 1 050L 0 9575 

73 200709 04-15 2704 2704 3 out 2190 1 0 678 •  34 7 2' 134 C693 Nosema ' TVGAT3GGFMIANDFGSER 31 .-.91J.99   ' • RNA polymetase II largest subuntt 09944 

22 2007-09-04-15 2782 2782 2 oul •344 7 1 444 : 'i 2 25 330 3 699 IIV6 • IENENNLEEIK '1 NP 1497761 313L 0 9731 

33 2007-09-04 15 '534 1534 2 out 1521 5 0 158 C 35 2 15 "3 c irv6 1 MNKNGFVrOVLMh '9 NP  149866 1 4031 1 

52 2007 09 04-15 40814061 3 out 1760! 1492 1 39 2 12 112 1 39 6 • DEIDTFhTAJLEDLk 15 NP 149585 1 122R 0 9825 

56 2007-0904.15 3565 3569 3 out 1626 1 :66 C   30 •   i •63 1 DWV ' PEMDRILNLAEGLLNK It ASE36638 1 potyprotetn 0 9535 

14 2007-09-04-15 917 917 3 oul 1142 7 0 538 C  j7 2 08 12'3 1 IIV6 i KDIAISKVLR 10 NP 149485 1 0221. 0 9858 

65 2007-09-04-16 7140 7140 3 oul 2028 1 015 1 11 2 07 158 c ITV6 i LSFIHNDI.HFDNVUCK. 17 NP 149661 1 093H 0 968 

70 2007-0*04 15 6889 6889 3 oul 2108 9 1 581 1 3' 2 05 152 1 946 Nosema 1 TKTVCEGEVMEEGHTGCGNK .. AJ3M26979I RNA polymeiase II largest subunrt 0 9646 

66 2007-09-04-15 5857 5857 3 oul 2025 0 757 C 43 2 03 553 C Nosema i FOTKYIKGEDtllAOGCSR '3 ABE266S3 1 ool pdvpiotein 0 9707 

68 2007439-04 15 4753 4753 3 oul 2095 1 632 C 3' 2 03 162 c Nosema 1 KDFTLGVIRESNSPWCSR 18 ABE26653 • pol po^ryotem 0 9846 

6 2007-09-04-15 2014 2014 2 oul 9614 0 498 C 33 2 01 349 C693 SV|SV 2 EASPNSDGGK 10 NP 049374 1 polytjiiaMiii 09961 

78 2007.09-04-15 5765 5765 2ou1 2265 2 0 793 C 57 2 01 86 C SV|SV]SV 3 TSVSTLCNMLGKWTPERAMK 2' NP 049374 1 polyprotem 0961 

23 2007 09-04 15 5874 5874 2 oul 1377 7 1469 C 34 2 ... C693 IIV6 1 NENNSVGRTQMK 12 NP 149530 1 067R 0 9937 

4-1 2007-09-04 15 4121 4121 2 oul 1699 9 0 274 C 33 2 158 0 DWV 1 AGFPLSSLKPPGTSGKR 17 ABC95164 1 polyptotein 0 9943 

94 200709-04-15 6496 6496 3 oul 2902 2 ' DSC 046 199 i'6 1 386 irv6 1 rmFSOOCVM-VEVFCKDDENNDEK 25 NP 149866 1 423L 0 9912 

34 2007O9O4-16 '785 1785 3 out 1549 8 0 203 C 39 196 •94 1099 trv6 i NFNNGPEPKELYk. '.' NP 149900 1 437L 0 9S96 

9 2007-09-04-16 2689 2689 2 out 1049 5 1 401 C 32 1 93 396 0 irv6 1 VM'EEIKER 9 NP  149750 1 287R 0 9623 
53 2007 09-04 15 42714271 3 out 1752 1233 I 36 192 171 2 303 KBVIKBV KBV|K3V|KBVIKBV 6 TAANGIERIPVIGEIAX •' ABN49472 ' VP4 protein 1 'H34- 

83 2007-09-04-15 4092 4092 3 oul 2415 2 0 19 i 44 192 133 1 946 Nosema i SNWQSGVEVTDIILPDGFM'V". 22 ABE26653 1 pol potyp'otein 0 95.34 

20 2007 09-04-16 1528 1528 3 out 1236 6 1687 04 191 189 C693 BQCV 1 EG'JTVM-LESLK •2 NP 620564 1 nonsUuCturil pOlyiXOtein 0 9701 

30 2007-09-04-15 4344 4344 2 out 1495 8 1 607 C 38 191 385 C 693 IIV6 i TKSVSL1/YEDLNK 13 NP 149648 1 3851 0 9563 

42 2007 09 04 15 2037 2037 3 out 1640 8 0 903 0 3' ' 91 113 1 386 IAPV1IAPV 2 YVLDQQNSQhYVR 13 YP 001040003 1 slruciuial polyptotein 0 9767 

n 2007-05-04-15 62116211 3 oul 2266 ' : 13! 1 1 • 189 is-: C 693 MSCUT 1 QTLMFSATFPDEVHHLARR '5 ABQ96192 1 MM! 0 9536 

79 2007 05 04 15 6201 5201 3 oul 2300 i 0688 C 37 i 39 ;•• 9   • HV6 ' WIIWJSDCiFKDSILM'INTX 2: UP   '496T  ' 148R 0 9546 
27 2007-05-04-15 3922 3922 2 oul 1437 7 •;3'B C 42 185 362 0 irv6 

1 
t.riN!J.MASIM.3> 13 NP 149891 1 428L 0996 

21 2007-09 04 15 6336 6336 2 out 1326 7 0 865 (  34 183 26? C 693 IV6 ' MLNFFSPTELK n NP 149642 1 179R 0 9699 

67 2007-05-04-15 5737 6737 3 oul 2035 0 7'7 C 38 1 8 279 0 693 Nosema 1 EYVASYAELTSPFFGLLK 18 AB9':3.i • [ni potvD 1 teen 0 5'63 

88 2007 09-04-15 6025 6029 3 oul 2596 4 1 974 •43 1 8 163 J DWVIDWVIDWViDWVIDVWlnakugo 8 VPCGIPSGSPITDILNTISNCLLR 25 ABM64819 1 polyptolein 1 

100 2007-09-04-15 4174 41'4 3 out 3097 5 1 285 : 51 1 a 188 j Nosema i SIFDLFSEM'KDHETFANELYYAALAR AAB54170 2 Hypoinet cal protein C4JE4 2 0 955 

15 2007-09-04-15 6309 6309 2o.« 1153 7 0 46 0 36 1 77 19' 0 irv6 i LDPQLTIIIK II •IP   145620 ' 157L 0 9897 

90 2007-09-04-15 42214221 3 oul 2634 5 1 789 0 4 1 77 1-9 1609 IIV6 1 IL'TPK^EYM'WS-FPNIIAIK 23 NP 149672 1 2D9R 0 9943 

92 2007-09-04 15 4501 4501 3 oul 2706 4 0 484 : 44 1 77 X 3 Nosema i ISGEEICTSWEPRLWKIVGSIVSR 2-: ...«--•-, Mypolhelcai protein C44E4 7 0 9948 
24 2007 09-04 15 6721 6721 2 oul 1405 8 1 162 : i' 1 76 •••' 0 1026 i KDSsNSFMPWk •2 NP  149647 1 184R 0 9699 

1 2007 09-04-15 2895 2895 2 oul 700 5 044 0 3 1 75 356 0 Nosema ' VXDIIK 6 ABM26977 1 RNA polymeiase II largest subunit 0 9958 

10 2007-09-04-16 6297 6297 2 oul -   '• S 1 346 .   36 1 74 355 0 irv6 • GAVkSIQMDK 10 NP 149672 1 209R 0 9595 

87 2007-09-04 15 2963 2963 3 oul 26412 i 107 C 37 1 74 176 0 Nosema • NKFHLTSFSSGCDLQKEVECLR 22 ABV48890 ' hypothetica spoie roll protein 0 9717 

48 20070904-15 3379 3379 3 out 1717 i 1 033 [4? 173 '•: 1 386 irv6 • PHIPPFTKIILSUK 15 NP 149995 1 432R 0 9645 

49 2007 09-04-15 4353 4353 2 oul ";- 9 0 251 : 41 1 73 226 0 IIV6 • MIENRLNFRLNFR •3 NP  149761 1 296R 0 9647 

46 2007 09-04 15 839 839 3 oul ,71. q 0296 C 63 1 72 134 0 693 M • IVENLYLGNIQNGIR !•: NP 149586 1 123R 0 9714 

84 2007-09-04-15 4692 4692 3 oul 2515 2 1 711 C 38 1 71 108 1 386 Nosema • EFEMALPQSAVTARU'IRAASR 2': AAT12295 1 pnosphoipase D 0 9719 

28 2007-09-04 15 6108 6108 2 out 1453 8 1 033 C '9 1 7 23; 3 irv6 • LOIAVEDRAPkVk 13 NP 149851 1 3S8R 0 9939 

12 2007 09 04 15 4018 4018 2 oul 1102 7 r.d 6 5 169 627 0 Nosema PLKSHIYR 9 AB069724 1 unknown 0 9934 

32 2007-09-04-15 2715 2715 2 oul 1519 B 1 77 0 39 169 376 J Nosemai'.osemai'losema|Nosema|r6 ' AMEDATVRIDGSVR 14 ABM26981 1 RNA polymeiase II largest subunn 0 9727 

61 2007-09-04-15 68116811 2 oul 1947 8 1 518 C 61 169 106 3 Nosema 1 FNEQCGREM-EVUVISMK 17 ABV48900 1 hypothetical spore wall protem 0 9594 

35 200709-04-15 7574 7574 3 out 1559 8 ' 464 C 38 1 6? •i 9 irv6 ; M'DETQQLLYKFK 13 NP  149668 1 205R 0 9-B3 

! 2007-09-04-15 3489 3489 2 oul 860 5 • 47 C 44 ' 66 285 0 ITV6 i NFVKMNK ' NP  149902 1 439L 0 9531 

25 2007-09-04-15 750C 7500 3 oul 1407 7 0 803 C J' 164 226 1099 ABPV 1 INTPWAGDTSSAR 14 NP 066242 1 capsrO protein 0 9576 

11 2007-09-04 15 '995 1599 2 oul 1078 6 0 401 I   14 163 ,36 3 Noseoa 1 REONTkfR I ^Li«0      • AF406785 6 calmodulin-dependent protein 0 9976 

93 2007 09 04 15 6075 6079 3 oul 2855 4 0 243 0 5' 163 92 C 691 Nosema ' NNYSDFVWLLDIYQGWE<TLFDK 24 AB069722 1 unknown 09664 

98 2007 09-04 15 4499 4499 3 oul 3019 5 0 255 0 46 163 120 C693 1026 • FDSNSISPGTEFMHNLGRV1DIHIKK 20 NP  149475 1 0121 0 9899 

40 2007 09-04-15 5298 5298 2 oul 1613 1 15 1 4 1 6 Z7S 1 IIV6 1 IWIGKAGTGKSTLIR 16 NP  149538 1 0751 09884 

45 200709-0416 4071 4071 2 out 17129 0 545 ;• 16 82 1946 IIV6 i QA_LNTA3SSWYLSK 17 NP  149618 1 155L i 9706 
16 2007 09 04 16 875 875 3 oul 1165 6 1 476 C 3 = 158 243 3 Nosema i KENNEY01K 9 ABV48894 - hypothetical spoie wall prolem 0 9'I9 

43 2007-09-04-15 4246 4245 3 oul 1671 1246 0 4! 158 3'6 C693 Nosema i RSVtMGTKgWDNH li ABE26650 1 pol polyprotem 0 9928 

2 2007-09-04-15 1823 1823 2 oul 73)6j C "a C 36 157 193 0 IIV6 1 IIIIHK I NP 149680 1 217L 0 9539 
5 2007-09-04-15 2264 2264 2 out 1016 5 1231 (46 157 261 0 IIV6 i FMKNFDSK 1 NP 149843 1 380R 0 991 

62 2007-09-04-15 4625 4825 2 out 1966 1 1 494 '. 41 157 119 0 IIV6 ' SQFLKLVSM3HEGHTR 17 NP  149687 1 224L it 

1 2007-0904-15 2631 2631 2 oul MM 4 0 259 0 " 156 200 0 IIV6 ' TVDDTVR - NP  149672 1 209R 0 9977 

29 J007-09 04 16 3382 1182 2 oul 1J3- ') C 131 0 52 156 506 0 Nosema 1 ISRRLTFIPINR '. 4A7'?29<3 1 chromosome segregation protein 0 9737 

•5 2007-05-04-15 '930 1930 2 oul 1199 7 • 982 - - 56 6 53 3 live 1 KVMONKOIK It NP   149674 1 2'11 | 1979 
97 2007-09 04-15 4985 4985 3 oul 2967 S D 6 3' 0 6-1 .J 3: • 9 IIV6 i SIISCWIPNMTWSSLN-FNQNISYR 0 NP  149742 1 279K 0 9754 

81 2007-09-04 '•: 489'4897; oul 

2007-09-04-15 5596" 5596 2 out 

2337 3 

2304 
0 84 3 

"0462 

0 49 ' 53 58 1 Nosema 1 IEILGNHIEDGKLKIDTTSL.K 2' ABE26651 1 pol polyprotem 1 

80 [ 5? 1 52 26' 0 nve i TSLEYDEFM'EM'FM-VEkVK 21 NP  149612 1 149L 0 9799 

99 200709 04 15 5639 5639 3 oul 3041 5 1 108 : j' 152 '64 G Nosema 1 OKGTGKECVIEAVSLSSPAVSIMESTFSP. 29 AB069727 I unkfioaai | J797 

7 2007-09-04-15 3259 3259 2 oul 999 5 1 293 0 4Jj    151 3'8 C693 IIV6 ' PSDIPDTVR 3 NP  149901 1 438L 0 9973 

82 2007-09-04-15 4885 4889 2 oul 2367 2 0 448 0 48       15 126 6-3 Nosema ' ELSTRDL5QINIPYIYNDGR 2" BAF76326 1 haat shock p'ole n 70 1 
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Test 8 

SrNo File Name (M*H) •M •Cn XCoft Sp RSp Reference No Peptde AA IDK Protein PC 

39 2007-09-04-16 274S 2749 3 out 1515 7 0 5C3 0 '1 3 33 1232 2 Hosema 1 IWHHTFYNELR 11 AAB86863 1 actin 0 9843 

19 2007-09-04-16 1653 1653 2 out 1171 6 0 37 0 63 3 14 862 2 '.O?*- 3 1 HKGVMVGMGQK 11 AAB86863 1 arti^ 0 9569 

63 2007-O9-O4-16 3497 3497 2 out 1790 9 1 197 0 63 3 08 624 3 Nosema • SVELPDGQVIRIGSER 16 AAB86863 1 acti^ 0 9958 

32 2007-09-04-16 4168 4166 2 out 1457 9 C 051 0 23 27 620 3 NosemariosemalNosemalHosemalNosem 5 IIAQWSSITASLR 14 AA2223550 1 alpha-tubukn 1 

56 2007-09-O4-16 5481 5481 Soul 1723 9 1 518 03 . 41 63' J EKrCVPQCV 2 LDtAQYVDTETKEAh 15 HP 620565 1 structural polyprotein 0 9869 

61 2007-09-04-16 2656 2656 3 out 1755 8 1619 0 44 2 39 953 ) VDV1IVOV1 2 RSSLECQYIEPSTSR •5 YP  145791 1 polyprotein 0 9558 

SO 2007 09-04-16 4145 4145 3 out 2440 2 0 085 0 3' 2 36 316 2 irv6 • VIPFESTFKDSIDDISi.EEQK 21 IIP  149647 1 184R 0 9986 

27 2007-09-04 16 2334 2384 2 out •144 - • 254 0 J7 234 356 2 i(V6 • IENENNLEE1K •1 HP  149776 1 313L 1 

11 2007-09-04-16 1018 1018 2 out 1077 5   1 876 2 23 2 25 450 3 Nosemal'JosemalNosema 3 IREEYPOR 8 AAN35161 1 beta-tubulm 0 9515 

70 2007-09-0416 3106 3106 3 out 1962 1831 D4S 222 315 2 Nosema • EEQASNLTDKTBGLERR 17 ABE26650 1 pol pol^protem 0 9991 

14 2007-09-04-16 6206 6206 2 out 11156 0 24 0 19 2 19 67! 1 IIV6 • OTAAGSG1ALVK 17 HP 149622 1 1591 0 9607 

89 2007-09-04-16 5432 5432 3 out 3071 3 1 133 0 2' 2 19 122 1 792 IIV6 • SEWENNFTYAGNNIGCTKEM'ESDM'IR 28 HP 149492 1 029R 0 9643 

20 2007-09-04 16 1506 1506 3 out •191 6 ' 143 2 J 2 16 1-2 2 11V6 • CIM'AVYGKYK 11 HP  149635 1 172L 0 994 

46 2007-09-04-16 5303 5303 2 out 1614 9 0 399 0 14 2 15 656 2 IIV6 1 TIL7TKVQNIN1EK 14 HP 149513 1 050L 0 9591 

63 2007-09 04 16 344C 3440 3 out •356 '   0 227 0 '2 2 13 252 2 live • FPILFYGFKNMONK 16 NP   149571 1 108R 0 9848 

34 2007-09-0416 5595 5595 2 out 1492 9: 1 996 - 2 11 256 0 69' Nosema 1 VLDHRHIGSIK-K 13 BAf 76326 1 rieat shock protein 70 0 985 

=0 2007 05 04 If 2465 2-169 3 out 31056 0 027 0 47 2 1 14' 3 DVyV)DvWIDWV>DyW|DWV!DVWIKakugo 3 IFSISPVQTnPFRQYYLOfWASYR 26 ABQ16545 1 polyprotein 0 9622 

2 2007-09-04-16 730 730 2 out 862 5 1 076 0 23 2 07 1'4 2 Nosema 1 KHKMTLK 7 AB069713 1 Sec61apha 0 9932 

26 2007-09-04-16 6136 6136 2 out 1285 7 0 172 0 3 2 05 32' 2 IIV6 1 EAQKIEKGNR li NP   149612 1 149L 0 9865 

66 2007-09-04-16 3872 3872 3 out 2988 5 1485 0 36 2 05 109 0 693 IIV6 1 FlYOSAFfFVGLDENtlSlGCILM'SYK 2' NP   '436-8 1 1951 0 976 

41 2007-09-04-16 5245 5245 3 out 1538 7 1 58 G 39 2 01 656 2 Nosema 1 SWGWGTGSPGTWAVR 18 AAT12294 1 beta ua-isducin repeat containing, protem-li 0 984 

81 2007-09-04-16 602C 6020 3 out 2476 3   1 766 021 201 224 3 IIV6 1 LNQSM'L-LAIKDEELESEKEK 22 NP  149683 1 420R 09664 

51 2007-09-04-16 3843 3843 2 out 1677 9! 1 393 0 38 2 '9 2 0'9 trv6 • GPGNDMVKKALGYSIK 16 NP 149851 1 388R 0 9942 ' 2007-O9-O4-16 1128 1128 2 out 800 5 0 745 0 3 199 505 3 Nosema • RIDtAGR 7 AAB86863 1 actin 0 9874 

16 2007-09-04-16 1276 1276 3 out 1142 7 0 058 1.31 198 672 3 HV6 1 KOIAISKVLR 10 NP  149485 1 0221 0 9704 

24 200' 09 04 IS '.592 2993 2 out 1227 7 142' 0 38 197 34 3 3 11V6 1 KLOELRNIAR 10 HP  149695 1 2:2= 09964 

38 2007-0904 16 "94 1594 3 out 1502 9 1 885 0 43 1 96 305 3 live 1 QIDRMVIOFKPK 12 NP 149475 1 0121 0 9794 

44 2007-09-04-16 332C 3320 2 out 1607 8 0 76 0 32 • 96 21' 3 Nosema • FIPNCSSIMEPITR 14 ABE26652 1 pol polyproteir 0 9831 

23 2007-09-04-16 6147 6147 2 out 1205 7 0664 0 38 1 95 461 3 ICV6 • VDVSTQTKTVK 11 NP  145)655 1 192R 0 9727 

72 200' -05-04 1F422C4220 2 n .! 2026 1 0 037 0 46 1 94 •23 3 SV • TAEGTTVWRKVfTSYSSK 18 AAT45736 1 structural polyprotein 2 994 

85 200709-04 16 3824 3824 3 out 2636 4 0 679 2 35 1 92 "3 : Nosema • NTTlRSVTFIIKGELQMCSVINIR 23 ABE27273 1 unknown 1 

•: 2007-09-04-16 1319 1319 2 out 392 2 0 837 2 14 19 133 2 1IV6 ' ETVGVLFK 8 NP   i49''2 • 307L 0 9901 

83 2007-09-04-16 3991399! 3 out 2569 1 1 051 0 42 1 89 21' ] IIV6 1 TGEPYICFIDTCNKHrVTYDFQK 22 NP  149548 1 382L 0 9791 

87 2007 09 04 16 54515451 3 out 2939 4 0 322 0 37 1 89 176 5 IIV6 1 UEMNQKTAFMGINIKDEGPSNVl.tilk 26 HP  149674 1 211L 0 9744 

4 2007-09-04-16 1302 1302 2 out 832 2 1 4" 0 43 1 98 232 3 11V6 • KFEIFAK ' flP 149681 1 218R 0 988j 

35 2007 09 04-16 3256 3256 3 out 14% 9 0 034 2 38 1 88 69 1 792 IIV6IIIV6IIIV6IIIV6 4 MAPAATVGAVATIPVK 16 NP   '49912 ' 4492 0 984 

•2 2007-09-04-16 3500 3500 3 out 1685 9 1 855 0 34 1 86 338 2 IIV6 • MCHIRFKIFYLSK '3 HP 149711 1 248R 1 

25 2007-09 04-16 2943 2943 2 out 1236 6 0 951 0 17 1 84 119 1 386 Nosema 1 EM-AQKAGEKTK •2 AAU11092 1 unknown 0 9774 

-1 2007-09-04-16 4537 4538 3 out 2029 0611 0 35 1 83 506 3 Nosema • FNVKYIKGEDtilADGCSR 1B ABE26653 1 pot potvprolem 0 9B16 

69 2007 09 04 16 5134 5134 3 out 1957 9 0 843 0 48 1 82 271 2 DWV1DWV1DWV|DWV|DWV 6 W'EFTDQDKSGNTVKWR 1' ABM648I9 1 polyprotein 0 9645 

82 2007-09 04-16 4156 4156 3 out 2556 1 1 29 0 42 1 82 138 3 SV 1 REWGSPDSDGGKGOSWAGSDNPHR 26 AA179021 1 AF469603 1 polyprolein 0 9583 

47 2007-09-04-16 3194 3194 2 out 1630 8 0 386 0 '9 1 81 '04 1099 live 1 QENMLIESHNM'LR 14 NP 149463 1 468L 0 9607 

74 2007-09-04-16 5536 5536 3 out 2042 2 • 342 0 51 1 81 206 0 693 Nosema • lELSQADSTRIKAlVELR 18 AAC47660 1 mlDchondnal-type HSP'O 0 9862 

12 2007 09-04-16 3457 3457 2 out 1102 7 2 4 3 0 4 18 409 ] Nosema ' PLKSNLYR 9 AB069724 1 unknown 0 9951 

26 2007-09 04-16 915 915 3 out 1360 7 0 264 : 34 1 79 293 3 Nosema 1 EWEAW-2RMGR 11 AAC41564 1 isoleucvt-tRtiA synthetase 0 9516 

57 2007-09-04-16 5980 5980 3 out 1734 9 1 887 3 42 1 76 29' 3 693 irve 1 DVPIGNDFDKATITTh '6 HP 149798 1 3361 0 9846 

75 2007-09-04-16 4094 4094 2 out 2045 3 0 133 2 51 1 76 '3 3 Nosema 1 RLLNT1LGIHLKGITNIR 18 AAD12605 1 RHA potymerase II largest subumt 0 9621 

18 2007-09 04-16 1096 1096 3 out 1156 5 0 484 0 37 1 75 343 ] KBV|KBV|IAPV|LAPV 4 CAIVtOTPYOK 10 IIP a: Min • non-structural polyprolem 0 9831 

86 2007-09-04-16 4013 4013 3 out 29214 0 972 0 49 1 74 1-36 1 lrV6 1 MGISFCPPICGNSPFFITFSKLNSVSK P HP 149615 1 152R 0 9542 

59 2007-09-04-16 3577 3577 2 out 1746 8 0 406 042 1 73 24' 3 irv6 • NCOEKETIYSDNFR 14 NP  149500 1 0371 09626 

60 2007 09-04-16 5181 51B' 3 out 1749 9   1 896 0 16 1 72 158 3 I1V6 1 IFYlSKVNMLCOYK '4 t.P   149711  . 248R 0 9515 

64 20070904-16 3945 3945 3 out 1822   1 426 0 44 172 93 1 609 Nosems • LSNLLKM'PKFNCEIR •6 AB069727 1 unknown 0 9523 

1 2007 09 04 16 1097 1097 2 out 999 5 1 378 0 42 1 71 123 2 197 DVW|DWV]DWV|DWV|D;W1DVVV|DWV|D 41 ANESFKM'R 9 ABM64B52 1 polyprotein 1 

62 2007-09-04-16 6059 6059 2 out 1763 1 • '9 0 41 1 7 241 3 Nosema 1 RMFVLAVIVLFLITK 1! AAL28057 1 AF4067B5 6 calmodulin-dependenl protein 2 9966 

37 2007-09-04-16 3734 3734 2 out 1498 8 0 246 0 46 169 64' 3 IIV6 1 EIFICYREGIKK 12 HP 149500 1 037L 1 

77 2007-09-04 16 566C 5660 3 out 2H2 1 1 5C6 0 4' 1 69 12' 0 Nosema ' IDYGIEQESIPKEKTSFK 18 ABE25651 1 pol polyprotein 1 

4S 2007-09-O4-16 4823 4823 3 out 1666 B t 946 0 41 ' 68 !.'• 0 IIV6 • DINVASYSPVGASRCK 16 HP  149662 1 19SL 2 964 

17 2007-09-04 16 1886 1886 3 out 1144 6   0 317 0 )2 167 294 0 IIV6 ' WSELPLEDR 9 IIP  149864 1 401R 

67 2007-09-04-16 5576 5576 3 out 1939 1 0 668 0 4' 167 94 1 099 Nosema ' YHKLNINPVKLFIDPK •6 A8E26661 1 pol polyprolem 0 9842 

79 2007 09 04 16 3982 3932 3 out 2338 1 1 741 2 52 1 66 138 2 IIV6 • MY^SAVNFQDELFCYENAR •9 HP  149570 1 107L •:'!','!• 

66 2007-09-04-16 4039 4039 2 out 1938 9 0 688 2 44 165 130 2 live 1 NPHVDEPAFNVNEIMGR 17 HP 149612 1 1491 0 9705 

48 2007-09-04-16 61016101 3 out 1664 8 1886 04' 1 63 150 1 946 F3QCV 1 AKVEGSNGVPEAYESK 16 NP 620564 1 nonstructural polyprotein 0 992 

10 2007-09-04-16 2575 2575 2 out 1070 6 2 644 0 4* ' 62 6-2 3 live 1 LLVV3WLPK 8 NP  149515 1 052R 0 9836 

42 2007-09-04-16 2615 2515 3 out 1564 9 127 C 4 1 59 •'3 0 live 1 GSLRAQIIAEEEIR 14 flP  14961? 1 149L 0 9668 

S 2007-09 04-16 1554 1554 3 out 1049 6 0 93 0 1' 156 131 3 live 1 ELKDNRFK 6 NP 149851 1 388R 0 9614 

21 2007 09 04 16 1013 1013 3 out 11946 0 602 I <3 1 66 I'l 2 Nosema 1 AYPTSEERNK 10 ABV438971 hypothetical spore wall protein 0 9676 

33 2007-09-04-16 4576 4575 2 out 1463 6 1 773 2 44 166 187 2 live 1 SLTNPDSYVLNLK 13 NP  14958B 1 I25L 0 9671 

29 2007 090416 6263 6263 3 out 1408 6 1 217 2 23 1 65 208 1 099 ABPV|ABPVLABPV!KBV|K.BVIKBV|I\BVIIA 9 IDTPM'AQDTSSAR •4 AAL05919 1 capsid polyprotein 0 973 

45 200709-O4-16 867 367 3OU1 1610 9 1 061 2 28 1 65 179 3 Nosema 1 ELASKMHLKIIEAK 14 AB069715 1 unknown 0 9924 

78 2O07-09-O4-16 3670 3670 3 out 2127 3 0 261 2 39 155 135 3 live 1 UTUSAILCSIFISFLFI 13 NP  149749 1 2861 0 9526 

3 2007-09 04-16 3097 3097 2 out 680 6 1 336 2 49 • 54 233 3 11V6 1 NFVKMNK ' NP  149902 1 4 39L 0 9675 

53 20070904-16 2475 2475 3 out 16B6 9 0 329 2 41 152 85 0 693 irv6 1 QSKACrTYGFDKPTK 1! NP  149717 1 254L 0 9818 

6 2007-0904-16 1641 1641 2 out 92 • •: 0 582 2 41 1 5 44' 3 Nostma 1 NVKGYKDK 6 AB069717 1 -nknow" 0 992 
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Sr tJo Fit Nam IM.H) •M ••> XCotr SF RSf Reference II: Peptide 4.9 ID« Protein PP 

48 2007-09-04 '• 395: >?3- - oul 1790 9 0 521 ; S3 1 58 719 . Nosema • SVELPDGQVIKiGSER If AAB86863 1 aclm 1 

31 2007-09-04 17 3045 3045 3 oul 1515 7 0 261 C 59 2 '3 '•94 0 Nosema • IWHHTFYNELR •1 AAB86863 1 actei 0 •<•*,. 

29 2007 09 04 17 5232 5233 2 out 1492 5 0 *06 941 2 34 345 0 Nostma • VLDNRHLGSIKLK IS BAF76326 1 heat shock protein 70 9S7S75 
21 2007 09-04 17 1066 1066 2 oul 1171 6 0 2: : '1 2 31 6:4 0 Nosema • HKGVMVGMGQK •1 AAB86883 1 ectrn 99623 
35 2007-09-04 17 3018 3018 3 om 1559 6 1 564 0 49 2 28 581 0 IIV6 • WDETQQLLYKFK •1 NP 149668 1 205R 99913 
54 21)07 39-04 1 7 444 1 444 • 2 DU! 1932 1311 3 49 2 74 167 c OWVlDVVVtOWVlKakuQOlVDVIIVOVI 5 AfFGEAFNDLKTLM'RR •' NP 853660 2 poryprotem 0 9' 7: 

25 2007 99-04 17 3579 3579 2 om ,37- 7 0 388 0 39 2 18 67 1 386 IIV6 • NENNSVGRTQMK 12 NP 149530 1 067R 0 9637 

i 2007-09-04 17 1405 1405 1 om 715 4 0 035 0 16 2 16 34' 0 IIV6 ' NIIIDK •3 NP 149495 1 032R 1 

71 2007-09-04 17 4914 4914 3 Olil 2439 3 0 761 C 42 2 15 325 c IIV6 ' YSCLEPYISSLIINIERGQIK 21 NP 149902 1 439L 1 

44 2007-09-04 17 4080 4080 3 om 1746 8 1 359 0 42 2 14 6?7 1 IIV6 ' EEDEVYOFANNFVR •4 NP 149731 1 268. 0 9863 

50 2007-09-04 17 6442 6442 2 om •81'9 0 77 C J7 2 14 32' ' KBVKBV 2 FMSSUECDKVEACDK '5 NP 851403 1 non-structural polypfOtern 0 98'U 

39 2007-09-04 17 5403 5403 2 om 0272 : 31 2 06 641 61 IIV6 • TLT3TKVQNINIEK -4 NP 149513 1 0501 

78 2007 0904 17 5234 5234 2 om 2851 4 0 856 : 3)3 2 03 •91 0 IIV6 • YAGFSEITUNVIVFSSIYEDSNNR 23 NP 149535 1 072R 1 

82 2007-09-04 17 4351 4351 3om 292"' 6 0 828 : 51 2 01 •48 0 IIV6 • GLVTYHHTMLKVIIQRELW1MFK 2- NP  149894 1 431L 0 9665 ' 2007-09-04 17 2833 2833 1 om 700 5 0 927 9 ia 199 414 _J? Nosema • VXOIIK 6 ABM26977 1 RNA polymetase II largest subunrt 1 
51 2007 09-04 17 3468 3468 3 om 1826 0 879 9 33 199 343 0 DWV • PEMDRILNLAEGLLNK •6 ABB36638 1 potyprmein 0 9948 

30 200709-04 17 4321 4321 2om 1498 8 0 197 C 3? 1 98 679 0 IIV6 • EIFICYREGIKK '2 NP  149500 1 0371 0 9982 

65 2007-09-04 17 4184 4184 3 om 2293 2 1492 : 4- 1 97 ?'i 0 Nosema • T.MVDLEPGVtESIKNSEYR 20 4AC4741S • alpha !..fj-,;-i" 0%83 

80 2007-09-04 "426! aw    :.l 285: 4 0 319 3 4 1 97 197 3 Nosema • NNYSDFVMTJ.DIYQGWEKTIFDK 24 AB069722 1 unknown 0 9917 

62 2007-09-04 17 5631 5631 3om 2197 0:62 0 43 • 95 120 0 ITV6 • MPFFQDILFYPWM-M'IPh 2. NP  149516 1 053R 0 9894 

'- 2007-0904 17 6874 6874 3 om 2754 8 1 7 54 1 91 103 1 792 IIV6 • VULLLLLAVLLLLLIFM'KVCKQK 2! NP  149679 1 2I6R 0 977 

24 200709-04 17 4248 4248 2 om 1285 7 0 584 0 Si 19 1203 0 IIV6 • EAQKIEKIGNR •1 NP  149612 ' 149L 09686 
3 2007-09-04 17 1592 1592 1 om 730 4 L 93? 0 29 • OS 219 0 IIV6 • M.NVDR 5 NP 14%81 1 218R 1 

19 200709-04 17 860 860 2 om 1142 7 1089 0 36 1 88 300 0 NV6 • KDIAISKVLR •0 NP  149485 1 022: 0 9882 

68 200709-04 I7 5996 59% Soul 2310 1 0 542 C 3' 1 86 ?92 0 Nosema • TGELAVADLGCGRVrSERHVHR 22 AAT12294 1 beta ttansducin repeat contamino, protein 0 9934 

:o 2007-09-04 17 2829 2829 2 om 1719 9 0311 0 3' 1 85 260 0 ABPV • NVTMQNSKKNNSNK IS NP 066242 1 capsrd protein 0 9967 
57 2007-09-04 17 2732 2732 3 om 2037 1 0 833 0 37 1 84 ?3 1 0 693 IIV6 • YQGLAKPINIVTESII4VR •s NP 14% 12 1 149L '.. 18". 

20 2007-09-04 17 884 884 3om 1156 5 0 459 3 i: 1 8 272 0 693 KBV|KBV|IAPV|IAPV 4 CAMDTPY1DK '0 NP 851403 1 non-strucrura polyprotein 0 99194 

83 fl»J S-St 17 3454 3454 3 om 2933 5 0 9% 01 1 79 34 0 Nosema 1 KYDCV1IOEAHERS1.NIDILLGYLK 25 ABO«9722 1 unknown 0 9972 

56 2007-09-04 17 1755 1755 3 om 1987 9 0 667 3 44 1 78 '6 0 IIV6 1 DMKFGCHEYIEFGKOR •9 NP   149538 ' 075L 0 9578 

14 2007-0904 17 1179 1179 2 om 1074 5 0 566 0 39 • 77 328 0 Nosema • ENNVADGLSR •0 •t'z '559 pol potvprotem 0 9967 

46 2007 39-04 17 2931 2931 3 om 1776 1 024 I Si 1 77 470 0 Nosema • LYVGNVEFPLLAKNAK •6 ABE27268 1 unknown 0 9978 

32 2007-09-04 17 2644 2644 2 om 1519 B 1 356 0 43 •  '4 ?61 0 Nosema|NosemalNosema|fJosema|Nose T AMEDATVRLDGSVR •4 ABM26981 1 RNA polymetase II larrjes! subunrt 0 9886 

• 2007 09-04 17 849 849 1 oul 816 5 0011 : M 1 71 216 0 NoMrm • NISNLKK ' ABE27266 1 unknown 1 

84 2007 09-04 17 5206 5206 3 oul 3295 7 1 55 0 -3 9 1 '1 ... 0 11V6 • LLLFFHTFLCHTFLCHTFNLLNYYFK 26 NP  149634 1 171R 0 9778 

11 2007-09-M 17 2320 2320 2 oul 1016 5 1 363 2 4 1 69 301 0 nv6 
1 

FMKNFDSK 3 NP  149843 1 380R 0 9691 

34 200709-04 174161 4161 2oul 1524 9 1 069 3 4 169 ' 0 «V6 ' SLGWNEQLKVIJPK •4 NP 149859 1 3%L 0 9942 

25 200709-04 17 3806 3806 3 oul 1292 7 1604 0 3<3 168 262 1 099 ABPV • KVDWrJAFGES-: '2 NP 066241 1 repiicase polyprotein 0 9928 

28 200709-04 17 5031 5031 2 oul 1468 8 0 606 041 168 92 1 099 IIV6 ' ELYKLWIDALPK •2 NP  149900 1 437L 0 9813 
47 2007-09-04 17 3276 3276 3 oul 1778 9 0 126 0 41 1 68 516 c Nosema • SVTEDTGYFYDliKK 15 ABE26655 1 pol poly-prolern 0 9958 

55 2007 09-04 i7  ,-s-  :n    : 194'3 1452 0 44 1 66 128 0 Nosema • FNEQCGREWEVLMSMK I' ABV48900 1 hypothetical spore wall protein 0 9<9: 

70 200709 04 17 6009 6009 3 oul 2425 2 0 659 0 4 166 267 0 HV6 • t-VLDVAM'LASSEGVSVYFNDKK 23 NP   14 93 3? ' 045L 0 9567 

J 2007-09-04 17 1918 191B2out 736 5 0 228 0 42 1 65 213 0 HV6 ' IHK 6 NP  14%80 1 217L 1 

13 2007-09-04 17 7143 7143 2 oul 1070 6 1 503 0 3" 1 65 ?79 0 HV6 • LLWDWLPK B NP 149515 1 052R 0 99'J 

61 2007-09-04 17 1736 1736 3 oul 2U9 1 669 057 1 59 16 1 0 11V6 ' MPFFODtlFYPMMMIPK 17 NP 149516 1 053R m 1 
73 isa'i us-* 17 4210 4210 3 out 2619 5 1 647 0 43 1 65 206 0 11V6 

1 
EPT1LPPIKLEQIAYIRAGDEPR 23 NP   14%64 1 201R 0 9854 

33 200709 04 17 4105 4105 2 oul 1522 9 0 507 0 i9 1 64 462 0 IIV6 ' ALFKLNDILFTLD 1? J!-     . 4421 0 9818 

45 200709-04 17 5454 5454 2 Oul 1750 9 1409 1 63 169 0 693 irv6 I GHQNLYKNM'ILYIK IS NP  149751 1 289R 0 975 

41 200709-04 17 5540 5540 2 om 1702 1 332 0 41 1 6 249 0 Nosema 1 AiEElVIVKHGIPOR 15 ABE26664 1 pol polyprotein 0 9852 

79 20070904 17 3026 3026 3 oul 2854 4 1 546 1 6 109 0 693 Nosema 1 r^LGLYWPVQWEFSRLNM'PDALLSK 26 AAB62548 1 glulemmyl-lRNA synthetaee 0 9925 
74 2007-09-04 17 4999 4999 3 out 2653 4 1 053 0 42 1 58 135 0 BOCV 1 VKFATNHVSRLM-LLNHVQCDtAK 24 NP 620565 1 structural polyprotein 0 9973 

17 2007-09-04 17 2805 2805 2 om 1123 6 1 524 3 5 1 56 23 0 0 IIV6 1 MTTQNPF1R •0 NP 14%39 1 176R 0 9582 

60 2007-09-04 17 3062 3062 3 oul 21152 1 4% 0 47 1 55 17? 1 099 IIV6 1 IRLAVIVDIEKEVSFLDR •8 NP 149615 1 1520 0 9923 

9 2007-09-04 17 3378 3378 2 oul 880 5 1 12 0 56 1 54 28 7 0 693 IIV6 
1 

NFVKMNK ' NP 149902 1 439L 0 9955 

40 2007-09-04 17 4803 4803 2 out 1661 9 0 183 048 1 54 80 1 386 VDV1IVOV1 2 PVCNRSPMTLFKK 16 YP 145791 1 polyprotern 0 9867 

8 200709-04 .V.'iiS 9306 • "J: 858 5 0 538 0 46 1 52 2'3 0 HV6 1 LTTJKNLR ' NP  149647 1 1S4R 1 

49 2007-09-04 17 4460 4460 2 oul 1810 0 289 0 4? 1 51 226 0 irvs 1 FEEALSAQFORSRK 15 NP  149612 1 1491 0 99O6 

16 20070904 17 1838 1838 2 om 11137 0 =-32 J 1 5 154 0 live • KILDIPKMR 9 '.F   -49'3' ' 244L 0 9505 
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St No File Name IMtH •W 'Cn >Cc- sp RSf Reference No Peptide AA ID» Protein PP 
!• 2307.09-14-01 3655 3655 2 001 1790 9 0 448 3 64 -15 2 Nosema 1 SYEIPDG02V1KIGSER 16 AAB88863 1 Ktm 0 9768 

.'-1 2307-09-14-31 3019 3019 2 oul 1515 7 0 58 .   6J 3 '2 Hi? 3 Nosema 1 IWHHTFYNELR 11 AAB86863 1 acttn 

26 2307-05-14-31 4778 4778 2 out 1614 9 1 509 0 4' 3 39 627' 0 IIV6 ' 71LTTXVQNINIEK 14 NP  149513 1 0501 0% 
2 2007-05-14-01 3163 3163 2 out 1130 5 0 712 0 46 3 34 660 C NoaemalNosemalNosemelNosemalN- 14 FPGQLNADLR 10 AAZ23552 1 beta-tubulm 0 9933 

10 2307-05 14 31 1344 1344 2 ool 1229 7 16B5 0 33 2 se 5.65 c IIV6 ' EIOLMKNILK 10 IIP  145723 1 260R 0 9906 
7 2007-05-14-01 1092 1092 2 out 11716 0 383 0 59 2 6 663 c Nosema 1 HKGVMVGyGQK 11 AAB66863 1 actm 0 9937 

29 2007-05-14-01 3610 3810 3 oot 1668 1 723 L 42 2 43 1069 2 Nosema ' IKVIQEVQIDILEK 14 ABE27269 1 unknown 0 992 
102 2307 ;;. -4 ;-i 6635 63 36 3 oul 3132 4 1267 4: 243 22' 2 KBVKBvlKBVIKBV 4 TEVMDPAPCEYVAHIFSYWRAT7.VCYR 27 YP 308662 1 VP2 0 9848 
79 2007-05-14-014892 4892 3 out 2403 2 1071 947 241 149 0 693 tlosema 1 EE3IEKTAFACREGLFEFLR 20 ABE26665 1 Pol polvprotein 0 9838 
16 2307-09-14-01 1200 1200 2 ool 1344 7 0 576 0 31 2 35 4-4 C IIV6 1 lEI.E'JNLEEIK 11 NP  149776 1 313L 2    ' 

9 2007-05-14-01 1050 1050 2 oul 1204 7 0 931 0 28 2 32 440 c IIV6 ' I.AERFVEVLK 10 IP    .-•:-.. 6 0851 0 9972 
39 2007-09-14 01 5221 5221 3 oot 1754 0 357 0 33 23 J01 2 IIV6 ' VTJGKPEVCNIARLVTJK 16 NP 149639 1 176R 0 9822 

40 2007-05-14-01 2976 2576 3 out 1 '5-6 3 0 478 1  :4 2 26 4" 2 VDV11VDV1 2 RSSLECQYIEPSTSR 16 YP   145791   1 polvprotein 0 9769 
82 2007-09-14-01 6236 6236 3 out 2440 2 • 15 C 34 2 23 236 0 693 W6 1 V1PFESTFKDSIODISLEEQK 2- '16   '4964' 1 1B4R 0 9617 

18 200709-1401 3320 3320 2 ool 1430 8 1 345 0 33 2 21 153 0 693 Nosema ' NMLEIRNKTPSK 12 ABE266511 pol poyptotein 0 9878 

81 2307-09-14-31 E222 5222 3 out 34 33 2 1 848 t. 36 2 '3 "2 1095 Nosema ' VY-YTLVSKDTEEM'YYSRK 20 AAT12293 1 DNA repai- helcase RAD25 0 9871 
i7 2007 09 14 01 3829 3829 2 oul 1374 7 0 ";9 [ 34 2 08 kit C Nosema ' EVMRIQAESLAK \2 MT12295 1 phospno'ipase D 0 9734 
37 2007-09-14-01 3948 3948 3 out 1746 3 i 531 r 34 2 08 377 i UV6 ' EEDEWDFANNFVR 14 14P  149731 1 2581 0 9919 
77 2907-09-14-01 7235 7235 2 out 1492 9 0 66 0 3-3 206 35; t Nosema ' VLDNRHLGSIKLK 19 BAF76326 1 heat shorn protein 70 0 998 

95 2007-09-14-01 6648 5646 3 out 2917 5 ' 33 C41 2 03 2:'- [ IIV6 ' DLQMVIITKYHLQPLFrjKLLDEEAK 25 NP 1499'7 1 454R 0 9852 
87 2007-09-14-O1 4647 4547 3 out 2542 3 1 918 . 4 2 26J C NosemalNosemalNosemalNosemaINc 8 LPGM1M<E5FESQVNYVLNKAR 22 ABM26981 1 RNA polymeiase II largest suDunrt 0 9704 

76 2307-05-14-01 6687 6687 3 out 2320 1 0 268 2 33 ' 39 95 1386 IIV6 • CA-2GCC LNFTNEIHHFKNK 20 NP  149877 1 414L 0 956 
48 2007-09-14-01 3375 3375 3 out 1626 0 5'5 3 4 ' 97 426 C DWV • PEWDRILNLAEGILNK 16 ABB36638 1 polypi 01 eio 0 9908 

3 2007-09-14-01 3763 3763 2 oul 1143 5 1 707 2 64 ' 36 980 [ NosemaiNosema 2 LAVHVVPFPR 10 AAW35'61 1 beta-luOulin 0 9955 
94 2007439 14 31 7049 7C49 3 oul 2854 4 1 18 C 35 ' 56 228 2 ABPVIABPV 2 AGWDOf'TFG'rVUGTPQTCX.rTTrfETK 26 IIP 06624 2 1 capsio protein 0 9698 
12 2007-O9-14-01 3225 3225 3 out 1776 9 •234 D S5 193 263 0 Noaama ' MVCEDCNNRQPV1KK 15 -.-2   -s:    1 RNA polymeiase II largest suOunit 0 961:5 
97 2007-09-14-01 5684 5684 3 out 3052 4 ' 358 2 H ' 3. 116 0 693 IIV6 t PFFFM'ENDSEYDQE2HRLKDVLNR 25 NP  149818 1 365R 0 9616 

99 2007-05-14-01 6209 6209 3 out 3051 -3 1 939 2 4" • 93 66 1792 HV6 1 NN DVTKNNLIYLNDLSTVSIDOLQEK 27 NP  149513 1 050L 0 980' 
84 2307-09-14-01 5581 5581 3 oul 2448 1 0304 . 43 ' 92 141 1 099 1IV6 1 EIIFGS CGTADVDE3SYEEKK 22 NP  149625 1 162R 0 9888 
91 2307 05-1401 3847 3847 3 out 2'43 f 1914 2  6 1 92 156 1386 KBV|KBVIkB\/KBV|KBV 5 PVTAAVKWFADIVGGVAAIFGWSKPR 26 ABN49472 1 VP4 protein 3 ! 7  3 

104 2007-09-14-01 4994 4994 3 oul 3203 5 1 04 .   4 i 91 153 2 197 IIV6 1 LK~FNDYR-3SLEPQF(rAVAIYDTDNAh 27 IIP   149778 1 315L 0 982' 
57 2307-09-14-31 5786 5786 3 oul 1890 1 0 924 34' 1 9 17! 1 386 VDV11VDV1 2 TLWADLQRVGSEISTSVh 13 YP   145791 1 polvprotein 0 987' 

78 2307-09-14-01 6445 6445 3 oul 2361 3 1981 0 39 1 9 133 2 Nosema : IFCETLONAVGNCLDKAARILK 22 AB069714 1 unknown 0 9854 

106 2007-05-14-3! 6647 6647 3 out 3311 B 1 776 : 4r. ' 33 1:5 ' U99 Ka-.jgc 1 vYGSASOQIAQvVPTISVPRGfcLAF^kl'IJGk 30 YP 21:696 1 polyprolein 2 962' 
54 2007-09-14-01 3435 3435 3 out '334 0 341 • as 254 2 Nosema|Nosema|IJosema 3 KLDMGAKEYS-MGLLSK 17 ABM26981 1 RNA polymeiase 11 largest suOunit 2 N'69 

24 2007-09-14-01 4141 4141 2 OU! 1524 9 1 744 3 44 62' 2 IIV8 1 5LGWNEQL-5VNPK '4 NP  149B59 1 3361 0 9937 

106 2007-09-14-01 6689 6589 3 oul 3435 7 0 349 3 39 >2V 11". C Nosema 1 SIFDLFSEMKDHETHANEOYYAALARILK 29 AAB54-70 2 Hypothetical protein C44E4 2 0 989 
44 2007-09-14-01 2067 2057 3 out 1782 9 0 93B C 35 ' 36 225 2 SV1SVISVISV 4 PVASTTSTEVIVYM-R 17 NP 049374 1 polvprotein 0 9969 

36 2007439-14-01 7369 7369 3 oul 1737 9 1946 2 39 ' 33    123 2 irv6 1 NGGYPNLETFKVSRR 15 NP  149722 1 259R 0 9993 

75 2307 09 14 31 4571 4671 2 oul 2250 2 0 707 [ 43 1 3-3    26"' C irv6 1 MNLKFIFPNVDTDIl.VKNK 19 NP 149597 1 134L 0 9872 

15 2007-05-14.;• '.•'- -:::. .-,..• 1323 5 0 666 3 49 1 84-   194 G Nosema 1 ED23ESEKNDDK '1 ABV488931 hypothetical spore wan protein 0 9903 
41 2307-05 14 31 2103 2133 - ou! 1756 ..... : 38 1 84]   354 2 NV6 1 LMLLKDYFCTSGLVK li NP 149891 1 4232 0 98' 

63 2007-09-14-01 770 770 3 out 2033 0113 0 58 i 83 112 0 693 KBVjKBV 2 SYEEIKM'OQHIDKVIR 17 NP 651403 1 non-situclural polvprotein 0 9862 

12 2007-09-14-31 5649 5649 2 out 1285 7 0 351 C43 i 32 952 2 IIV6 1 EAQMEKIGNR 11 NP  1496*2 1 149L 0 973 
86 2007-05 14-31 4128 4128 3 out 2497 1 1413 2 .1' I i2 216 C Nosema 1 U'CVDYRALNSl/TTRDSYM'SPR 23 ABE26654 1 pol polvprotein 0 9864 

25 2007-09-14-01 4291 4291 2 out 1557 9 0 163 2 43 1 3 4 64 0 Nosema 1 M'kLLNENDIkPVK 14 ABV48894 1 hypothelical spoie wall protein 5 995 5 
107 20C7-09-14-21 3925 5529 3 oul 3493 5 1 16 2: 4' 1 3      25 c I1V6 1 VDKVYDASAPFGGQGNGDFM'SVPGTTQSM-VPPR 35 NP 149680 1 1I7L 0 9874 

85 2007-05-14-01 2565 2565 3 out 2458 1 1 243 04 i -9 108 0 693 n-26 1 23DI'.''TYDIVI~TYDYCIFACK 22 NP 149635 1 1721 0 9752 
32 2007-09-14-01 4153 4153 2 oul "22 9 05 14 1 38 326 0 IIV6 1 MIENRLNFRLNFR 15 NP 149761 1 298R 0 9976 • 233'03 14 31 2767 276' 2 oul 11026 0844 0 35 1 77 36i c IIV6 1 ERLICEAIR 9 NP 1495B5 1 122R 0 9755 
80 20O7-O9-14-2' 3851 336' 3 ou! 2425 2 0 29 0 38 1 '7 268 c IIV6 1 HVLDVAM'LASSEGVSVYF'iDKK 23 NP  149508 1 045L 0 963' 
31 2007-05-14-01 2918 2918 3 oul 1711 8 1 185 2 43 1 76 185 0 IIV6 1 ESMEKQYPECLKVK 14 NP  149639 1 J76R 0 9667 
27 2007 09 14 01 3884 3884 2 out 16" 3 ' '59 0 39 1 74 36' 0 Nosema 1 KFCECDAIHADVK 14 AAC47660 1 mitochondria! lype HSP70 0 9778 
77 2307-09 14-01 5857 585' 3 oul 2340 3 0 587 025 I T4 60 2 398 IIV6 1 VLEIYCNVQNTLPPLPAQLSK 2! 'IP   149496 ' 222; 0 965 

8 2307-05-14-31 3173 3173 2 out 1186? 1 609 0 3-9 1 '3 15-9 2 IIV6 1 HHAPIKINEK 10 NP 149858 1 WK 0 9B53 
11 2007-09-14-31 2490 2490 2 out '233 -3 0 208 0 37 1 -i 229 C IIV6 1 ENTNPEFAIAK 11 IjF   1496" • 454R 0 997' 

21 2007-05-14-31 4971 4971 2 out 1446 1 966 3 43 1 .'3 3.-0 I IIV6 1 KLNQIHUIUK 12 NP 149667 1 204L 0 9927 
47 2007-09-14-01 1223 1223 3 out 1803 9 1 94 0 38 i '3 93 0 Nosema 1 M'VHSDQFD5>EVAERK 16 AAC47660 1 mitochonoiial-lyf* HSP70 0 9822 
56 2007 05 14-01 4796 479S 2 oul 1964 1 1939 C 62 1 '3 67 1 386 NOS«ma 1 OMfVIADLEOkFIPGFK 17 ABE27277 ' unknown 0 9826 
64 2007-09-14.01 4235 4235 3 oul 2040 2 0 427 C 4 2 ' '3 166 [ irv6 ' GIHLHFPHLFLPKKOIK 17 NP 149647 1 184R 0 9989 
66 2007-09-14-01 999 999 3 oul 2064 2 1 902 2  4' ' 69 96 0 693 Nosema 1 REWEELGIPIKEVNPLK 13 /..PE2665.1 1 pol polvprotein 0 9984 

73 2007-09-14-01 3457 3457 3 oul 2194 1 0 504 0 42 1 69 i£9 C IIV6 1 tikSHMYDILQSYlYYQk 1? NP 149507 1 344P 0 974' 
19 7007-09-14-01 3404 3404 2 out 1431 9 - 26 Q 41 I 67 628 c IIV6 1 IVFl 5AK3FKV26R 17 NP 149929 1 466R 0 9867 

5! 2007-09-14-01 3465 3465 3 out 1962 1516 ( 46 1 67 269 c Nosema 1 EE2iASN-TrXTDG2ERR 11 ABE26650 1 pol poiyprotein 0 982 
33 2007-09-14-01 6769 6769 3 oul 2440 4 0 175 0 42 166 264 2 IIV6 1 LIYNNIIQNKLFKGVLHTPSK 21 NP 149668 1 20 5R 0 9699 
68 20070514-01 2394 2394 3 out 2079 0 345 0 48 ' 64 319 C Noaema 1 MEPDIKSLCVWHQVQNSH 18 ABE27267 1 unknown 0 9778 

89 2301-06 14-01 4662 4662 3 oul 2620 2 0 627 04 1 63 121 1099 ABPV 1 SGVTWPLAIOLNNSL.DNVDEM'R 24 NP 066241 1 'epticase potyprolein 0 9635 
4 2007-05-14-01 3956 3956 2 oul 1153 6 0 437 | 44 1 61 220 C Nosema 1 TTPSTVTFGDK 11 AAC47660 1 miloctiondnal-type HSP70 3 9946 

46 2007-05-14-01 3521 3521 3 out 1796 9 0 149 2 46 ' 6 223 c MSCJT 1 PKEQYIPPELPNDEK 15 ABQ96192 1 vasa 0 9677 
'4 2007439-14-012631 2631 3 out 2155 0 863 0 19 1 6 122 c IIV6 1 FtlFAGtINVECC'ITYESlMk 16 NP 149675 1 2I2L 2 9-5 7 8 

101 2007-OS-14-01 6548 6548 3 oul 3129 6 1 974 0 42 1 6 2C5 c DVW|DWV|DWV|DWV|Ka«uoolVDV' 7 PIIGIHVAGTEGLHGFGVAEPLVHEMTTGK 11 NP 853560 2 polvprotein 0 9766 

69 2007-05-14-01 5708 5708 3 oul 2083 1 1 078 2 4' 1 23 144 1 609 Nosema 1 FSILLKJFSSPFNIDVDK 18 ABE27266 1 unknown 0 9903 
86 2007-05-14-01 5324 5324 3 out 2609 4 0 885 3 42 1 23 5! 0 693 IIV6 1 MRLQFLDLPGSM'NIHIRLPLTK 23 NP  149739 1 276L 0 9892 
13 2007 05 14 012266 2263 3 oul '233 3 ' 302 : 43 1 26 '29 C IIV6 1 ITGLLCVLVE~K '2 IIP   1497'8 1 2551. • 

70 2307-09 14-01 1950 1950 3 oul 2C96 0 027 5 42 1 '6 315 3 IIV6 1 IKWNDNDDIVEIEKEM-K .,:. HP   149765 1 3022 0 983 
3? 2007-05-14-01 3023 3C?3 7 oul 1863 0 2*5 0 53 i 35 "1 2 I1V6 1 EIKLEQVNWNEGIGR 1' IIP  149711 1 2681 0 9786 

20 2307-05-14-01 3215 3215 2 out 1432 B 0 447 0 52 1 54 6-6 0 693 Nosema 1 GAAENFLNSKIIR '3 BAF76326 ' heal ahock protein 70 - 
100 2007-09-14-3141334134 3 Out 3111 5 1 739 0 62 1 -J •15 0 59: IIV6 1 INAICVNIFYYYAkNVLSMWSQPSMR 26 NP 149790 1 327R 0 9822 
28 2007-05-14-31 7130 7130 3 oul 1657 3 1 ?59 0 4' i 52 17 1099 Nosema 1 DENLSINFEKSSFK 14 ABE26650 1 pol poh/protein 0 9916 
67 230T 09 14-31 1514 1314 3 out 2066 0 161 0 11 i 51 •50 2 Nosema 1 EAAKLVPM'GFT*ASAYHQK 20 AAK68858 1 DNA lepan protein 0 9932 

103 2007-09 14-31 3908 3908 3 out 3188 6 1 026 D 4! 1 5' '64 0 SV1SV 2 DQQQTVSEKIPSTVGDLV1ASSEPTQQFR 25 IP 049374 1 polvprotein 0 9814 
34 2307 09 14 01 2528 2328 3 oul 1731 9 0 502 2 4' ' t 371 2 Nosema 1 WCRLGAUVCPEDTR 15 AAU11093 1 unknown '5     ' 

62 2007435-14-01 4928 4928 3- oul 2017 9 2   '61 247 •" 2197 2APVIIAPV 2 DNSAKLNEFLM'NYAESR 18 YP 001040002 1 polymeiase oolyptotem 0 988 
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17 2007-09-14-02 4499 4499 2 out 1457 9 05 054 3 13 1244 C Nosema:Nosema|Nosema|h 5 IIAQWSSITASLR 14 AAZ2355C i alpha tubui.n 0 9878 

3 2007-09-14-02 3669 3669 2 oul 11436 1 657 0 72 3 846 0 Nosema|Nosema ! LAVNrVlV=>FPR '0 AAN35161 1 beta tubuim 0 9854 

40 2007-09-14-02 3744 3744 2 oul 1790 9 0 37 066 2 89 546 0 Nosema • SYELPDGQVIKIGSER 16 AAB86863 1 acnn 09681 

19 2007-09 1442 4835 4835 2 oul 1614 9 1273 051 2 67 579 0 IIV6 ' T1LTTKVONINIEK 14 NP 149513 1 050L 0 9603 

22 2007-09 14-02 3717 3717 3 out 1670 8 0 292 034 266 55: 0 IIV6 1 EM'LDLRLMMEDMk 14 NP 149463 1 468L 0 9593 
7 2007 09-14 02 1574 1674 2 out 11716 0 581 0 63 2 42 717 e Nosema t HKGVMVGMGQK 11 AAB86863 1 •elm 0 9861 

2 2007-09-14-02 3148 3148 2 oul 1130 6 0 041 0 35 241 771 0 NosentalNoMmBlNoMmalti 14 FPGQLNADLR 10 AA223552 1 beta-tubul.n 0 «74 

14 2007-09-14-02 3837 3837 2 oul 1268 6 1 782 'J '• 2 32 616 5 69:' nvs • DKMQIYVEDK 10 'IP 149676 1 213R 0 9793 

••6 2007-09-14 02 5885 5885 3 oul 3092 5 0 582 J 2 21 263 0 VDV1IVDV1 2 DNEFLMEOLNNLYTIYSIAERCTRR 2: YP 145791 1 CO Wot* ' 09644 

15 2007-09-14 02 3690 3690 2 out 1401 8 0 782 0 42 2 17 434 0 IIV6 1 ELNLLTINTENK 12 NP  149803 1 340R 0 9764 

26 2007-09-14 4)2 1127 1127 3 out 1679 9 0 792 03 2 11 392 0 IIV6 ' SLHVLTPGEAQQMIR 15 NP  14%25 1 162R 0 9571 

9J 200^-09-14 02 4439 4439 3 oul 2433 2 1 418 0 31 206 356 0 IIV6 ' KTGSirTRLLEWMGYSGEYK 21 NP   '49853 • 420R 0 9779 

S 20070914 02 4259 4259 2 oul 1215 6 0 762 0 47 204 83 1 336 IIV6 • DLW.DNKNLR 10 NP 149879 1 416R 0986 

93 2007-09 14-02 4966 4966 3 out 23B5 1 162 0 ."J 2 02 355 0 live • GADDKNNYEM'FEQLGDVSVNK 22 NP 149606 1 142R 09662 

4 200'09 14 02 3393 3393 2 out 1159 6 1 727 3 48 2 671 0 NosemalNosema 2 LAVNWVPFPR ' i AAN35161 1 beta lubulm 1 

68 2007-09-14-02 6934 6934 3 out 2057 0 576 " 1 2 190 0 Nosema • IEVSVSNDHIGTVNAAI.CSK 20 AAT72743 1 translation elongation tactof 2 0 9651 

92 2007-09 14 02 4046 4046 3 out 2382 3 1 76 0 3! 1 99 253 0 IIV6 • WIEIPLWNKINAOQOVLIIK 2i NP   149714 1 251L 1 

78 2007 09 14 02 4192 4192 3 out 2136 1 052 054 1 97 4 1-5 0 Nosema 1 PSSESEHMGQPITSQIRFK •9 ABE26653 l pol polyprotein 0 9846 

i 2007-09-14-02 2921 2921 1 oul 700 5 1 007 0 19 1 % 420 0 Nosema ' VXDIIK 6 ABW26977 1 RNA poiymeiase n laiqest subunit i 

~ 200709-14-02 1991 1991 2 oul •164 6 1 387 0 39 1 94 210 0 Nosema 1 LKDCNCLLXk •0 ABE26649 1 pol polyprotein l '-64 S 

t 2007-09-14-02 3299 3299 2 out ••.,( f 105 05 193 252 0 W6 ' LNISM'KESTk •1 NP 149691 1 218R 1   '•: If, 

11 2007 09 14-02 3659 3659 2 out 122S 6 1918 0 46 l i. 230 1099 Nosema|Nosema 2 ISDOFSVMFR -0 AAN35161 1 beta-tubulm ' 
21 2007 09 14-02 3719 3719 3 out 1668 : 44 03 1 92 586 0 Nosema ' IKVIdEVQIDILEk '4 ABE27269 1 unknown 0 9598 

31 2007 09-14-02 6505 5505 3 oul 1717 1428 03 1 91 286 0 IIV6 • TLIFKTIKDYSFIK •4 NP 149716 1 253L 0%2 

91 2007-09-14-02 43114311 3 oul 2337 1 0 189 041 191 258 0 IIV6 • NKSPLLNESEKMMSEMLPMk ?•: NP 149523 1 060L 9658 

44 2007-09-14-02 3382 3382 3 oul 1827 9 1201 0 29 19 341 0 IIV6 • ENKNLFIPDTDPPLSK 16 NP  149750 1 28 7R 0 9676 

62 2007 09 14-02 6254 5254 3 out 1990 2 0 902 0 57 1 9 146 1 792 Nosema i IEGIVGKGVTLGRTVIHIK 13 ABE26648 1 pol poiyptotem 0 9987 

61 2007-09 14 02 6243 6243 3 out 1989 1 516 0 44 1 89 245 0 IIV6 1 SSNDIYSJLQHSRNNK 17 NP 149691 1 228L 0 9986 

103 2007-09-144)2 6212 6212 3 out 2657 2 0 912 C •'. 1 33 199 0 Nosema 1 FSDHDSNLFGYSTTAGDIVtNDIR 24 AB06972-' 1 unknown 0 9749 

27 2007-09-1402 650 850 3 out 1685 9 0 897 0 29 1 87 216 c live ' T1.TVYGGTLSLEEFR 1! NP 149813 1 350L 0 9651 

71 .••.'. • 59 -4 02 544 1 5441 3 :ul 2070 1 0 325 0 33 187 155 1099 Nosema i ITLVLKW1YKCMNTTSR ;' ABV48890 1 hypothetical spore wall protein 0 9954 

106 2007-09-14-02 5127 5127 3 out 2754 8 04 0 55 1 86 315 D 6.93 irvE 1 VTLUlLlAVlll.UIFWKVCk.QK 2! NP 149679 1 216R 0 9776 

73 2007-09 14-02 4856 4856 3 oul 2075 9 1 16 0 34 183 943 0 Nosema I FNEQCGREM'EVLMSMkK 18 ABV48900 1 hypothetical spore wall protein 0 9542 

126 2007-09-1402 6207 6207 3 oul 3427 6 1 331 04 1 83 208 0 ABPVIABPV : TENDTTQn-JTEVLDPAPCEYVCNMFSYWR 29 AAL05919 1 capsid polypioteiri 1   694.. 

97 20070914-02 6162 6162 3 out 26-6 0 648 0 34 182 291 c MSCUT i DGDONNDYEDNDYQDNRNDRR 21 ABQ%192 • vasa 0 9885 

79 2007-09-14-O2 5705 5705 3 out 2164 0419 04 181 288 0 693 IIV6 1 FDHYMLDFWAAFTTPASK '3 NP'   -49"' • 274L 0 9986 

10 2007 09 14-02 4160 4150 2 out 1222 6 0 647 047 1 8 322 0 IIV6 i NNKDLKFDTK •: HP  149612 1 1491. 0 9692 

42 •   9   . c.   !<!.  1831 i 1800 1 054 044 18 180 0 693 IIV6 i TSSKMFFLLGLLNSNh •6 NP  149670 1 407R 0 986 

70 2007-09-14-02 1624 1624 3 oul 2068 1 1 794 054 1 79 126 0 KBV 1 VSIGTNVSQDWSKTVRK it AAF21998 1 RNA poiymeiase , 'in-. 

33 2007-09 14 02 1428 1428 3 oul 1745 8 1 517 0 46 1 78 361 C IIV6 i NSFHSTKNFQNM'WK 16 NP 149643 1 .185. 0 9921 

16 2007-09-14-02 1300 1300 2 out 1408 9 0 794 0 45 1 77 144 c Nosema i VWLIGYISKIKK •3 A6lf.1265'9 ' RNA polymerise It largest subunit 0 9702 

72 2007-09-14-02 5510 5510 3 oul 2075 1 0 704 04 1 77 274 0 693 Nosema i SVGWHHGROQYPAAEVLk '9 AAB62548 1 glulaminyl-lRNA synthetase 0 9983 

37 2i 0      !   -i I,''   2    T.-.2 J '.:. 1774 9 1 964 3 51 1 73 158 0 IW6 i QKNIEVRWINFPMR li NP   149714 1 251L 0 9699 

104 2007 09 14-02 6038 6038 3 oul 2697 5 1 181 0 42 1 73 169 0 irv6 i EFKISISGWSYVNMSSLHFVILk .4 NP   149927 1 464R 0 991 

110 2007-09-14-02 6270 6270 3 out 27% 3 0 486 034 1  71 151 1 099 Nosema i GRALM-WYRAHEEEEFTSYMVFK 23 ABE26648 1 pol polyprotein 0 9837 

90 2007-09-14-02 5832 5632 3 out 2336 2 0 495 0 4' 1 72 245 0 Nosema 1 MYWAKKILEWSVSPEEALR '9 AAU11091 1 class-ll photoryase 0 9695 

24 2007 09-14-02 3315 3315 3 out -   s 0 406 0 37 1 7 196 0 Nosema i TAFAWKGGLYEYNR '4 ABE26653 1 pol polyprotein 0 9841 

87 2007 09-14-02 5819 5819 3 oul 2303 2 1 707 0 39 1 7 250 0 SV i VMNMATTFGHLIARVYEPPR .-: AAL79021 1 AF469603  1 polyprotein 0 993 

112 2007-09-14-02 6218 6218 3 out 2843 5 0 956 054 1 7 193 c IAPVIIAPV 2 TWFTULKYIDYAPISTtJSRGMPR ,'4 YP 001040002 1 poiymeiase polyprotein 0 998 

35 2007-09-14-02 5327 5327 3 out 1754 0 456 034 1 59 287 0 KVS 1 NEIKKIFSLLHHFK •4 NP  149837 1 374R 0 9798 

119 200709 14-02 6152 6152 3 out 3127 6 0119 0 33 1 69 318 0 YDV1 VDV1 2 HVYPFLPTRWPDWnGILDI.'-GTLNIR 28 YP   145791 1 polyprotein 0 9667 

29 2007-09 14-02 6550 6550 3 out 1712 9 0 928 0 32 1 67 327 0 IV6 ' QAUNTAGSSIrVTYLSK i' NP   149618 1 155L 0 9625 

52 2007-09 14-026336U3t Soul 1905 0 012 06 1 67 58 2 197 Nosema ' GLCYY1LFPESIFDFK 16 AE069713 • S«c61alpha 0 9573 

74 2007-09 14 02 6661 5661 3 oul 2076 8 0 917 0 35 1 67 224 - 386 IIV6 • TSLEYDEFM-EM'FM-VEK 19 NP  149612 1 1491 1   69.". 

45 200709 •4 02 6898 6898 3 out 1833 9 0 5.44 0 36 1 66 139 0 693 IIV6 1 RSEYVYSLFGKENNK It NP   149527 1 064L 0 9687 

63 2007 09 (4 02 2098 2098 3 out 2002 1 958 0 35 1 66 195 0 693 IIV6 1 ENAWM-EESM-KLFTLIK '5 NP 149678 1 115R 0 9974 

76 2007-09 14 02 6104 6104 2 out 2085 1 0 413 0 4 3 1 65 105 1 386 IIV6 1 NGFLDVDLDKLMEESILK '5 NP   149859 1 3%L i   W13 

56 2007-09 14 02 5973 5973 3 out 1948 9 1 071 0 4' 1 65 157 0 693 Nosema ' TECEDEA3CGNKQPVIKK 18 ASM26980 1 RNA poiymeiase II largest subunit ( 978: 

8 2007-09 14 02 890 890 2 oul 1198 7 0 414 0 46 1 64 183 I IIV6 i IKINIYHIGK i. NP  149921 1 458R I 9682 

34 200709 '4 02 5094 5094 3 oul 1752 1 644 0 46 1 62 129 • 386 KBV|KBV|KBV|KBV|KBV|K 6 TAANGIERIPVIGEIAK i' ABN49472 1 VF4 prcVi'i 6 J78i 

113 2007-09 '4 02 6180 6180 3 oul 2856 3 1 192 0 42 162 224 • m Nosema|Nosema|Nosema!r 9 QGPYGELFRPDNFVFGQSGAGNNWAK 26 AAZ23562 1 beta-tubulm 0 9845 

13 2007-09 •4 02 3163 3153 2 out 1264 7 14% 0 51 161 309 C IIV6 ' INGLIDISEYK 1' NP  149758 1 295I i 

69 2007-09 •4 02 3642 3642 3 out 2064 1 0 191 0 38 161 110 1 609 IIV6 1 LEELIKLYLEYSLYFk 16 NP   149651 ' 388R 0 972 

18 2007 09 '4 02 3203 3203 2 out 1485 9 C 27.' if 1 6 429 0 Nosema 1 ISRRLTFIPLNR 12 AAT122% 1 chromosome segregation protein 0 9847 

23 , ".     -1 •4 02 6676 6675 3 oul 1672 8 C 493 0 42 16 222 0 live 1 VNDEKIOVYGEVHR 14 NP 149485 1 022L ' 
IS 2007 09 '4 02 2946 2946 3 oul 1782 0 319 054 1 58 272 c ABPV • GLEISRNIAEIKLPTK 16 NP 066241 1 leplicase polyprotein 0 9886 

49 2007-09 "4 02 3839 3839 3 out 1881 9 0 611 0 39 1 58 160 f IIV6 ' MINVPLOGNCM-FSVIGR 18 NP 149696 1 232R 0 9796 

48 2007-09 •4 02 1414 1414 3 out 1B40 9 0 445 043 1 57 220 0 Nosema 1 lYDISNDOVRRAM'EK 16 AB069724 1 unknown n 1942 

59 2007-09 '4 02 6532 6532 3 out 1951 1 069 0 49 1 56 235 0 IV6 * EEILCTKKEONIDMEK 16 NP   149803 1 340R 0 9549 

100 2007-09 '4 432 6845 6845 3 out 2634 : 1612 0 39 1 56 211 c IIV6 i TYPOLSM-DFTPRT1MTKSUFK 21 NP  149902 1 439L C 9928 

30 200709 •4 02 1078 1078 3 out 1716 ' 1 503 0 45 1 55 189 0 IPV6 i M'NEKGCWGGGAFDPR 1 " NP   149867 1 404L 0 9782 

102 200709 '4 02 5416 5416 3 oul 2553 4 1 455 034 1 55 195 0 BQCV i VKFATNHVSRLM-LLNHVQCDIAK 24 NP 620565 1 Structural polyprotein 0 9572 

63 2007-09 '4 02 6099 6099 3 oul 2237 1531 041 164 295 D IIV6 ' VIEDM'IGIDNLNDKM'DQNK 2- NP 149647 1 184R .  978 

120 2007-09 '4 02 3770 3770 3 out 3188 6 1 017 05 1 54 173 0 SVISV 2 DQQQTVSEklPSTVGOLVIASSEPTQQFR 26 NP 049374 1 polyprotein 0 982S 

12 200709 •4 02 2361 2361 2 jut 1242 6 0 114 0 49 1 53 369 c IIV6 ' M'ALYSHMFAR 11 NP  149556 1 093R 0 9856 

55 2007-09 '4 02 3968 3968 3 out 1933 ' 18 0 36 153 205 0 Nosema 1 LrXRGFQWWDTIKDk 16 ABM26980 1 RNA polymerise II largest subunit 0 9797 

84 200'09 •4 02 4254 4254 3 out 2250 1 0 421 0 38 1 53 190 0 Nosema 1 IPPEYOMEIIDMQSNSNLk 19 ABE27266 1 unknown 6 93! 

101 2007-09 '4 02 5751 5751 3 out 2645 2 1 655 0 43 152 113 1 386 Nosema i MYARIFMSYRVNSADSFt.VI'JGR ": ABV48897 1 hypothetic il spore wall protein 0 9938 

51 2007 09 '4 02 2771 2771 3 out 1904 1 0 966 0 41 151 189 c Nosema 1 IKPGVIEEKHVADVIEk 17 A8Y49796 1 hypothetical spore wail protein 13 0 994 

32 2007-09 •4 02 5746 5746 3 out 2199 2 0 086 051 151 191 • 386 Nosema 1 IDALHACIVSAURTPHRGR 2t AAT12295 1 phospholipwe D | MF4 

41 i y si '4 02 4457 4467 3 out 1797 9 0 578 0 36 • C IIV6 1 QGELLLNTLQPFDGPR 16 NP   149758 1 2951 1   9666 

75 2007-09-14-02 6189 6189 2 oul 2080 0 133 0 5! 1 5 147 0 IIV6 1 WLU-ISSFSIHAGDCIKQK 19 NP 149639 1 176R 

65 2007091402 6699 6699 3 out 2275 3 1 6'5 0 37 15 262 C Nosema|Nosema|Nosema|n 8 RSTRDWIIVLIIDFSHYLK IS AP-V48889 i spore wall protem f •-' 63 
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Test 12 
SrNo File Name <MfH| •M •Cn XCorr Sp RSp Reference f Jo Peptide AA ID* Protein PP 

59 2007-09 14-04 3642 3642 2 out 1 '90 9 0 463 0 56 3 13 570 0 'losema 1 SYELPDGQV1KIGSER 16 AAB86863 1 actin 0 9872 
37 2007-09-14-04 4405 4405 2 out 1467 6 0 27 0 49 2 98 784 0 693 Nosema|Ncsema)t 5 IIAQWSSrTASLR 14 AAZ23550 1 aiDha-tubulin 0 9879 
69 2007 09-14-04 3318 3318 3 out 1962 1624 0 54 2 71 186 0 693 Nosema 1 EEQASNLTDKTDGLERR 17 ABE26650 1 pol polyprotein U 5866 

16 2007-09-14-04 716 716 2 out 1171 6 0 386 0 62 2 43 365 0 Nosema 1 HKGVMVGMGQK 11 AAB86863 1 actin 0 9772 
78 2007-09-14-04 6364 6364 3 out 2079 1 656 0 42 2 35 339 1 386 IIV6 1 NWGDKGYFKIAMYPFNK I7 NP  149687 1 224L 0 9968 
46 2007-09-14-04 3617 3617 2 out 1614 9 0211 0 28 2 26 590 0 IIV6 1 TllTTKVQNINIEK '4 NP  149513 1 050L 0 5583 
95 2007-09-14 04 3952 3952 3 out 2873 4 1 493 041 2 26 208 1 099 IIV6 1 DDVNPIIFDLVDNNKTLQKHYSER 24 NP  149624 1 1611 0 9994 
77 2007-09-14-04 3919 3919 3 out 2074 2 1291 0 38 2 23 217 1 546 KBV 1 HFVNTGVTUIPHRDLNK "3 AAZ14864 1 non-structural polyprotein 0 9839 
61 2007-09-14-04 4270 4270 2 out 1801 8 1 641 05 22 237 t Nosema 1 ADGWKIEEFNKQTM-K I7 ABV48897 1 hypothetical spore wall protein 0 9809 
41 2007-09-14-04 5353 5353 2 out 1492 9 0 635 04 2 14 292 i 099 Nosema 1 VLDNRHLGSIKLK 13 BAF76326 1 heat shock protein 70 0 9792 
63 2007-09-14-04 3504 3505 2 out 1812 1 503 0 25 2 14 355 0 Nosema 1 YEIIKKENNEYQIK 14 ABV48894 1 hypothetical spore wall prote r 0 9597 

13 2007-09-14-04 788 788 2 out 1144 6 • 606 0 25 2 13 236 0 693 live 1 EQIALDT1HK •o NP  149664 1 201R 0 956 
53 2007-09-14-04 5358 5358 3 out 1704 9 0 281 0 45 2 1 431 0 Nosema 1 WLGPFT1TKTRQEK '4 ABE26650 1 pol polyprotein 0 984 

16 200709-14-04 2514 2514 2 out 1163 6 0 578 0 42 2 08 410 0 IIV6 1 ETVGVLFKDR 10 NP  149770 1 307L 0 9748 
44 2007-09-14 04 2689 2689 2 out 1548 9 0 439 0 36 2 03 173 0 IIV6 1 GSISLNLAAFKNVSK 15 NP 149807 1 344R 0 9876 
68 2007-09-14-04 3929 3929 3 out 1957 9 0 302 0 47 2 02 203 0 DWVIDWVIDWVIC 5 WEFTDQDKSGNTVKWR i' ABM64819 1 polyprotein 0 9542 
56 2007-09-14-04 28B9 2889 3 out 1765 8 0 564 0 47 201 1039 0 VDV1IVDV1 2 RSSLECQYIEPSTSR 15 YP  145791 1 polyprotein 0 9876 

26 2007 09 14-04 4728 4728 2 out 1302 8 0 663 0 25 2 290 0 IIV6 1 rVILILNCLQKVK 11 NP 149723 1 260R 0 9668 
76 2007 09 14-04 4104 4104 2 out 2366 0 828 04 2 286 0 Nosema 1 EAAKLVOM-GFTTASAYHQK 23 AAK68868 1 DMA repair protein 0 9884 

30 2007-09-14-04 2176 2176 2 out 1345 7 1 835 0 32 1 96 206 1 099 Nosema 1 NCIVNGIVLASDK •3 AAC41564 1 isoleucyl-tRf4A synthetase 0 9944 

43 2007-09-14-04 3844 3844 2 out 1524 9 0 737 03 1 96 927 0 IIV6 1 SlGWt.JEQLKVN.PK 14 NP 149859 1 396L 0 9711 

23 2007-09-14-04 2713 2713 2 out 1240 7 1 615 0 33 1 95 256 1099 IIV6 1 GRTIGGVTLPGGR 13 NP 149676 1 213R 0 9942 
40 200709 14-04 5939 5939 2 out 1452 8 0 655 03 1 96 226 0 live 1 MDLKDEFIQIIK 12 NP  149852 1 389L 0 9926 
72 2007-09-14-04 3552 3552 3 out 2008 1 366 0 46 1 95 445 0 ABPV 1 INSDGELDSKSIVENIM'K 19 NP 066241 1 repticase polyprotein 0 9766 
26 2007-09-14-04 3741 3741 2 out '268 6 0 666 04 1 93 648 c live 1 DKMQIYVEDK •3 NP  149676 1 2 MR 0 9709 
4 2007-09-14-04 3687 3687 2 out 1102 7 0 615 0 48 1 91 673 0 Nosema 1 PLKSIILYR 9 ABOS9724 1 unknown 0 9827 

4' 2007 09 14-04 2699 2699 2 out 1626 9 0 263 0 33 1 9 1B3 0 IIV6 1 KIFSSKWQOSLFK 13 NP  149538 1 075L 0 9841 

6' 2007-09-14-04 6812 6812 3 out 1939 1 1 382 0 39 1 69 •43 1609 Nosema 1 YHKLNINPVKLFIDPK 16 ABE26651 1 pol polyprotein 0 9917 

10 2007-09-14-04 1012 1012 2 out 11 "<6 6 0 ?96 0 31 1 87 639 0 MSCUT 1 GRTGFNNKNK 10 ABQ96192 1 .3=3 0 9838 
29 2007-09-14-04 2181 2181 2 out 1344 7 0 288 034 186 345 0 653 IIV6 1 IENENNLEEIK 11 NP 149776 1 313L 0 95B3 
14 2007-09-14-04 3403 3403 2 out 1162 5 0 75 0 3 1 85 642 0 IIV6 1 rVTYPLDTTJHR '0 NP  149676 1 213R 0 5613 
21 2007-09-14-04 1237 1237 2 out 1207 6 0 801 0 29 1 35 358 0 Nosema 1 PFVLSTDASDR 11 ABE26650 1 pol polyprotein 0 9812 

1 2007-09-14-04 2788 2788 1 out 700 5 1 015 022 1 84 423 0 Nosema 1 VXDHK 6 ABM26977 1 RNA polymerase II larqest subumt 1 

12 2007-09 14-04 3582 3582 2 out 1143 6 1 66 054 1 83 641 0 NosemalNosema 2 LAVNMVPFPR 10 AAN3S161 1 beta-tubulm 0 96% 
19 2007-09-14-04 3405 3405 2 out 1204 7 1 98 0 49 1 81 293 0 Nosema 1 LVKAMEDATVK •: ABM26980 1 RNA polvmerase 11 laiqest subumt 0 9944 

50 2007-09-14-04 2379 2379 3 out 1678 9 1 789 0 35 1 81 326 C 653 IAPVIIAPV 2 YIMHVLTGYEPEVK •4 YP 001040003 1 structural polyprotein 0 9902 
58 2007-09-14-04 3774 3774 3 out 1764 B 0 653 0 4' 1 8 122 2 565 Nosema i DDNPEMLTIHCVIHK 15 ABE27267 1 unknown 0 9918 
93 2007 09 14-04 6137 6137 3 out 26314 0 28 0 38 1 79 210 0 nve 1 M(T1NGGQLELLYULEQEEIAK 23 NP 149650 1 187R 0 9973 
39 2007 09 14-04 3119 3119 2 out I486 5 0 375 0 55 1 77 626 0 Nosema 1 ISRRLTFIPLNR 12 AAT12296 1 chromosome seqreqation protein 1 
17 2007-09-14-04 3306 3306 2 out M'2 7 1 352 0 32 1 76 639 0 Nosema 1 SIVLGCKILVK 11 ABE26650 1 pol polyprotein 0 9881 
26 2007-09-14-04 4006 4006 2 out 1343 £ ' 357 0 36 1 76 292 0 IIV6 1 LWLSEDVLKK 11 NP  149590 1 1271 0 9622 7 

2007-09-14-04 4199 4199 2 out 1122 5 1 0'7 044 1 75 214 0 IIV6 1 SIMGNC0SSV". 11 NP 149555 1 092R 0 9669 

90 2007-09 14-04 4090 4090 3 out 2327 1 0 896 04 175 220 0 Nosema 1 LRWENYVSSDVDKEAM'R 21 AAB54170 2 Hypothetical p'de n C44E4 2 0 995 
86 2007-09-14-04 3803 3803 3 out 2265 2 1 231 0 47 1 71 200 0 693 nve 1 PHITTGWNIFNFDTTFLLK 19 NP  149600 1 037L 0 9507 

33 2007-09-14-04 3132 3132 2 out 1368 7 1 319 0 38 17 405 0 IIV6 1 YQHYAIFEAVK 11 NP 149681 1 218R 0 9952 
36 2007-09-14-04 6489 6489 3 out 2246 2 1 361 0 43 169 107 2 485 nve 1 IFDNIKLEYVEMLGISHPK 19 NP 149639 1 176R 0 9722 
87 2007-09-14-04 4829 4829 3 out 2294 2 0 17 0 42 1 69 324 C IIV6 1 NIAISYRIYNGYHERPiSK 19 NP 149795 1 332L 0 9914 

80 2007-09-14-04 622 822 3 out 21109 1451 0 53 1 68 147 0 693 Nosema 1 EDLYYSSDSLSSNESSLSK •9 ABE27276 1 unknown 0 9896 
89 2007-09-14-04 4903 4903 3 out 2320 1 0 927 04 1 G7 108 1 099 IIV6 1 CAKGCCIL NFTNEIHHFKNK 20 NP  149877 1 4141 0 99 
20 2007-09-14-04 3666 3665 2 out 1205 7 0 054 0 37 1 66 231 0 693 IIV6 1 VDVSTQTKTVK 11 NP  149655 1 192R 0 9754 

6 2007-09-14-04 1182 1182 2 out 1103 5 1 645 C 36 1 63 216 0 693 BQCVIBQCVIBQC 4 YDOYDPFR 3 ABC95162 1 structural polyprotein 1 

6 2007-09-14-04 2991 2991 2 out 1113 7 1603 0 37 1 63 635 0 IIV6 1 KILDIPKMR •3 NP  149707 1 244L 0 9663 
51 2007-09-14-04 2465 2465 3 out 1688 8 1 383 044 1 63 130 0 SV|SV|SV|SV|SV| 14 NQSSEYSSRARIYK '4 NP 049374 1 polyprolein 0 9546 
34 2007-09-14-04 945 945 2 out 1375 7 0 35 04 1 62 145 C IIV6 1 QNDSFINPKLIS '2 NP  149928 1 465R 0 9879 
57 2007-09-14-04 6395 6395 3 out 1759 9 0 379 0 49 1 62 157 1 792 IIV6 1 FSHPPPPPPSPPSPPPK 17 NP  149595 1 132L 0 9851 
36 2007-09-14-04 4338 4338 2 out 1426 7 1 69 041 1 61 202 0 IIV6 1 SIDUMYEVSEK 12 NP  149485 1 022L 0 9774 

4 5 2007-09-14-04 1444 1444 3 out 1675 9 1 978 0 49 1 61 205 1 099 ABPV 1 YYVKVSSGVNYLKR 14 NP 066241 1 replicase polyprotein 0 9625 
27 2007-09-14-04 2505 2505 2 out 1323 7 1 087 056 1 6 155 0 nve 1 WULNIYNFK •0 NP  149609 1 146R 0 9512 
45 2007-09-14-04 5435 5435 2 out 1614 8 0 '06 0 6. 1 6 250 0 live t LYNNGCTSIELFLK •4 NP  149668 1 205R 0 9679 
82 2007-09-14-04 4497 4497 3 out 2163 1 0 275 044 16 544 0 Nosema 1 LQSDGKNMFIIVA1DHFSK 19 ABE26654 1 pol polyprotein 0 9899 
24 2007-09-14-04 3372 3372 2 out 1256 6 0 B16 0 39 1 59 1B1 0 IIV6 1 CYIDTQWISK '0 NP 149867 1 4041 0 986 
76 2007-09-14-04 6830 6830 3 out 20" 1 0 518 0 52 1 59 131 0 IIV6 1 IDADLQGNGM-VEIIKALIK 20 NP  149618 1 1551 0 9726 
64 2007-09-14-04 3835 3835 3 out 2246 0 122 0 47 1 59 139 0 Nosema 1 FTtJKKCCGWFGENGSGHFVK 20 A2063727 • unknown 0 992 
32 2007-09-14-04 3305 3305 2 out 1366 7 1 524 0 35 1 58 731 0 IIV6 1 INLVLFDHHCR 11 NP  149818 1 355R 0 9535 
55 2007-09-14-04 6451 6451 3 out 17499 0 708 044 1 68 378 0 nve 1 IFYLSKVNMLCQYK 14 NP 149711 1 24 BR 0 9928 
88 2007-09-14-04 6297 6297 3 out 2315 1 0 762 0 48 1 56 •06 0 Nosema 1 FIEECDAIHADVKGVDELRR 20 AAC47660 l mrtochondrial-type HSP70 0 9927 

94 2007-09-14-04 4260 4260 3 out 2653 4 1 537 0 56 1 54 180 C 553 Nosema 1 WENYVSSDVDI CEAM'RILIKK 24 AAB54170 2 Hypothetical protein C44E4 2 0 9815 

42 2007-09-14-04 4064 4084 2 out 1500 7 0 655 041 153 364 0 nve 1 DDM-AASYLEGKER •4 NP 149635 1 172L 0 5862 
65 2007-09-14-04 3855 3855 3 out 1333 6 0 679 0 49 1 53 177 0 NV6 1 RSEYVYSLFGKENNK 15 NP  149527 1 064 L 0 9993 

52 2007-09-14-04 1324 1324 3 out 1693 8 1 763 0 47 152 213 0 Nosema 1 DAYFTU.EHLDNDK 14 AB069722 1 unknown 0 9596 
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Tesi 13 

Si No File Name (M.H) *M •Cn XCoit Sp RSp Reference No PeptiOe AA ID* Plot em PP 

28 2007 09-14 05 4318 4318 2 out 1457 9 0 55 0 63 4 1018 0 Nosema(NosemalNosema|l ; IIAQWSSITASLR •4 AAZ23550 1 light lubu i-' 0 9971 

5 2007 09-14-05 3546 3546 2 out 1143 6 • 684 06 3 17 665 C NosemalNosema 2 LAVNMVPFPP. 10 AAN35161 1 bela-tubulm  I" 

18 2007-09-14-05 3826 3826 2 out 1285 7 0 698 0 37 2 64 •014 : IIV6 l EAQKIEK1GNR 11 NP 149612 1 149L 0 9946 

21 2007 09-14 05 2718 2718 2 out 13447 1 595 0 26 234 424 ; IIV6 1 lENENTtEEIK 11 HP  149776 1 313L 1 9»s: 

29 200709-14-05 2949 2949 2 out 14'3 6 0 80' 0 32 2 21 718 c IIV6 l EMNNTCSSGYLTR •3 NP   149930 1 467R 0 9977 

17 2007 09-1405 3469 3469 2 out 1270 8 0 764 0 26 2 17 443 0 Nosema 1 NIN7VKEVUK 11 ABV48897 1 hypothetical spore wan prutem 0 9735 

19 2007-09-14-05 3498 3498 2 out 1325 3 1 631 0 37 2 16 238 : live 1 VEKGISISOIKK 12 NP  149608 1 1451 l 3632 

36 2007-09-14-05 2926 2926 3 out 175: : ::•: 0 53 2 08 583 c vrjv • v:': i 2 RSSLECOYIEPSTSR •; YP 145791 1 polyprotem 0 9732 

22 2007-09-14-05 3226 3226 2 out 1353 ' i "63 0 38 2 07 326 0 IIV6 1 MISHDLXFLOK •' NP 149902 1 4391 0 9966 

2 2007 091405 2613 2613 2 out H33 : 1 955 0 49 2 05 365 0 BQCV18QCVIBQCVISQCV 4 YDOYDPFR 1 ABC95162 1 sltuctuial polypfoieio 0 994 

3 2007-09-14 05 2494 2494 2 out 11096 0 651 0 26 2 05 292 0 SVISVISV 3 TYKTKLf-AR i AAL79021 1 AF469603 1 potvprotem 0 9946 

5 2007-09-14 05 4784 4784 2 out 1122 5 0 927 0 46 2 381 - IIV6 1 SLMGNCPSSVK 11 NP 149555 1 092R 0 9986 

26 2007-09-14-05 3403 3403 2 out 1406 8 0 45 0 45 2 167 g ABPV 1 VLTNLYkllCLVK 12 NP 066241 1 lepticase polypiolem i ;>?: 

43 2007-09-14-05 3431 3431 3 out 1829 9 1 424 0 47 2 77 1099 live 1 DIPDFTRSEYKSMK li NP 149530 1 067R 0 9504 

38 2007 0914 05 3455 3455 3 out 1773 9 0 668 C 35 196 284 0 693 IIV6 1 TUQYSKSGFDEETR 15 NP 149709 1 2461 r 9SU 
4 2007-09-14-05 3029 3029 2 out 11166 0 697 0 43 194 289 0 trv6 1 CVSHRLSIPK 10 NP 149592 1 129R 1 

50 2007-09-14-05 5777 5777 3 out 2051 1 207 041 194 300 0 Nosema 1 HSSPYHPQSNGLAERTNR 13 ABE26649 i Pol polyprotein 0 9667 

15 2007 09-1J-05 3622 3622 2 out 1205 7 0 589 0 39 • 92 270 " IIV6 1 VDVSTQTKTVK 11 NP  149655 1 IJ2R i 9J4! 

• 2007-09-14-05 2920 2920 1 out •or i 1 002 •:- • ei 425 0 Nosema 1 VXDIIK 6 ABM26977 1 RtJA polymeiase II largest subunit 1 

45 2007 0914-05 3649 3649 3 out 1881 9 1 633 0 39 • 83 228 0 693 IIV6 1 MINVPLDGNCMTSW3R 13 NP 149695 1 232R 0 9831 

25 2007-09-14-05 3069 3069 2 out 1389 7 0 524 0 59 1 87 372 0 VDVIIVDV1 2 NVUECKANEEK 12 YP 145791 1 polyprotem 994; 

52 2007 09 14 05 7122 7122 3 out 2057 1 0 504 0 37 1 86 185 0 IIV6 1 IDAOLQGNGM-VEIIKAIIK 22 NP 149618 1 155L 0 9923 

16 2007 09-14-05 3693 3693 2 out 1268 6 0 249 0 38 1 82 560 0 HV6 1 DKMQIYVEDK •; NP 149676 1 213R 0 9917 

7 2007-09-14-05 3507 3507 2 out 11346 0 734 0 33 181 347 a IAPVIIA=V 2 VQKNNPSGYK •• YP 001040003 1 slfuctuial polypiolem W2 
34 2007-09-14-05 3066 3066 3 out 1696 1281 0 43 181 '33 0 IIV6 1 TVIERIASVLRTIPK 15 NP 149758 1 295L I K1« 

20 2007 0914 06 3631 3631 2 out 1333 8 0 245 0 47 173 297 0 SV 1 VERLSTILTSSK 13 AAT457351 structural polyp/olem 0 9721 

44 20!     35 HI- S§et 196! lout 1840 9 0 345 0 37 1 73 198 0 IIV6 1 GVLCPSDLSSLSSGEYAR IS NP  149513 1 050L 1 9M1 

30 20.' 09 14 05 3255 3256 2 out 1532 8 0 534 0 42 172 403 c Nosema 1 WDAPDLSRELEIK •J AAF03091 1 AF144035 1 transcription initiation factor TFIIC  0 9984 

12 2007-09-14 05 694 694 2 out 1177 6 0 405 0 37 l 71 192 0 trv6 1 YFLM'VTFLK 10 NP 149607 1 144R 0 9%3 

24 2007-09-14-05 2525 2525 2 out •T.   7 0 507 0 42 169 199 0 ABPV|ABPV(ABPV 3 KNNPNKMTTPVK 12 AAL059I9 i capsiO polyprotein 0 9947 

33 2007 09 14 05 821 821 3 out 1679 8 1 913 044 168 207 0 Nosema 1 NKANSDNM'KHGYER 15 AAU11092 • unknown 0 9586 

35 2007-09-14-05 3798 3798 3 out 1710 9 1 837 05 168 498 g IIV6 1 KIDISVEDRAPQPDK 1! NP   149463 1 468L J71« 

37 2007 09-14 05 2580 2580 3 out 1763 9 1 714 041 1 67 269 : IW6 1 GSSPALIYAICSNLIGGK 18 NP 149665 1 202L 0 9579 

40 200709-14-05 2421 2421 2 out 1786 3S C 42 1 67 218 Nosema 1 FYSPLIKNSFEIISK it A6E2'2" ' unknown 0 9612 

1 2007-09-14-05 3934 3934 2 out 1125 6 1 713 05 1 66 336 0 IIV6 1 MFFLEHTLK 9 NP 149902 1 4391 0 9606 

54 200709 14-05 2663 2663 3 out 2230 3 0 035 0 45 162 254 0 •SPV 1 IATVKTAFHTGRLGIFFGPGK 21 NP 066242 1 capsid protein 0 9942 
41 200709 14-05 936 936 3 out 1802 0 372 0 48 1 61 231 3 IIV6 1 KQYTTLSDIDHVLLR li NP 149508 1 045L 0 9916 

14 2007 09-14-05 3160 3150 2 out 1203 7 1 625 041 1 6 321 0 Nosema 1 IQIGDYILIR 10 ABE26651 1 poi polyprotein 0986 

49 2007 09-14-05 2121 2121 3 out 2011 1 0 636 041 1 58 255 : Nosema 1 VSPVSM'AVGLEKAPONPRK 20 AB069717 1 unknown 09995 

39 2007 09 14-05 2331 2332 3 out 1775 8 1 137 054 1 56 157 - IIV6 1 SCFNRINTCPWCRSK if NP 149620 1 157L 0 9579 

10 2007-09-144)5 3421 3421 2 out 1156 7 0 702 0 42 1 55 273 : Nosema 1 NAIEELIINK 10 ABE26653 1 pot polyprotein 0 998 

53 200709-1405 5521 5521 3 out 2103 2 1 711 04 1 53 303 : lrV6 1 LKHCLKYDVSAVFIPELK IS NP  149851 i 428L 0 9705 

55 200709-1405 4432 4432 3 out 2675 5 0 127 0 5! • 61 113 0 693 live 1 VEMLLKLQIKM'GLYHIELLNNF 23 NP  149919 1 466R 0 994 

42 200709-14-05 2717 2717 3 out 1812 9 1 986 0 45 1 5 186 0 693 live 1 IKQALYEYTEDNIGR 15 NP   149792 1 329R 0 9823 

Test 14 

SrNo File Name |M-H) •M 'Cn XCorr Sp RSp Reference 1 Peptide A^ ID* Protein PP 

30 2007-09-14-18 3563 3563 2 out 1790 9 0 302 0 Si 3 13 66' •3 llosema • SYEIPDGQVIKIGSER •6 AA886863 1 actm 0 9986 

18 2007-09-14-18 3517 3517 3 out 1668 1 629 0 39 25 '020 0 Nosema i IKVIOEVQIDILEK 14 ABE27269 1 unknown 0 9704 

16 2007-09-14-18 6119 6119 2 out 1 3'6 0 3 2 82 482 : IIV6 1 TLTTKVQNINIEh •4 NP  149513 1 0501 0 9654 

1 2007-09-14-18 715 715 2 out 1171 6 0 43 0 64 2 63 66 ' 0 Nosema • HKGVMVGMGQK " AAB86863 1 aclm 0 9925 

2 2007 09 14 18 918 918 1 out 7154 1 118 0 08 2 48 3'6 0 IIV6 1 NIIIDK 6 ;      ,.-;:.'- 032R ' 
10 2007-09-14-18 3426 3426 2 out 1302 8 0 552 C23 2 4B 1058 0 IIV6 ' MLILNCLQKVK I' NP   149723 1 260R 09954 

24 2007-09-14-18 3640 3640 3 out t'46 B 1 J: ' 34 2 39 6'6 : irve ' EEDEWFiFANNFVK 14 NP  149731 1 268L 1 

4 2007-09-14-18 2975 2975 2 out 11306 0 482 a 41 2 29 33- 0 NosemaiNosemalNosemalNosemalNi 14 FPGQLNADLR 111 AAZ23552 1 oeta-iuOulm 0 9981 

29 2007-09-1418 3559 3559 3 out 1785 9 0 522 C 42 2 28 41! c Nosema 1 ADGMKIEEFNKQTM'K. ") ABV48897 1 hypothetical spoie wan protein 

51 2007-09-14-18 3687 3687 3 out 2183 0 379 0 48 2 26 •36 1 609 Nosema • SEWGTRVSETSMTCPSLASR 20 AAT12294 1 beta liansducin repeal containing protein like 0 9748 
14 2007-09 IJ 18 2875 2875 2 out 1515 7 : 46! 0 56 2 19 334 [ Nosema i IWHHTFYNEIR 11 AAB86863 1 actm 0 562 • 

11 2007-09-14-18 1630 1631 2 out 1344 7 0 589 C- 36 2 12 2": 0 IIV6 ' IENENNLEEIK •1 NP   149776 1 313L 0 9627 

15 2007-09-14-18 3761 3761 2 out 1524 9 1248 0 33 2 11 "2 0 irv6 ' SLGWNEQLKVNPk •J NP 149859 1 3961 0 1955 
55 2007-09-14-18 3532 3532 3 out 2433 2 1 567 0 35 2 1 33' 0 Nosema • TMRKIIEDAEAYHFEISDHK 20 AB069719 1 unknown 0 9642 

54 2007-09-14-18 49314931 3 out 2426 2 0 176 34 2 08 216 0 HV6 • HVLDVAM'LASSEGVSVYFNDKK 2! ';    3433)51 i 045L 0 9B84 

' 2007-09-14-18 2685 2685 1 out 700 5 0 993 3 2 2 03 423 0 NoMma • VXDIIK 6 ABM26977 1 RNA polymeiase 11 largest subunrt 1 

61 2007.09-14-18 3888 3888 3 oul 2927 6 1 148 0 43 1 55 •26 0 irv6 ' QLVTYHHTMLKVIIQRELWIMFK 23 !|P  142854 1 431L 0 9916 

5 2007-09-14.18 3483 3483 2 oul 1143 6 1 497 C 59 1 3' 340 0 NosemalNosema 2 1 WNMVPFPR 10 AAN35161 1 beta-lubulin 0 9988 

49 2007-09-14 18 6009 6009 3 out 2075 5 0 58 0 36 1 96 938 0 NoWfiu • FNEQCGREM'EVLMSMKK 18 ABV48900 1 hypotnetical spore wall protein 0 9702 

34 2007-09-14-18 2901 2902 3 out 1849 1 082 0 -:5 196 249 IIV6 • U1SKRTGUMDFNNPK 16 NF   '43642 ' 179R 0 9755 

33 2007-0914-18 6633 6633 3 oul 1848 1 501 051 191 348 : IIV6 ' IMOUSNAKDVGMKIAK 1' - 1496a 176R 0 9989 

22 2007-09-14-18 6097 6097 3 out 1689 9 0 097 ! 43 1 9 249 3 irv6 1 TTTEFDPPSIVSKKK 15 NP  149687 1 224L ( ..o,,.t 

32 2007-09-14-18 3196 3197 3 out 1824 0 493 . 44 1 9 1-34 0 Ncsema 1 DEIKILGNIV5KGYFK •6 ABE26653 1 pot polvpiotein 1 350' 

40 2007-09-14-18 6642 6642 3 out 1939 1 1 781 0 4! 1 69 82 G 692 Nosema 1 YHKLNINPVKIFIDPK '6 ABE26661 1 pot polyprotem c 9529 

28 2007-09-14.18 5106 5106 3 out •"2 3 0 767 t 42 188 346 g irv6 1 TITAGNACM'SNTKTUK •3 NP  14984 3 1 380R 0 3'65 

19 2007-09-14-18 6221 6221 3 out 1671 3 3 577 a 4i 1 83 2-1: 1 099 11V6 1 DATNUKTYNIOYK 14 NP  149889 1 426R 0 9866 

12 2007-09-14-18 3599 3599 2 out 13'' ' 0 757 0 3' 162 13' g irv6 1 NENNSVGRTQMK •2 NP 149530 1 067R 0 588 

26 2007-09-14-18 4531 4531 3 out 1 334 0 39 1 82 300 0 DWVIDWVIDWVIDVWIKakuqolVDVl 7 l>rTDLMEMGSNPYIR 15 NP 863560 2 polyprotein 0 9807 

47 2007-09-14-18 3001 3001 3 out 2024 8 1 278 0 39 181 24C 0 693 Nosema 1 DPNGYVGCM-WSICGVHDR •3 AAU11091 1 class-It photolyase 0 9953 

5.3 20074)9-14-18 6367 6367 3 out 2267 2 0 724 .-.' 181 144 0 693 (V6 1 FGMSNPPIRYNPPIRYNPK 19 NP 149628 1 I65R 0 9987 

25 2007-O9-14-1B4415 4415 3OU1 1752 1 764 0 38 1 8 360 0 KBVIKBVIKBVIKBVIKBVIKBV 6 TAANGIERIPVLGEIAK 1' ABN49472 1 VP4 protein 0 9996 

21 2007.09-14-18 2539 2539 3 out 1676 8 1 088 0 35 1 7' 2" 0 693 Nosema 1 KIAAL NSWSPEASM*R 16 ABE26650 1 pol polyprotein 0 9937 

36 2007-09 14-18 3720 3720 3 out 1892 9 1059 0 43 it' 223 0 Nosema 1 NLM'NRNFEQFHWLK 15 ABE27267 1 unknown 0 333' 

35 2007-09-14-18 2592 2592 3 out 1B89 9 1 586 341 166 135 0 693 NosemalNosema 2 IIJVYYNEASSSKYVPR 18 AAN35161 1 bela-tubulm 0 963! 

s 2007-09-14-16 2839 2839 2 out 1138 5 0 085 041 162 269 0 IIV6 1 SI M'GNCPSSVh 12 NP 149555 1 092R 0 9979 

13 2007-09-14-16 3503 3503 2 oul 1401 8 C 7CJ 3 45 162 22C 0 693 IIV6 1 E1.NLLTINTENK •2 NP  149803 1 34 OR 0 9957 

41 2007-09-14-18 5828 5828 3 out 1940 9 03 I 43 162 275 0 SV 1 VQMDTGAKEDETANFER 1' AAF78779 1 stiuctuial protern Vpt 0 9708 

42 2007-09-14 16 404 7 4047 3 out 1945 9 0 796 3 4 162 50 0 irv6 1 FWKTMYDNSLLYISR 15 NP  149611 1 148R 0 9925 

39 2007-09-14-16 4605 4605 3 out 1931 8 1 447 J 51 1 6 264 0 693 Nosema 1 EDTSGGEEKNSYGSSEKK 18 ABE26648 1 pol polyprotein 0 9969 

23 2007-09-14-18 2652 2652 3 out 1634 9 0 22 C47 1 56 2-5 0 BQCV 1 TSLQLIRDYFHCAK 14 AAD27696 1 helicase domain c 0 9684 

9 2007 33 14 -SIS., 686 .    ui 1297 6 1 351 C 42 1 56 Itt 0 Nosema 1 ADGM'KIEEFNK 12 ABV48897 1 hypothetical spore wall protein 0 9942 

3 20C 09 14 13 3803 3803 ." t .' 1285 7 0 886 0 43 154 10"** 0 IIV6 1 EAQKIEKIGNR 11 NP 149612 1 •43. 0 9989 

44 20C-09-14-1B4438 4438 3 out 1950 9 0 787 24' 1 53 •31 1386 VDV' VUV • 2 CQHWYAPLTA1YVDDR 16 YF   145791 ' polyprotein 0 9927 

17 2007-09-14-18 6068 6058 3 out 1654 8 0 827 0 52 152 54 2 996 Nosema 1 PSLDGCGLFFVTROK 16 -3L-'4 33f.i'2 ' hypothetical spoie wall protein 14 0 524 

43 2007-O9-14-18 6573 5573 2 out 1947 8 1548 0 = 152 121 0 Nosema 1 FNEQCGREWEVLMSMK " ABV4890C ' hypothetical spoie wan protein 0 9765 

20 200' 09 14-18 2947 2947 2 out 1675 8 1442 [ 57 15 •4' 0 DVVVlDWV|DWV|r2OTVIKlkuuo|VDV1 7 IGCEKHGMPCSPFNR 15 NP 853560 2 polyprolem 0 38 > 
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Test 16 

Si NO File Name (M»H) •M •Cn XCorr ft RSp Reference No Peptide AA ID» Protein PP 

14 2007-09-04-18 3679 3679 2 out 1614 9 1 556 0 39 296 70S 0 IIV6 * T1LTTKVQNINIEK '4 NP 149513 1 0501 3 9771 

36 2007-09-04-18 3050 3060 3 oul 2754 8 0 779 0 61 27 312 c IIV6 • VTLLLLUAVLLLLLIFWKVCKQK 25 NP  1496791 216R 0 995 

10 2007-09-04-18 4146 4146 3 oul 1538 7 1 054 0 36 2 49 566 0 Nosema ' SM-GWGTGSPGTWAVR 18 AAT'2254 1 beta transducm repeal contaimnq protein-like 1 

16 2007-09-04-18 23712371 Soul 1630 8 0 522 0 ?2 2 35 6'7 0 IIV6 ' QENMLIESHNM'LR "4 NP  149463 1 468L 0 9826 

13 2007-09-04-18 3386 3366 3 oul 1614 8 1 889 0 3: 23 498 0 Nosema ! AQENGVSEAINEILK '6 ABE26652 1 pol polyprotem 0 9912 
37 2007-09-04-18 3683 3583 3 out 2855 4 0 73 3-16 2 25 4C3 0 Nosema 1 NNYSDFVWllDIYQGWEKTLFDK 24 AFJ069722 1 unknown 0 9739 

33 2007-09-04-18 3106 3108 3 oul 2670 3 1 474 0 53 2 28 234 0 IIV6 1 ENSRVFLDYMYVYDNISVFPAK 22 NP 149692 1 2291 0 9637 

24 2007-09-04-18 2590 2590 2 oul 1820 8 0 36' o-:; 2 19 233 0 Nosema 1 Y'.VANUSLKFGESDSDK f AAF51269 ' 20S proteasome alpha 5 subun1 0 9964 

7 2007-09-04-18 2046 2046 3 oul 1427 8 1 802 0 43 • 98 2-1 0 Nosema 1 PLDRNTVLSSVAR '3 AAL29055 1 AF406785 4 pyruv^te dehydroqenase E1 beta subuni 0 9854 

22 2007 09-04 18 2270 2270 3 oul •836 9 : 336 3 35 1 94 '26 0 693 Nosema 1 LIEAGYIISVEALAYAPK IJ AAK68858 1 DNA ,-cai' protein 0 9957 

29 2007-09-04-18 3373 3373 3 oul 2299 ? 1 872 341 • 3' 334 0 irv6 1 VRIPSVTUSTIIQFGANGRlR 21 NP 149737 1 274L 0 9658 

38 2007-09-04-18 3378 3378 3 oul 2947 4 1407 3 54 179 •63 0 '.osema 1 LTTIKSTSSNSVPANVNIGDSGNGPMKDDK 29 ABE26649 1 pol polyprotem 0 9605 
3 2007-09-04-18 2009 2009 3 oul 1 616 0 39 1 71 143 0 693 IIV6 ' FLHEKMFDQSDK 12 NP 149891 1 423: 0 9963 

17 2007-09-04-18 2870 2870 2 out 1677 9 0 092 : < 1 71 429 0 IIV6 • SIVEVSOYLKELGGR IS NP 149500 1 0371 0 965 
J 2007-09-04-18 2584 2584 2 out 1285 7 1 186 153 169 "73 0 IIV6 ' EAQKIEKIGNR 11 NP 149612 1 149L 0 9979 

5 2007-09-04-18 2666 2566 2 oul 1524 9 0 655 i VI 1 66 734 0 IIV6 ' SLGWNEQLKVNPK '4 NP  149859 1 3961 0 993 

26 2007-09-04-18 4169 4169 3 oul 1939 1 1 088 3 42 1 65 71 2 303 Nosema ' YHKLNINPVKLFIDPK 16 ASE26651 1 POl polyprotem 0 9943 

2 2007-09-04-16 1659 1659 2 oul 1103 5 0 08 3 43 1 64 325 0 BQCVIBQCVII 4 YDQYDPFR 3 A8C95162 1 structural polyprotem 0 9909 

30 2007 09-04-18 2351 2351 3 out 2303 2 13 344 1 63 '40 o sv 1 VMNMATTFGHLIARVYEPPR 20 AAL79021 1 AF469603 1 polyprotem 0 9578 

21 2007-09-04-18 2159 2159 3 out 1755 8 0 434 34' 1 62 944 0 voviivovi 2 RSSIECQYIEPSTSR '6 YP   145791 1 polyprolein 0 9971 

19 2007-09-04-18 3895 3895 3 oul 1725 8 1 037 04 1 63 "4 0 Nosema 1 PKELVTSDENM-KYR IS ABY49795 ' hypothelical sport will protein 13 0 96 55 

15 2007-09-04-18 2065 2065 3 oul 162! 9 128 0 67 1 66 232 0 IIV6 * IVVNHAIEIAKTISK 14 NP 149500 1 037L 0 '' 1 

36 2007-09-04-18 2669 2669 3 out 2794 4 0 084 3 63 1 64 219 0 live ' YFGAYLCKNEKTSIITEMAT1ELR 24 NP  149672 1 209R 0 9547 

6 2007-09-04-18 1967 1967 3 out 1353 7 0 307 3 42 1 53 '44 0 693 sv 1 YPPIDYIVSMR 11 AAU10096 1 nonslruclural protein 0 9883 
• 2007-09 04 16 2131 2131 2 out 1070 6 09 041 1 5 462 0 live 1 LIWDWIPK 6 NP 149515 1 052R 0 9836 

5 2007-09-04-18 4223 4223 3 oul 1292 ? 1 365 0 45 1 5 •9' 0 ASPV ' KVDWNAFGESK 12 NP 066241 1 replicase polyprotem 0 9738 

Test 15A 

SrNo File Name V-1 'M •Cn XCorr sp RSp Reference No Peptide AA ICM Piotein PP 

16 2007-09-04 19 3171 3171 2 out 1790 9 0 354 0 55 2 86 481 0 Nosema 1 SYELPDGQVIKIGSER 16 AAB86863 1 aclm 0 9871 

11 2007-0904 19 4601 4601 2 oul 1634 8 1 166 03 2 48 324 0 693 IAPVIIAPV 2 AFETLGFTYTDELK 14 YP 001040002 1 polymerase poryprotem 0 9898 

3 2007439-04 19 3902 3902 2 oul 1614 9 0 568 : 4! 2 42 161 0 IIV6 1 TILTTKVONINIEK 14 NP  149513 1 050L 0 9648 

29 200' 09-04 19 3697 3698 3 oul 2440 2 0 361 0 37 2 42 3-6 0 IIV6 1 VIPFESTFKDSIDDISLEEOK 2' NP 149647 1 '34R 0 9604 

6 2007 09-04 19 3505 3505 2 out 1490 8 • 684 0 33 234 623 0 IIV6 1 INVSVEFim.DK 13 NP 149490 1 027L 0 979 
7 2007 09-04 19 968 968 2 oul 1495 ' • 05 04 211 35 5 c live 1 FHNEKIVCSGSFQ 13 NP   149713 1 250L 1 

30 2007 0904 19 4744 4744 3 oul 2444 3 0 544 0 43 2 06 250 f IIV6 1 FCtLNNFLKYFYLLOSYKSK '9 NP 149761 1 298F. 0 9863 

36 2007 09-04 19 5225 5226 3 oul 29014 0 59 0 47 2 03 197 0 693 Nosema ' CAEDFLKSPVSKSVITVPAYFNDSQR 26 AAC47660 1 mrtocnondnal-type HSP70 0 9775 

10 2007 ' 14 19 6109 5109 2 oul 1630 8 0 907 044 197 289 0 693 IIV6 1 QENMLIESHNM'LR '4 NP 149463 1 468L 0 9926 

19 200' 09-04 19 4882 4882 3 oul 2038 1 1 566 04 196 '42 1 609 IIV6 ' AYKECCPLISOIISFPLI '8 NP 149822 1 359L 0 9988 

24 2007 09-04 19 5587 6587 3 oul 2111 3 2'4 04 19 123 1 386 Nosema 1 SDEDVKM-M'PLSNNTVSRR 20 ABE27267 1 unknown 0 9706 
14 200' 0904 19 5295 5295 3 oul 1723 9 1 363 0 37 189 26' 0 BQCVIBQCV 2 LDLAQYVDTETKEAK 16 NP 620565 1 3!-uc:-ral pclyproter 0 9987 

20 200' •09-04 19 5273 5273 3 out 2056 1 1 53' 0 37 187 24:, 0 693 live : YPIMT1PPTPIPLLGTSNM 19 NP  149920 1 4571 0 9892 

13 2007 09-04 19 3731 3731 2 out 1686 8 1 417 04 1 85 100 0 693 Nosema 1 GKYS'.VNGIYKDIDK 14 ABE26653 1 pol polyprotem 0 9835 

18 2007-09-04 19 4396 4396 2 out 1364  1 1 02 C 52 182 166 u Nosema ' DMIVIADLEQKFIPGFK 17 ABE27277 1 unknown 0 9794 

22 2007439-04 19 4640 4640 3 out 2092 9 1 187 0 46 178 180 16:5 KBVIKBV 2 TDIEYEDFLDMCLEKTK 17 NP 851403 1 non-structural polyprolein 0 9686 

35 200' 09-04 19 3285 3285 3 oul 2777 4 1 059 0 45 178 142 0 693 Nosema ' FMSLMEWNQEGFEFNVUKTPKK 24 ABE27273 1 unknown 0 9913 

4 2007 09-04 19 5039 5039 2 out 1326 7 0 618 0 38 1 74 301 0 IIV6 1 MLNFFSPTELK '1 NP 149642 1 179R 0 9952 

32 2007 0904 19 3751 3751 3 out 25514 0 768 0 39 1 71 211 0 IIV6 1 SCEEIIFIPNVDKKLTTHIFK 21 NP 149877 1 414L 0 9701 

15 2007 09-04 19 4040 4040 2 oul 1763 1 0 122 0 46 168 323 0 Nosema 1 RMFVLAVIVLFLrTK '5 AAL28057 1 AF406786 6 calmodulm-dependent protein kmase 0 9572 

23 200' 09-04 19 4865 4865 3 out 2097 1 ' 317 0 43 1 66 22' 0 HV6 1 FTGILSM'LNNRNIW'AEIK 2C NP 149599 1 136R 0 9865 

33 200' 09-04 19 3706 3706 3 out 26'9 5 0 494 0 52 162 '4' 0 IIV6 ' EPTILPPIKLEQ1AYIRAGDEPR 23 NP 149664 1 201R 0 9815 
17 200' 09-04 19 3905 3906 3 oul 1939 1 1 432 0 46 161 83 1 792 Nosema 1 YHKLNINPVKLFIDPK l( ABE26651 1 pol polyprolein : 9904 

34 2 I 09-04 19 4993 4993 3 oul 2653 4 1 872 0 43 ' 58 '-:.• 0 BQCV 1 VKFATNHVS^M^LNHVQCDIAK 24 NP 620665 1 :.'!u::..ra polyprolein 0 9856 

28 200' 09-04 19 3369 3369 2 oul 2280 1 0 42 157 216 c IIV6 ' IFSAFCYGSIDTAISNQLSDK 21 NP  149768 1 2951 0 9967 

31 2007 09-04 19 3530 3530 2 oul 247=: 0417 0 53 1 55 -40 0 IIV6 1 IM'NEVGDNIILTGLNYELFYK 72 NP  149561 1 098R 1 

3 200' 09-04 19 3907 3907 3 out 1252' 1 992 0 47 1 5 236 c ABPV 1 KVDWNAFGESK •2 HP 066241 1 replicase polyprolein 0 9727 

38 200' 09-04 19 3459 3459 3 oul 312S 6 1 903 0 47 1 5 '03 1 609 Nosema ' QWLKAGSKGSYINISQITSCVGCIQNIESK 30 AAD12605  ' RtlA polymerase 11 largest sobunr! ; 9736 

Test 16 

SrNo File Name (M+H) •M "Cn XCorr Sp RSp Reference Mo Peptide AA ID# Protein PP 

1 2007-09-14-07 3136 3136 2 out 1166 7 0 532 0 66 3 45 661 0 KBV|KBV|KBV|KBV 6 IGPISEVASGVK 12 ABN49472 1 VP4 protein 0 9976 

3 2007-09-14-07 3902 3902 2 out 1285 7 0 314 0 54 2 45 1170 0 IIV6 • EAQKIEKIGNR 11 NP 149612 1 1491 0 999 

4 2007-09-14-07 2614 2614 2 out 1344 7 0 251 041 1 72 403 0 IIV6 i IENENIMLEEIK 11 NP 149776 1 313L 0 9997 

2 2007-09-14-07 3334 3334 2 out 1169 6 0 505 0 49 16 280 0 NosemalNosema 2 LAVNM'VPFPR 11 AAN35161 1 beta-tubulm 0 9992 

Test 16 

SrNo File Name (M+H| •f," •Cn XCorr Sp RSp Reference No Peptide AA. IDf Protein PP 

3 2008-08 1301a 1274 1274 2 out 1156 7 0 378 0 68 3 13 802 0 KBV|KBV|KBV| 6 IGPISEVASGVK 12 ABN49472 1 VP4 protein 0 9876 

14 2008-08 13-01a 1670 1670 2 out 1614 9 0 202 0 28 2 57 596 0 live 1 T1LTTKVQNINIEK 14 NP 149613 1 060L 0 9956 

12 2008-08 1301a 957 967 2 out 1344 7 1 598 0 25 2 34 466 0 693 IIV6 1 IENENNLEEIK 11 NP  149776 1 313L 0 9897 

9 2008-08 1301a 1599 1599 2 out 1270 7 0 457 04 2 23 356 0 IAPVIIAPV 2 LVLNANPFVAGR 12 YP 001040003 1 structural polyprotem 0 9828 

13 2008-08 13-01a 1148 1148 2 out 1475 6 0 67 0 29 2 06 487 1 099 IIV6 1 EMNNTCSSGYLTR 13 NP  149930 1 467R 0 9957 

15 2008-08 1301a 1508 1508 2 out 1630 8 0 558 0 29 1 94 365 0 653 IIV6 1 QENMLIESHNM'LR 14 NP  149463 1 468L 0 9861 

2 2008-08 1301a 1306 1306 2 oul 1143 7 0 425 0 43 1 89 662 0 Nosema • LISLTRUSK 10 ABE26651 1 pol polyprotem 0 9534 

4 2008-08 1301a 1058 1053 2 oul 1158 6 0 399 044 1 7 2-4 0 IIV6 • KRNAEAWQR 9 •IF   149676 1 213R 0 9991 

8 2008-08 13-01a 1275 1275 2 out 1264 7 1 343 0 46 1 7 285 0 IIV6 ' INGUDISEYK 11 NP 149758 1 295L 0 9913 

10 2008-08 1301a 1308 1308 2 oul 1273 8 1 677 0 38 1 69 '09 0 693 Nosema : KTESKVELVLK 11 AB069724 1 unknown 0 9993 

21 2008-08 1301a 1373 1373 3 oul 1950 9 0 248 0 37 167 '62 0 VDV1|VDV1 2 CQHWYAPLTAIYVDDR 16 YF   145,791  1 polyprotem 0 994 

7 2008-08 13-01a 1541 1541 2 out 1214 7 0 494 034 1 64 3JC 0 IAPVIIAPV 2 T1ADALKKVQK 11 YP  001040003 ! structural polyprotem 0 99% 

16 2008-08 1301a 1535 1535 3 out 1700 9 1 444 0 45 - 61 •64 0 IIV6 1 CNQMDFFWEFK 14 NP  149776 1 313L 0 967 

23 2008-08 1301a 1523 1523 3 out 2044 1 1 495 0 36 1 59 223 0 IIV6 * LKQLDVMIEFM'KQYNK 17 NP   '49:'C4 1 041L 0 9637 

20 2008-08 1301a 1557 1557 3 out 1860 9 1 053 0 46 1 57 15,7 0 Nosema 1 YVYEIEIPLCLYSQK IS ABE27273 1 unknown 0 9784 

1 2008-08 1301a 1449 1449 2 out 1122 5 0 826 04 1 52 141 1 099 IIV6 1 SLMGNCPSSVK 11 NP  149555 1 092R 0 9987 

6 203808 13 01a 1185 1135 2 out 11847 0 736 0 33 1 52 317 0 IIV6 1 IKDIIDALQR 10 NP 149695 1 232R 0 9861 
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Test 16 
SrNo File Name (M*H) «M "Cn XCorr SF RSp Reference Nc Peptide A.A ID* Protein PP 

11 200B-06-13-02 1670 1670 2 out 1614 9 0 468 0 32 261 549 0 IIV6 1 TILTTKVQNINIEK 14 NP  149513 1 050L 0 9997 

9 2008-08-13-02 944 944 2 out 1344 7 0 485 0 33 2 09 379 0 W6 1 IENENNLEEIK '1 NP  149776 1 313. 0 9812 

12 2008-08-13-02 1509 1509 2 out 1630 8 0 £83 0 33 ; 03 365 0 l(V6 1 QENMLIESHNM'LR •4 NP  149463 1 4681 0 9944 

• 2008-08-13-02 1136 1136 1 out 700 5 1 105 0 15 1 91 395 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymerise II larqest subumt 1 

18 2008-08-13-02 1482 1482 3 out 1780 9 0 942 0 56 1 91 22' 0 Nosema 1 QPSLHKMSMMAHKVR 15 ABM26979 1 RNA polymerase II largest subunrt 0 9689 
8 2008-08-13-02 1674 1674 2 out 1272 7 1 088 0 43 184 283 0 NoMim 1 DIWDIYNHGK '! AAT72741 1 deoxyundine 5 tnphosphate nucleotidehydrotw 0 9976 
3 2008-O8-13-O2 1198 1199 2 out 1184 7 0 282 06 1 78 27' 0 IIV6 1 IKDIIDALOR 10 NP  149695 1 232R 0 9991 

7 2008-08-13-02 1779 1779 2 out 1263 6 0 309 0 43 1 72 396 0 IIV6 1 DKMQIYVEDK 10 NP   149676 i 213R 0 9939 

2 2008-08-13-02 1284 1284 2 out 1156 7 0 535 044 225 0 031 ftS ;r 6 IGPISEVASGVK ts ABN49472 1 VP4 protein 0 991 

17 2008-08 13 02 1492 1492 3 out 1776 0 604 041 1 7 276 0 IIV6 1 NHIKALTEQlSRIPR ••: NP  149688 1 225R 0 9996 

13 2008-08 13 02 1365 1365 3 out 1732 9 1 127 0 45 166 271 1 099 IIV6 1 LNESREIVSAEMVKK ••: NP  149639 1 176R 1 

6 2008-08-13-02 1260 1260 2 out 126-: 7 1 544 0 38 163 303 0 IIV6 1 TV!F-JIRl-, 10 NP  149777 1 314L 0 9971 

4 2008 06 13-02 897 897 2 out 1197 8 0 012 044 161 177 0 irve 1 ESILILLLRK 10 UP   1496 '1 • 208L 0 5996 

20 2008-08-13-02 1524 1524 3 out 2062 1 0 754 0 47 1 58 253 0 Nosema 1 IDAMNAAKSAATIGDRSLEK 20 AAT12296 1 chromosome segregation protein 0 '-648 

16 2008 08-13-02 1238 1238 3 out 1764 8 1 201 0 42 1 57 76 1 099 Nosema 1 DDMPEMLTIHCVIHK '5 ABE27267 1 unknown 0 9769 

Test 17 

Si No File Name IM-H •M •Cn XCorr Sf RSp Reference t.c P .reticle AA ID» Pioteii PP 
18 2007-09-14 11 3602 3603 2 out 1614 9 1224 0 35 2 33 783 0 IIV6 • TILTTKVQNINIEk 14 •|F   1-5- I' 1 050L 0 9534 

7 2007 09 14 11 3130 3130 2 out 1156 7 0 713 : 59 264 436 0 KBVIKBV|KBV|KBV|KBV|KBV 6 IGPISEVASGVK 12 A8N49472 1 VP4 protein 0 9946 
20 200709-14-11 2756 2756 3 out !'ll4 '• 0 326 0 45 2 38 346 L Nos *n-a 1 KINNFIFDDVAAiPK 13 ABE26661 1 poi potvprotem 11    ,!...,, 

12 2007-09 14 11 2576 2576 2 out 1344 7 1 713 0 36 2 33 449 0 IIV6 1 IENENNLEEIK 11 NP  149776 1 313L 0 9636 

37 2007-09-14-11 3687 3687 3 out 2110 1 1 373 0 55 226 406 0 Nosema ' ASlQi.KELEMOHNNI.VSR 13 AAT12296 1 chromosome stortqation protein 1 

13 2007-09-14 11 3180 3180 2 out 1366 7 0 793 0 62 2 24 678 c IIV6 i YQHYAIFEAVK NP  149681 1 218R 0 9607 

5 2007-09-14-11 657 657 2 out •202 ' 1 274 0 42 194 483 c IIV6 ' KFPTLEIINK l.l M   149681 i 225R 6 9928 

10 2007-09-14-11 3858 3858 2 out 1285 " 1 149 041 1 9 312 c irv6 ' EAOKIEKIGNR ii NP  149612 1 149L 0 968 

55 2007-09-14-11 2712 2712 3 out 1?4; 1225 0 36 19 140 1 6 36 Nosema 1 IIIP^EFELEFLER •4 ABE26650 1 Pol polvprotein 0 9866 

25 200709-14 11 2946 2946 3 out 1755 8 0 007 05 1 89 1193 G VDV1IVDV1 2 RSSLECOYIEPSTSR !; YP   145791 1 polyprotem 0 991' 

6 2007-09 14 11 2789 2789 2 out 1146 6 5 503 :44 1 33 473 0 Nosema 1 LSKEMNRIR 5 ABY49796 1 hypothetical spore wall piotein 13 0 9674 

l 2007-09-14-11 2877 2877 1 out 700 5 1 008 0 17 1 87 425 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA poiymeraae II larqest subumt 1 

38 2007 09-14 11 3252 3262 3 out 21312 1663 041 1 87 133 0 Nosema • LNOTVAEVLRLYKNNDIK 13 ABE26651 1 pol polyprotem , 998 
4 2007-09-14-11 2970 2970 2 out 1133 7 0 696 0 42 1 86 229 0 IIV6 I OOYtUUR 9 NP  149867 1 404L tl 35S3 ; 

2007-09-14-11 3575 3575 2 out 1143 6 1 71 0 43 1 85 484 0 NosemalNosema 2 LAVNMVPFPR 10 AAN35161 1 beta-tuhulin 1 

11 200' 35 '4 1i 25C1 290- 2 out 1309 6 1525 0 42 1 82 528 0 IIV6 • NVLQ'M'GIEIK 13 NP  149701 1 238R 0 5531 

29 2007-09 -4 11 433 430 3 out 1943 0 206 : r 1 77 218 0 IIV6 I SQHGIPDTSLKPSPHWR •7 NP  149813 1 350L 0 9869 

16 2007-09-14-11 3454 3454 2 out 1538 8 0 381 0 52 176 68 0 693 IIVE • VSELGSKHFCYIR 13 NP   145327  ' 364L 0 9817 

5 2007-09-14-11 3070 3070 2 out 1179 7 1 898 044 1  '4 238 0 693 IIV6 • PEILPLLTQR 10 NP   149731 1 268L 0 992 

1 200709 14-11 3570 3572 2 out 1122 5 1   -04 [ 42 1 69 156 0 IIV6 • SLViGNCPSSVK 11 .,F    U<   -  1 092R 0 9964 

15 2007-09-14-11 3350 3360 2 out 1429 7 1 3'6 05 166 221 0 Kakuqc • PIKECSPISVSNR 15 YP 015696 1 potvprata - 0 9976 

40 200' 05 -4 11 3434 3434 3 oul 2542 ? 1975 0 38 166 89 0 Nosema|Nosema|NosemaiNose 3 LP3MTMKESFES0VNYVLNKAR 22 p. K981 ' RNA pofymtAM H a-u-"' lubunt 0 9941 

14 2007-09-14-11 3508 3508 2 out 1377 7 0 739 054 164 87 0 693 irv6 ' NENNSVGRTOMK 12 ,f   • 06 7R 0 9706 

28 200709 14-11 3633 3633 3 out •50(1 3 1 373 05 161 345 C irv6 • EYM'TITFCNQEHQIK 16 NP  149752 1 289L 0 9921 

32 2007-09 14-11 2631 2631 3 out 1990 1 0 749 0 39 ' 6 '6 C irv6 ' WHVLTTrrKmTMENK •5 NP 149872 1 411L 1 

26 2007-09 14-11 2793 2793 3 out 1779 9 0 022 : 4- 1 58 160 0 693 Nosema • DSELAVLLEDGGCGFVR '7 AAT12295 1 phosphohpase D 1 

17 200709-14-11 2958 2958 2 out '559 3 1436 0 47 167 106 0 693 IIV6 • M-DETQOLLYKFK '3 i,5  149661 ' 205R 0 9593 

" 2007-09-14-11 742 742 3 out 2045 1 0 066 04 1 53 199 0 W6 - SLWGNCPSSVKIIVSGATHK 21 NP 149655 1 092R 0 9583 

Test 18 

SrNo File Name (M-H| 'M •Cn XCorr Sp RSp Reference in Peptide AA OH Protein PP 

-1 2007-09-14-08 2893 289B 2 out 1156 7 3'. 1.   '4 2 83 593 I KBVIKBVIKBVIKBVIKBVIKBV 6 IGPISEVASGVK 12 ABN464'2 1 VP4 prota 0 9954 

• 2007-09-14-08 3345 3345 2 out 1143 6 • 5' 0 65 2 45 1024 1 NcsemalNcsema 2 LAVNMVPFPR i AAN     i   1  1 beta-tubulm 0 9814 

11 200709-14-08 2865 2866 2 out ,..;- - 0 776 0 58 2 42 431 C VDV1IVDV1 2 NVLIECKANEEK 12 YP   145791 1 potvprotem C 93'3 

a 2007-09-14-08 3501 3501 2 out 1268 6 1 68 041 2 34 570 c irve • DKMQIYVEDK 10 NP  149676 1 213H 0 962 

<• 2007 09-1408 2528 2528 2 oul •744  7 0 403 04 2 ' 433 0 irv6 1 IENENNLEEIK 11 NP   149776 1 313L 1 

35 2007-09-14-08 2513 2513 3 oul 2296 4 1 094 0 48 2 05 74 :i Nosema • YVTlKPLQIirTSKHIVATLR !\, SSKSSK i pot polyprotem 1 351 3 

22 2007-09-14-08 2735 2735 3 out 1755 8 0 47 C 4' 2 04 939 3 VDV1FVDV1 2 RSSLECOYIEPSTSR 1 YF   146'51 1 polyprotem 0 9996 

10 200' 05 '4 38 3216 3216 2 out 1377 - 0 679 0 46 199 108 1 099 IIV6 • NENNSVGRTOMK 12 iF   ,--:    0 067R 0 9832 

6 2007-09 14-08 2585 2585 2 out 1205 6 0 335 0 36 1 B7 220 0 D;W|DWVlOWV|Kakuao|VDV1|l 45 DDPFDKELAR 1 ABB36639 1 polypi otein 0 9938 

•:• 2007-09 14-08 2466 2466 2 out 1556 7 0 287 04 183 256 0 BOCV 1 KYSFDDWFSFSK 13 NP 620564 1 nonstructural polyprotem 0 9931 

! 2007-09-14-06 3520 3620 2 out 1195 8 1 641 0 52 1 76 378 3 653 IIV6 1 IILIIQLELK 13 UP   1497C2 1 239R 0 9868 

23 2007-09-14-08 3407 3407 3 oul 1785 9 0 768 044 1 71 234 3 Nosema • ADGMKlEEFtlkQTM'K IC ABV48897 1 hypothetical spoie wall protem 0 9741 

29 200709-14-08 3129 3129 3 out 1971 2 1 153 0 45 169 309 5 IIV6 • WILVLAFLHLOKFLLR 1' NP 149546 1 382R 0 9951 

12 2007-09-14-08 3364 3364 2 out 1401 8 0 825 0 48 168 275 5 irv6 1 ELNLLTLNTENK 12 NP 149803 1 340R 0 9972 

16 2007 09-14-08 2927 2927 3 out 1687 9 0 34 044 1 65 172 3 KBV|KBV|KBV|KBV|KBV|KBV 6 IVQNSDSDKLKEALK If ABN49472 1 VP4 protein 1 

36 2007 09-1408 6286 6286 3 out 2296 2 1 139 044 ' 6 5 98 1 609 irv6 
1 

FAMFKPHWLTPLEYFMSR 15 NP  149788 1 325L 1  55' 3 

21 2007-09-14-08 3849 3849 3 out "46 7 336 041 • r,- 314' : irv6 I ELLKWLLLOEFWK 1 • ":      '4    3': 024L 0 9959 

32 2007-09-14-08 2909 2509 3 out 2-6; 2 1 132 04 161 172 : irv6 1 YNPPIRYNPKHPLSPPFK 13 NP  149628 1 165R 0 998 

34 2007 0914 08 2373 2373 3 out 22B6 3 1 378 0 38 161 33' irv6 i M'VIQFKPKELILCIDGVAPR 21 NP   149475 1 012L 0 9966 

} 2007-09-14-08 3033 3033 2 out 1209 6 1 752 C47 169 168 0 693 irv6 1 VFVNIGCSTNR 11 NP   149626 1 163L 1 

17 2007 09-14-08 6582 6682 3 out 1701 9 0 231 I 13 159 80 3 258 Nosema 1 AETEEPSKNLLITEK i-: ABE26661 1 ool polyprotem 0 992 

19 2007-09-14-08 3124 3124 3 out I7H 5 054 04 159 200 3 irv6 1 DLQKEVODLAKEWK 15 NP  149504 1 041L 0 9947 

25 2007 09-14-08 1131 1131 3 out 1849 t 626 044 159 364 3 Nosema 1 SARTIAKFVLEEIICR 16 ABE236648 1 pol polvprotein 0 972 

24 2007 09-14 08 3702 3702 3 out 1843 9 1 303 0 38 158 299 0 IIV6 i ILDYYKNDEDDIVTK 1' NP 149824 1 361L 0 9957 

20 2007-09-14-08 3794 3794 3 out 1738 9 0 171 0 39 • 54 359 0 Nosema • YNFKDDIFTGUHR 14 ABE27264 1 unknown 0 9967 

18 2007-09-14-08 6619 6619 3 out 1713 1638 05 153 99 i 946 W6 1 LVPINADLINFAADW 16 NP 149697 1 234R 0 9693 

B- 



Test 18 

St No File Name !M*H| "M •Ctl XCorr SP RSp Reference He Pepnde AA ID* Protein PP 
5 2008-08 13-04 1289 1289 2 out 1156 7 0 484 0 62 3 58 792 0 KBV!KBV|KBV|KB 6 IGPISEVASGVK 12 ABM 94 72 1 VP4 protein 1 

12 2008-08 13-04 1679 1679 2 out 1614 9 1485 0 35 2 82 617 0 IIV6 1 rilTTKVQNINIEK 14 NP  149513 1 050L 0 9945 
15 2008-08 13-04 1711 1711 3 out '795 9 0 392 034 2 32 are 0 Ncsema 1 UlikULMSTDSIEKR IS ABE27271 1 unknown 0 9629 
11 2008-08 13-04 1261 1261 2 out | 1389 7 0 492 0 65 2 27 645 0 VDV1 VDV1 2 NVUECKANEEK 12 YP   145791 ' polyprotem 0 9872 
14 2008-08 13-04 1357 ICC-' 2 out 1665 8 1735 0 38 2 22 293 0 Nosema 1 TQSDQGTTTKVQEDK IS ABE26649 1 pol polyprotem C 9935 

7 2008-08 13-04 1708 1708 2 out •20- 7 1 393 0 36 2 12 311 0 IIV6 1 VDVSTQTKTVK 11 NP  149655 1 192R 0 9832 
1? 2008-08 •3-C4 1521 1522 2 out 'G3C 3 1 54 3 3 4? 2 C8 441 0 IIV6 1 OENMLIESHNM'LR 14 NP  149463 1 468L 0 9622 

6 2008-08 13-04 120J 1204 2 out 1184 7 0 119 0 43 2 07 -31 0 IIV6 1 IKDIIDALQR 10 NP  149695 1 232R 0 9892 
10 2008-08 13-04 958 958 2 out 1344 7 0 291 0 37 2 06 429 0 nve 1 lENENNLEEIK 11 NP  149776 1 313L 0 9884 

3 2008-08 13-04 1494 1494 2 out 1151 5 1 656 3 53 2 05 224 0 NcsenalNosema 2 LSQEFGKKSK 10 AAC47419 1 alpha-tubulm 0 9877 

9 2008-08 13-04 1456 1456 2 out 1268 6 1 366 0 32 1 98 412 0 IIV6 1 DKMQIYVEDK 10 NP  149676 1 213R f 3'4 3 

1 200808 13-04 1143 1144 1 out 700 5 0 566 0 17 1 89 415 0 Ncsema : VXDIIK 6 ABM26977 1 RNA potymerase II larqest subunit 1 

17 2008-08 13-04 1571 1571 3 out 2336 2 0 858 0 58 175 3'4 0 IIV6 : PSIVAEM-PDIKPUQVWVHLGK 23 NP  149864 1 401R 0 9892 
3 2008-08 1304 1703 1703 2 out •256 6 0 494 0 45 ' 65 2 32 0 693 Nosema 1 EFLNDKSEWK 11 ABE27267 1 unknown 0 9955 

15 2008-08 13-04 1744 1744 3 out '700 9 1 461 0 52 • 6 "1 2 197 IIV6 i CNQMDFFWEFK 14 NP  149776 1 3131 0 9929 
2 2008-08 13-04 2070 2070 2 out 1122 5 1 899 0 52 155 178 0 693 IIV6 1 SLMGNCPSSVK 11 NP  149555 1 092R C 9339 
4 2008-08 13-04 817 817 2 out 1153 5 0 738 0 49 152 323 0 IIV6 1 TMTGLEDASGR 12 NP  149648 1 0351 0 9897 

Test 18 

St No File Name (M+H) "M "Cn XCorr Sp RSp Re'eren:e No Peptide AA ID* Protein PP 

6 2008-08-13-05 1288 1288 2 out 1156 7 0 394 0 74 3 38 602 0 KBV|KBV|KBV|KB\ 6 IGPISEVASGVK 12 ABN4S472 1 VP4 protein 1 

17 2008-08-13-05 1682 1683 2 out 1614 9 0 581 0 21 2 62 687 0 IIV6 1 TILTTKVQNINIEK 14 NP  149513 1 060L 0 9916 

•2 2008 08-13-05 1257 1257 2 out 1389 7 1 502 0 71 2 29 639 0 VDV1IVDV1 2 NVUECKANEEK 12 YP 145791 1 polyprotem 1 

11 2008-08 13-05 1564 1564 2 out 1377 7 0 617 0 37 2 23 97 
2 197 IIV6 • NENNSVGRTQMK 12 NP 149530 1 06 7R 0 992 

10 2008-08-13-05 932 932 2 out 1344 7 1 578 0 27 2 19 356 0 IIV6 ' lENENNLEEIK 11 NP 149776 1 313L 0 9888 

9 2008 08-1305 1439 1439 2 out 1258 7 0 495 0 29 2 13 329 0 Nosema 1 IEOLNFUGPK 11 AAT12293 1 DNA repair helicase RAD25 0 9595 

18 2008 08-13-05 1619 1619 2 out 1630 8 1 133 03 2 07 429 0 IIV6 ' OENMLIESHNM'LR 14 NP 149463 1 468L 0 9713 

24 2008-08-1305 1168 1168 3 out 1849 1 916 0 47 1 98 268 3 IIV6 • LDSKRTGUMDFNNPK 16 NP 149642 1 179R 0 9878 

19 2008-08-13-05 1664 1664 2 out 1633 9 0 23 0 35 1 97 391 0 IIV6 ' M'DKIEELKIEELK 14 NP 149512 1 04 9L 0 9579 

4 2008-08-13-05 1286 1286 2 out 1149 6 1603 0 32 1 94 233 0 Nosema ' LEN1PHPTTK 10 ABE26650 1 pol polyprotem 0 9643 

8 2008-08-13-05 1966 1966 2 out 1206 6 0 163 0 35 1 92 515 0 Nosema 1 LSTPGYGELNR 11 AAN35161 1 beta-tubulin 0 9916 

16 2008-08-13-05 917 917 2 out 1556 7 0 553 0 37 1 85 137 0 BQCV 1 KYSFDDWFSFSK 12 NP 620564 1 nonstructural polyprotem 0 9553 

26 2008-08-13-05 1026 '026 3 out 2249 2 0 672 0 53 1 84 182 0 IIV6 • HVHTIHHYLVRNYRYIK 17 NP 149537 1 074R 0 9857 

21 2008-08-13-05 951 951 3 out 1758 9 0 374 04 1 32 135 0 Nosema 1 RIDEMGAOIEKQUK 15 ABE27267 1 unknown 0 9776 

2 2008-08-13-05 1480 1480 2 out 1130 7 0 854 0 43 1 73 '36 0 693 KBV|KBV|KBV 3 KVLDAGLAICK 11 NP 851403 1 non-structural polyprotem 0 9955 

22 2008-08-13-05 1516 1516 3 out 1805 9 0 991 0 43 169 75 1 099 Kakuqo 1 VEIGQEASECIFKKPK 16 YP 015696 1 polyprotem 0 9701 

25 2008-08-13-05 1380 1382 3 out 2075 1 0 721 0 48 163 70 0 693 Nosema i DKPITVGHWUWPEESR 18 ABE27273 1 unknown 0 9665 

15 2008-08-13-05 1440 1440 2 out 1554 7 0 881 041 1 57 303 0 DWV i SSVECQYAEPQASR 14 ABM64829 1 polyprotem 1 

5 2008-08-13-05 814 814 2 out 11535 0 367 3 47 1 51 210 3 IIV6 1 TMTGLEDASGR 12 NP   149543 1 08 5L 3 981 

Test 19 
SrNo - le r.a^-e (MtH) •M •Cn XCon Sp RSp Reference No Peptide AA ID* Protein PP 

4 2007-09 14-09 3599 3599 2 out 1143 6 0 778 0 67 3 06 1048 C NosemalNosema 2 LAVNMVPFPR 10 AAN35161 1 beta-tubulin 1 
5 2007-09-14-09 4036 4036 2 out 1614 9 0 607 0 42 2 82 842 c IIV6 ' TILTTKVQNINIEK M NP  149513 1 050L 0 9577 

24 2007 09-14-09 3677 3677 3 out 173: 9 1 434 0 58 2 62 339 c Nosema 1 ADGMKIEEFNKQTM-K 16 ABV48897 1 hypothetical spore wall protein 0 9838 c 
2007-09-14-09 2168 2168 2 oul 1171 6 G641 0 72 2 79 755 0 Nosema ' HKGVMVGMGQK 11 AAB86863 1 actm 0 9601 

3 2007-09-14-09 3141 3141 2 out 1130 6 0 375 0 46 2 53 454 c NosemalNosemaINo 14 FPGQLNADLR 10 AAZ23552 1 beta-tubulm 0 98S3 
11 2UI1/' 0:     -• :c,   JS« I *fc      • 0  , 1668 1 662 0 31 2 53 847 0 Nosema 1 IKVIQEVQIDILEK 14 ABE27269 1 unknown 0 9964 

G 2007 09-14-09 3474 3474 2 out 1377 7 0 766 0 47 2 47 113 1 099 IIV6 ' NENNSVGRTQMK t2 NP 149630 1 067R o 9792 
37 2007-09-14-09 3729 3729 3 out 2110 1 0641 03 2 26 335 0 Nosema 1 ASLQLKELEMQHNNLVSR 18 AAT12296 1 chromosome segreqation protein 0 9722 

7 2007-09-14-09 3257 3267 2 oul 1401 7 0 515 04 2 22 284 3 IIV6 1 M'LSSCNLSKSTSK 14 NP 149862 1 399R 0 9=16 

6 2007-09-14-09 3618 361B 2 out 1401 8 1 748 04 2 09 496 0 IIV6 ' ELNLLTLNTENK 12 NP  149803 1 340R 0 9951 
21 20GT-09-14-09 B92 892 3 out 1763 9 0417 0 35 201 205 0 693 irv6 ' NVISM'WSQPSMRRR 15 NP 149790 1 327R 0 9903 
-14 2007-09 14 09 2884 2884 3 out 2496 1 0 328 04 201 131 ; Nosema 1 SPDVFDTEAVYEKFKM'CNNDK 22 AB069725 1 unknown c 974c 
16 2007-09-14-09 1173 1173 3 out 1724 9 0 437 05 1 94 310 0 Nosema 1 FNLTDCVLHADAIHR 15 AAT72743 1 translation elongation factor 2 0 9876 
20 2007-09-14-09 4499 4499 3 out 1749 9 0 88 0 45 1 93 330 1 099 IIV6 1 IFYLSKVNMLCQYK 14 NP 149711 1 248R 0 9971 

33 2007-09-14-09 3184 3184 3 out 1965 1 1 968 044 1 89 2'4 0 693 IIV6 1 EAPVKLCDALLPWNNNR 13 NP 149647 1 184R 0 9'21 
22 2007-09-14-09 1625 1625 3 oul 1782 0 591 0 46 1 86 243 0 693 IAPVIIAPV 2 TTANGIERIPVIGEIAK 17 YP 001040003 1 structural polyprotem 0 9757 

25 2007-09 14 09 3671 3671 3 out 1790 9 1 121 0 45 1 62 320 0 693 Nosema 1 SYELPDGQVIKIGSER 16 AA886863 1 act in 0 9867 
27 2007-09-14-09 3830 3830 3 out 1799 9 1 563 0 56 1 S 201 C live 1 KVKTGNYG'.'YSYYDK 15 NP  149524 1 061R 0 9741 

12 2007-09-1409 3002 3002 3 out 1680 9 1 C76 0 53 1 77 233 0 IIV6 1 PFVHVELPSSINWR 14 NP  149500 1 037L 0 9691 
1 2007-09-14-09 1013 1013 1 out 817 4 0 C72 0 2: 1 7.: 300 0 Nosema 1 NESNLLK 7 ABE2727:  • unKnc*r 1 

17 2007-09-14-09 1280 1280 3 out 1733 9 0 5 33 0 4: 1 '2 293 0 •IV 6 1 VlcL-V=QYStSR 15 NP   '49436 1 033L 0 9626 
34 2007-09 14-09 2675 2676 3 out 2001 ' 1 14 0 42 17 223 0 IIV6 1 WKIGNYWPLrrDEIIK 17 NP 149500 1 037L 0 9827 

30 2007-09-14-09 1682 1682 3 oul 1349 1 953 0 42 1 68 230 0 Nosema i SART1AKFVLEEIICR 16 ABE26648 1 pol polyprolein 0 9527 

38 2007-09-14-09 4988 4988 3 out 2267 2 0 581 05 168 235 0 IIV6 1 FGHSNPPIRYNPPIRYNPK 19 NP  149628 1 165R 0 9977 

32 2007-09-14-09 2844 2844 3 out 1928 1 1 712 0 42 167 82 2 639 IIV6 1 lYNLALELLISILM'HR 17 NP  149884 1 421L 0 9688 
18 2007-09-14-09 4310 4310 3 out 1-40 9 C34 0 39 1 63 290 0 693 IIV6 1 M-QIVQYLLCLM-ILK 16 NP  149730 1 26 7R 0 9758 
4C 200'09 14-09 3336 3336 3 out 2286 2 1 822 0 45 1 59 474 C Nosema 1 VGINSRRPTVLEGQAM'AEVSR 22 AA223549 1 alpriatubulm 0 9842 
28 2007-09-14-09 363J 3634 ? oul 1825 2 1 964 04 158 186 0 IIV6 1 IIUIQLELKILM'QK 16 NP 149702 1 239R 0 984 

13 2007-09-14-09 4073 4073 3 out 1693 9 C 761 0 38 1 55 427 0 NV6 1 IIWM-ICQVKKVDIK 16 NP  149575 1 112R 0 9837 
36 2007-09-14-09 3284 3284 3 oul 2057 1 746 0 47 1 51 140 1 946 Nosema 1 IEVSVSNDHIGTVNAALCSK 20 AAT72743 1 translation elonqation factor 2 0 9928 
39 20074)9-14-09 4787 47B7 3 out 227C ' 0 251 0 49 1 51 74 "12 IIV6 ' SKWLLMNPDDFKM'AIM'GLK 21 NP  149674 1 211L 0 9:69 
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Test 20 
Si No Filt Name lMtH| •M •Cn M3on sp RSp Reference Nc Peplide AA KM Protein PP 

50 ;OJ'OS U 12 3882 3882 3 out 1938 9 126 06 2 85 398 0 Nosema KASGNLDDLDVMFLSGEK 18 ABY49795 1 hypothetical spore wall protein 13 0 9952 

22 200" 05 14 12 4715 4715 2 out 1614 9 0 647 034 2 33 4 54 0 IIV6 TILTTKVQNINIEK 14 NP 149513 1 050L 0 9546 

34 ir o. * 12 3052 3052 3 out 1738 9 1 589 054 2 33 177 1 386 Nosema VPYASPAFM'IEKKNK 16 ABE26651 1 pol polyprotem 0 9913 

20 2007-09-14 12 3862 3B62 2 out 1543 8 1474 0 33 2 25 413 G Nosema • EVKDPEVEVDQTP. 13 ABY49795 1 hypothetical spore wall protein 13 0 9812 

67 2007-09-14 12 3652 3662 3 out 2636 4 0 895 0 51 223    259 a Nosema NTTIRSVTFIHsGELQMCSVlNIR 23 ABE27273 1 unknown | 
48 2007-09-14 12 2940 2940 3 out 1906 9 0 922 0 68 22 375 0 Nosema NKrvrVCEDCNNRQPVlK. 17 AAD12605 • RNA polymerase II largest subumt 0 9814 

18 2007-09-14 12 3552 3652 2 out 1498 8 1 342 0 43 2 14 494 G I1V6 • EIFlCYREGIKK a •!-   -4--.I 037L G '•861 

19 2007 09 -14 12 3650 3550 2 out 1501 1276 0 32 21 663 : IIV6 1LYLLSTPKIV1K 13 NP 149657 1 0941 0 9685 

3 2007 09 i4 12 2779 2779 2 out 1190 6 0 654 041 2 06 405 ; irv6 EFNNILQQGK III •If   149821 ' 358L G 9619 

62 2007-09-14 12 4979 4979 3 out 2306 1 1405 0 62 2 03 207 0 IIV6 SYIHTSNM'VWFDHEGKIHK 2' NP  149508 1 046L i'   * ' 

13 2007-09-14 12 3065 3065 2 out 1226 7 0 167 f 43 2 789 : Nosema NAGKIAGLDVLR Yi BAF76326 1 heat shock protein 70 0 9696 

33 2007-09-14 12 3724 3724 3 out 1734 9 1 316 0 49 : 257 : IIV6 DVPiGNDFOKATITTK 16 NP  149798 1 336L C 6;.Q4 
;4 2007 09 14 12 2106 2106 3 out 2049 1 333 0 32 197 136 : Nosema MPFGLTNAPATFOCLM-YK 19 ABE26649 1 pol polyprotem 0 9648 

15 200709-14 12 5046 5046 2 out 1230 1 0 71 03 1 94 336 0 live DKNIAIOLNSK r NP  149883 • 420R 0 972 

59 oi ••;'•'  - 12 2990 2990 3 out 2194 ' G B99 054 1 92 108 1 099 IIV6 NKSHMYDILQSYLYYQK r 'if   W«il 044R 0 9763 

4 2007-09-14 12 2143 2143 2 out 11196 0B41 0 45 1 91 438 c IIV6 QTNPEKFKK 5 IF   143366 3251 0 9666 

6 2007 09 u 12 4681 4681 2 out 1145 71    J 51 0 32 1 89 294 : IIV6 DLTUCKLAR 10 NP  149768 i 305L 0 9792 

23 200709-14 12 3047 3047 2 out 1630 8] 1 506 0 33 1 68 311 0 live QENMLIESHNWLR 14 NP 149463 1 468L 0 9572 

' 2007-09-14 12 2102 2102 2 out 11176 0666 0 39 1 82 358 j 653 Nosema ' LtlM-PDAUSK 11 AAB62548 1 qlutaminyl-tRNA synthetase 0 9915 

i 2007-09-14 a 4TH7 4--S   i Jut 11907 0 266 034 182 332 0 Nosema ' RFACA1VLAAR 11 AAL28066 1 AF406785 5 unknown ss 
10 300'05 1-s 12 3307 3307 2 out 1205 7 0 579 0 46 181 260 : IIV6 VDVSTQTKTVK 11 NP  149655 1 192R 0 989 ; 

2007 09 14 12 4466 4466 2 out 11366 102 0 33 1 78 226 3 IIV6 - NLNVDRFMK 9 NP  149681 1 218R 0 9862 

32 2007-09-14 12 2881 2881 3 out 1732 9 0 329 0 48 1 75 171 3 IIV6 KCIGNNIVLLTEIrvTR 16 NP  149493 1 03OL 0 9998 

14 2007 09 14 12 2776 2776 2 out 1228 7 1471 0 43 172 400 3 ltV6 KIPPIDDFKR 10 NP  149530 1 06 7R 0 9666 

1 2007-09-14 12 2514 2514 1 out 700 5 0 061 02 1 71 428 3 Nosema VXDIIK 6 ABM26977 1 RNApoMlWtM 'I  UfltSI suti-.ivl 1 

28 2007-09-14 12 4926 4926 3 out 1704 1 313 0 35 1 69 255 0 693 IIV6 NLPLYSVKTHHYK U 'JF    146'5? ' 329R 0 9626 

11 2007-09-14 12 2604 2504 2 out 1210 6 04 0 38 167 306 0 NoMnn M-NRTKEFLR 1(1 •8069723 ' unknown D 9616 

49 200709-14 12 4423 4423 3 out 1934 9 0 124 0 43 167 335 3 live FVSTIDEITEMFFNNK 16 NP   149485 1 022L 0 3633 

17 2007 09 u •: :"J 2-34 2 jut 1432 8 0 446 054 16-: 124 3 Nosema GAAENFLNSKIIR 13 BAF76326 1 heat shock protein 70 0 9901 

51 2097-G! '.. 12 6182 6182 3 out 1946 2 04 1 6? 322 3 IIV6 FOMAYGELGYDPSKLVK 17 NP 149639 1 176R .  1961 

60 (0::     W   M 12 2450 2452 3 out 2195 a ='4 0 37 161 206 3 IIV6 FNFAGNNVECDITYESIMK 19 NP   14-357: '' 212L 0 957 

65 200'05 14 12 3814 3814 3 out 2542 3 1 096 04 1 59 347 3 Nosema EGLFEFIRM'PFGLVNGPATFQR 23 ABE26655 1 pol polyp'ole r .  *9< 
40 2007-09 14 12 4699 4699 3 out 1803 G '0' 041 158 •32 1 386 «V6 MPRSWW1FEIGKPR 14 NP  149593 1 I30R 0 996 

46 2007-09-14 12 3977 3977 3 out ' 54 • 0 03 0 48 1 58 '90 1 386 live LELDVPPLTSGDFGNIR 17 NP  149772 1 309L 0 999 

2 1103 5 0 762 04 1 57 291 0 BQCV|BQCV|BQCV|BQCV - YDQYDPFR 8 ABC96162 1 stiuctuial polyprotem 0 9791 

24 2007 09 14 12 4626 4626 3 out 1658 9 1 072 0 42 1 57 133 2 07S BQCV VM-LGSFPLPTLMPTR 16 NP 620665 1 structural polyprotem 0 9628 

56 2007-09-14 12 4349 4349 3 out 2075 9 C 65 • 0 38 166 1224 c Nc-sema FNEOCGREM'EVLMSMMV IS ABV48900 1 hypothetical spore wall protein 0 9817 

21 200} 05 14 12 2623 2623 2 out 1612 8 0 -195 05 165 94 0 693 «,BV!--P'.- 2 HFQTAESM'SKFKR 14 NP 161403 ' non-structural polyprotem 0 9874 

53 20074)9-14 12 4782 4783 3 out 2009 1 624 0 51 1 54 30 3 638 IIV6 SGYTARPIWNEWKICGK 17 NP 149485 1 022L 0 9871 

29 2007-09-14 12 6210 6210 3oul 1713 8 127 0 42 153 239 0 Nosema M-SGHGSPNTM-KFM-LK 16 ABE26654 1 pol polyprotem 

30 2007 0914 12 3292 3292 2 out 1714 8 1 401 0 49 153 542 0 DWVIDVW|DWVIOWV|h.akuqo|VDV 1 " TDIM-EWGSNPYIRR 16 NP 853560 2 polyprotem 1 

38 2007-09 14 12 5767 5767 3 out 17B3 8 0 528 044 153 301 0 MSCUT iFrJ P',.    . SKF  :.. £•. <E 18 ABQ96192 1 vasa 0 987 

63 2007-09-14 12 3095 3095 3 out 2335 2 0 662 041 1 5 339 0 live PSIVAEM'PDIKPNQVWVHLGK 23 NP   149864 1 401R 0 9636 
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Test 21 

Si No Ftle name IM.H, •M *Cn XCorr Sf «Sf Refmtri - Mo Pept.de AA ID* Prolem PP 

46 2007-09-14 13 3484 3484 2 oul ' 0 349 1 56 2 76 552 5 Nosema I SYELPDGQVIKIGSER 16 AAB86863 1 actin 1 

ia 2007-09-14 13 5087 5087 2 out 1614 9 Z 164 0 47 2 52 323 0j IIV6 i TILTTKVQNINIEK '4 NP 149513 1 05OL 0 9589 

13 2007-09-14 13 2641 2541 2 out 13447 1 507 0 28 2 3 333 0 IIV6 ' IENENNLEEIK 11 NP 149776 1 313L 0 9931 

a 200709 14 13 1572 1572 2 out 1171 6 0 409 0 7 2 32 604 0 Nosema • HKGVMVGMGQK '1 AABS6863 1 actin 0 9861 

12 2007-09-14 13 3401 3401 2 out 1332 8 1 595 0 42 2 25 251 0 693 Nosema i VESSIOSTKIIK 12 ABE27277 1 unknown 0 9932 

16 2007-09-14 13 3746 ?'46 2 oul 1498 8 ' 361 0 46 2 26 811 0 IIV6 i EIFICYREGIKK 12 NP 149500 1 037L 0 9917 

32 2007-09-14 13 6155 6155 3 out 1717 0 986 0! 2 23 316 0 IIV6 i TLIFKTIKDYSFIK 14 NP  '45'16 ' 253L 0 9677 

30 2007 29 '4 13 3548 3549 2 out 1703 8 0 745 0 4' 2 19 114 0 IIV6 1 LCFNNHYSGNTTI.DK 15 NP 149593 1 130R 0 9534 

84 200' 09 14 13 6690 6690 3 out 2303 2 0 356 019 2 09 302 0 SV 1 VMNMATTFGHLIARVYEPPR 20 AAL79021 1 AF469603 1 polyprotein 0 9895 

5 2007 19-14 13 2360 2360 2 out 1203 6 0 423 - 2 08 •3 0' 0 ABPV i NMSNKMATPVK 11 NP 066242 1 capsid piotein 0 9947 

14 20C 09-U 13 4788 4788 2 out 1377 7 0 405 : 4 2 06 23: 0 IIV6 i NENNSVGRTQMK 12 •'-       ••    '.: 06'R 0 9953 

21 200' 09-14 -•        •     •   : OH: 1665 8 1923 - 2 05 146 2 398 Nosema i LNLYAFNSFGYNSR 14 •6069717 ' unknown 0 9911 

71 29  • C9-14 1161116 6 JS    ,-.:;, 2033 0 349 0 49 2 04 260 0 IIV6 i FDYDRDISTDPIERYK 16 NP 149692 1 229L 0 9855 

19 "i  • - 13 3248 3248 2 out 1630 8 1439 0 38 2 03 363 0 IIV6 i QENMUESHNM'IR 14 NP 149463 1 466L 0 9809 

90 2O0' JS '4 13 5371 5371 3 out 2656 2 0 142 0 39 2 03 -5 2 'OB IIV6 i STRINYLPSSQSCAPFQSHADCDK 24 NP  149800 1 337L 0 9835 

5 200' 09 14 13 3583 3583 2 out 1268 6 0 775 0 35 ' 99 603 0 nve i DKMQIVVEDK 10 NP  149676 1 213R 0 9698 

6 200' 09-14 13 3485 3487 2 out 1205 7 1 121 0 43 ' 97 292 0 IIV6 i VOVSTOTKTVK 11 NP  149666 1 192R 0 9896 
I 200' 09-14 13 3496 3496 2 out 1102 7 0 677 [ 46 1 92 811 0 Nosema i PLKSIILYR 9 AB069724 1 unknown 0 9%5 

83 200' 19 '4 13 5491 5491 3 oul 2299 2 0 875 0 41 1 9 .112 0 651 IIV6 i VDVSSLKSCEEIIFIPNYDK 20 ..f     .',,.  " 414L 0 9772 

65 2007-09-14 13 2110 2110 3 out 1995 9 1414 0:" ' 38 258 0 Nosema i YIEHEEFKEEM'IFCR •6 ABE27267 1 unknown 0 9999 

72 2007-09 14 13 6674 6674 3 out 205' 0 836 0 14 ' 33 196 0 693 Nosema 1 IEVSVSNDHIGTVNAALCSK 20 AAT72743 1 translation elonqation factor 2 0 9783 

80 200'09 -4 13 6326 6328 3 oul 2197 2 1836 : 4 1 88 167 0 Nosema i RRLSEATAVLAEWALLEIR '9 AAL28056 1 AF406785 5 unknown 0 9997 

42 2007-09 •4 13 4159 4159 2 out 1769 1 35 0 5' 1 3' 14-3 0 IIV6 i LPNIVPPSDGKKSTTSK " NP 149824 1 361L 0 997 

9 2007-09 14 13 3709 3709 2 oul 1285 ' 0 484 DSt 1 86 1137 0 IIV6 1 EAQKIEKIGNR •1 NP 149612 1 149L 0 9707 

IS 200'09 •4 13 4270 4270 2 out 1476 8 0 783 g 38 1 85 271 0 live 1 EVSEENRLM'llK '3 NP 149891 1 4230 0 9644 

10 2007-09-14 13 2570 2570 2 out 1293 7 1 79 0 44 1 83 452 0 uve i KSIVEVSQYLK '1 NP 149500 1 037L 0 9584 

40 2007-09-14 13 2759 2759 3 out 1757 9 0 463 . 43 1 83 131 0 693 live 1 WGAPEDTPLFRLDIK •5 NP 149576 1 113L 0 9899 

67 2007-09-14 13 3124 1124 3 oul •906 9 0 546 .'48 1 B3 271 0 Nosema 1 NKM-VCEDCNNRQPVIK i' AAD12605 1 RNA polymerase II laroesl subunit 0 9689 

45 2007-09-14 13 2124 2124 2 out "32 165 0 44 1 81 208 0 ABPV i GLEISRNIAELKLPTK '6 NP 066241 1 replicase polyprorein 0 9924 

78 200' 09 14 13 5B39 5839 3 0U1 2193 1 145 0 34 1 8 348 0 BOCVIBQCVIBQCV 3 EVQDGTAFLNARSIEDSDLL 20 NP 620565 1 Structural polyprotein 0 9991 

31 .'MO ' 35 '4 13 6259 6259 3 oul "12 9 1 215 041 1 79 343 : HV6 1 QALLNTAGSS1M-YLSK " NP   '45f'5 ' 155L 0 9725 

56 ''!' 39 •4 13 2129 2129 3 oul 18'5 9 0 423 0 !6 1 7B 9' 1 386 Nosema ' UDLGYGRM'LDNDVGGR '8 AAL280571 AF406785 6 calmodulm-dependent protein kmasc 0 9897 

39 :oo' 09 •4 13 2765 276! Soul ''55 a 0 231 0 35 176 6'0 0 VOV1IVDV1 2 RSSLECQYIEPSTSR 15 YP 145791 1 pOtyprOtem 0 9945 

17 i 09 U 13 3862 3862 2 out 1504 8 1 471 C4i 175 220 0 live 1 PINIVTESNAYRK 13 NP 149612 1 149L 0 9611 

50 200' 09 '4 13 4260 4260 3 out 1801 9 1 088 0 49 175 112 1 792 nve i ELFDDLSRLYNFNR 14 NP 149883 1 420R • -94 

60 200' 05 •4 13 6752 6752 3 out 1915 • 444 0 46 1 75 365 0 Nosema i DELAGTGIEEIiGDKAKR 18 ABY49795 1 hypothetical spore wall protein 13 - 376; 

66 09 •4 13 6409 6409 3 out 1999 1 1 334 0 47 1 75 131 0 693 IIV6 ' EFELHLLSKSPNVSLTGK 13 NP 149664 1 201R 0 9993 

87 200' 09 14 13 3489 3489 3 out 2 -   i l 801 0 52 '   '4 150 0 Nosema ' NKFHLTSFSSGCDLOKEVECLR 22 ABV48890 1 hypothetical spore wall prolem 0 9826 

26 '•.•'•-. 09 14 13 3639 3639 3 oul 1686 8 1 798 0 4 1 72 294 0 693 Nosema 1 GKYSWNGIYKDIDK 14 ABE26653 1 pol polyprotein 0 9602 

38 :" - '4 il 6820 6820 3 out 1743 8 1 962 .' 34 172 378 0 Nosema ' SKGVM-CWLCDEIESK 16 ABE27267 1 unknown 0 9934 

41 ' 09 14 13 856 856 3 out 1763 9 0 027 0 4' 172 104 0 nve • NVLSM'WSQPSMRRR 15 NP 149790 1 327R 0 9975 

44 2007 09 '4 13 1777 1777 3 out 1778 9 1 '36 0 36 1 71 99 0 693 irv6 ' PTKDNWLTM'CVGRNK 16 NP   '45'" ' 254L 0 9577 

79 200' 09 •4 13 2665 2665 3 out 2195 0 556 0 16 , 71 •61 0 IIV6 - FNFAGNNVECDITYESIMK 19 NP 149675 1 212L 0 9701 

22 200' 09 '4 13 4861 4861 3 out 1670 9 1 416 0 41 1 7 105 nve ' YLFNNASFLTVUR 14 NP 149616 1 352R 0 9516 

7 200' 09 '4 13 4810 4810 2 out 1230 7 0 985 0 43 '69 277 0 nve • DKNIA1DLNSK 11 NP 149883 1 420R 0 9789 

61 200' i!9 •4 13 1258 1258 3 out 1932 1 1 0 39 ' 69 69 2 197 nve 1 TLNKILQKHYYIQNR 15 NP 149781 1 31BR 0 9995 

86 200' 09 '4 134121 4121 3out 2397 2 0 114 0 44 169 '316 0 Nosema ' SNSCYKVLHGMTLSMRSLIEK 21 ABE27270 1 unknown 0 9864 

68 230' 09 •4 13 5227 5227 3 out 1911 1217 0 3S 168 321 0 Nosema • EEWVRKIMFYGPLDK 1! AA772'41 1 translation elongation factor 2 0 9556 

69 200' 09 •4 13 3226 3226 3 out 202' 0 674 0 58 1 66 39 0 IIV6 ' NVIDAISQIHTETEDTLK 18 NP 149585 1 122R 0 9562 

51 290' 09 '4 11 3152 3152 3 oul 1826 0 806 0 26 1 64 422 0 DWV 
1 

PEMDRILNLAEGLLNK 16 ABB.166.18 1 polyprotein 0 9882 

23 200' 09 •4 13 3706 3706 3 out 1675 1 819 0 46 1 63 5 28 3 IIV6 1 PFFANLLSVLN*P6>. 15 NP   149508 ' 04-, 0 9921 

11 200' •' 
14 13 2563 2563 2 oul 1323 5 0 51 052 162 •31 0 Nosema 1 EDDESEKNDDK 11 ABV48893 1 hypothetical spore wall protein 0 6563 

29 2007 09 •4 13 5684 56S4 3 0U1 1701 8 1 '69 0 4' 161 '34 2 436 DWVIDWV|DWV|DWVIKakuqo|VDV1 7 ECLYLDOPKFRWR 14 NF   35 3560 2 polyprotein 0 9997 

24 200' 09 '4 13 1514 1514 3 out '679 5 1626 0 47 158 125 0 693 Nosema 1 GNKNDLVYWGFLNK 15 ABE26649 1 pol polyprotein 0 9885 

48 2007 09 •4 13 814 814 3 oul 1795 9 1 049 0 3' ' 53 206 0 Ncse"ia • MIIKMLUSTDSIEKR 15 A8E27271 1 unknown 0 9859 

81 200' ::i M 114950 4950 3 oul 2267 2 0 979 g 53 1 58 H6 0 IIVG - FGHSNPP1RYNPPIRYNPK 19 NP 149628 1 165R 0 9925 

33 200' '4 13 5826 5826 3 out 1730 8 1 796 0 4- 1 55 207 0 693 Nosema • ESFGFNHYLMEKTK 14 AAT72743 1 translation elongation factor 2 0 9998 
70 200' 9 14 13 2857 2857 3 out 2029 1 1 39 0 ' 1 55 '1 0 HV6 i VSFIISVSSLICFASGDVGK 20 NP   149768 ' 305L 0 9564 

28 2007-09 14 13 24112411 3 out 1697 9 1 689 0 42 1 54 115 ' 095 Ncse" a i LKKFNANIIDCPGHK 15 AAS16360 1 translation elongation factor 1 alpha 0 9528 

77 2007-09 •4 13 6058 6068 3 out 2166 1 0 751 : 44 1 54 90 ' '36 Nosema 1 ISAEDNLLIFDEMVRGGMR 19 AAB625J9 1 glutamyl-lRNA synthetase 0 9999 

52 200' 09 14 13 1314 1314 3 out 1829 8 1 362 0 4- 1 52 US 1 386 KBV|KBV|KBV|KBV 4 TDENT1SFFDSGDPER 16 YP 308663 1 VP3 0 9866 

55 200709 14 13 28612861 3 out 1849 0 357 0 48 1 51 223 0 uve 1 LDSKRTGLIMDFNNPK 16 NP 149642 1 179R 0 5-7 

64 2007-09 14 13 6770 6770 3 out 1995 1 563 0 4 1 51 171 0 503 IIV6 ' TDLPIWMGSLDKVYNDK 1' HP 149M1 • 205R 0 5"6 

36 20C 09 14 13 2581 2581 3 out 1739 9 0477 0 38 '    ' 3 138 0 nve 1 LQWLFPPPHM'TRKk If NP 149599 1 136R 09711 

Test 22 
Sr No Fi o Name (M+H) •M >Cn XCort Sp RSp Reference No Peptide AA ID* Protein PP 

10 2007-08 16-05 2883 2883 2 out 153' 3 1 446 0 59 3 14 737 0 NosemalNosema 2 AVLIDLEPGTM'DSVR 16 AAN3S161 1 beta-tubulm 0 954£ 
11 2007-08 16-05 3029 3029 2 oul I'-.;., -: ' 5-9 0 61 3 1 52C 0 Nosema 1 SYELPDGQVIKIGSER 16 AAB86863 1 Ktin 0 995 

5 2007-08 16-05 2342 2342 3 out 1324 7 0 262 041 2 11 337 0 Nosema ' FIQYLEDLKR 10 ABE26650 1 pol polyprotein 0 9719 
9 2C07-38 16-05 766 766 3 out 1615 3 0 308 0 32 2 1 425 0 IIV6 ' VSGEGEHKLLDYIR 14 NP  149475 1 012L 0 9925 
J 2007-08 15-05 i'466 2468 2 oul 1302 7 0 '68 C 36 2 08 5 1; 0 IIV6 1 MKDLRYHLVK 10 NP  149784 1 321R 0 9936 
7 200708 16-05 676 676 2 oul 1495 7 1 333 0 39 2 03 536 0 IIV6 1 FHNEKIVCSGSFQ 13 NP   149713 1 250L 0 9932 

3 2007-OB 1605 2457 2457 3 out 1299 8 1 841 0 37 193 •63 1 099 IIV6 1 EDKLPLSEIKK 11 NP  149752 1 2891 0 9846 

2 2007-08 16-05 2535 2535 2 out 1184 7 0 161 0 49 1 75 4 35 0 IIV6 1 IKDNDALQR 10 NP  149695 1 232R 0 9944 

6 2007-08 16-05 2651 2651 2 out 1485 9 0 077 0 47 167 597 0 Nosema 1 ISRRLTFIPLNR 12 AAT12296 1 chromosome segregation protein 3 974f 

13 2007-08-16-05 2965 2965 3 out 2238 2 1 752 0 49 161 •86 0 IIV6 1 ETGTILVYVIJNLFSDPNTLK 2C NP  149674 1 111R 0 9897 

B-14 



Tesl 22A 

SrNo -tie Name |M+H) »M 'Cn XCorr Sp RSp Reference l.o -eptide AA ID* Proton PP 

76 2007-08 1606 3041 3041 2 out 1790 9 0 611 0 63 3 51 = 11 0 Nosema ! SYELPDGQVIKIGSER '6 AAB86863 1 •dm 0 9956 

54 2007-08 16-06 2966 2966 2 oul 1329 8 1 51 0 47 27 645 0 IIV6 1 VEKGLSISQIKK '2 NP  149608 1 1451 0 9748 

11 2007-06 16-06 782 782 2 oul 875 4 0 179 0 244 4-5 0 Nosema 1 EIEDEIK 7 ABE27271 1 unknown 0 9577 

47 2007-08 16-06 656 656 2 oul 1292 7 0 429 0 43 23 281 '] IIV6 1 STDQTQTIISAK '2 NP  149523 1 060L 0 993 

60 200708 1606 2774 2774 2 out 1358 6 1438 0  17 2 3 475 0 ABPV 1 LNDFLMDYAEK 11 (IP 066241 1 replicase polyprotein 0 9839 

51 2007-08 16-06 2883 2883 2 out 1320 7 0 649 0 27 2 16 283 0 live 1 VQFNDTNLKNK •1 NP  149852 1 389L 0 9867 

62 2007-08 16-06 2801 2801 2 out 1392 8 0 46 0 22 2 13 360 0 Nosema 1 SUM'KANMILDK                13 ABV48894 1 hypothetical spore wall protein 0 9948 

28 2007-08 16-06 1011 1011 2 out 1006 6 0 253 0 18 2 12 264 0 IIV6 1 KFIDWLKR                           9 rjp 14972- i 238R 0 9813 

66 2007-08 16-06 2903 2903 3 out 1451 7 1 701 0 34 2 12 462 a Kakugo 1 PWCPRSPM-UFK '4 YP 015696 1 polypfole n 1 

l 2007-08 16-06 579 579 2 oul 759 5 C248 006 2 09 270 0 693 IIV6 1 KNKEIK 6 NP 149864 1 401R 0 9937 

37 2007-08 16-06 665 665 2 oul 1108 5 1 56 0 35 2 09 223 1 099 SV 1 VQWDDStER •o AAL 79021 1 AF469603  1 polyprotein 0 9911 

69 2007-08 16-06 3246 3246 2 out U36 3 0 501 04 2 08 602 0 693 IIV6 ' EIFICYREGIKK •2 NP  149500 1 037L 1 

77 2007-08 16-06 2564 2564 2 out 1326 9 0 563 0 16 2 07 325 0 Nosema 1 SNSCYKVLHGMUSMR -6 ABE27270 1 unknown 0 9732 

43 200708 16 06 2834 2834 2 out 1213 7 1 863 0 19 2 03 283 0 live ' ELNLENIIKK 10 NP  149748 1 285L 0 9855 

13 200708 16 06 554 554 2 oul 932 5 0 065 02 1 97 252 1 099 IIV6 • NHNKDVTK B NP   14992' ' 45BR 0 9826 

57 2007-08 16-06 2655 2655 2 out 1340 6 0 679 0 24 1 97 34 1 0 KBV|KBV ? DMIEEAYQITK •1 NP 851403 1 non-structuial polyptotem 0 9629 

59 2007-08 16-06 3128 3128 2 out 1350 8 0 581 0 16 1 96 503 0 693 IIV6 ' FLETLLKPFDK •1 NP  149666 1 2031 0 9589 

65 2007-08 16-06 2694 2694 2 out 1450 7 0 568 0 21 196 655 0 irv6 ' M-KQSKDLDLDtJK •3 NP  149879 1 416R 1 

70 2007-08 16-06 2661 2661 2 out 15% 8 1 524 0 56 19 193 0 Nosema ' EARFNEIKSEM'AR 14 BAC15534 1 elonqatron factor 1 alpha 0 99'2 

19 2007-08 16-06 2243 2243 2 out 9646 1 594 0 18 1 89 m 0 IIV6 ' FLSQITKK 6 NP 149867 1 404L 0 9878 

9 2007-08 1606 692 692 2 out 815 5 1 31' 0 21 1 87 223 1 946 IIV6 1 •-RSLStK 7 NP   149829 ' 366R 0 9636 

73 2007-08 1606 3222 3222 2 out 1638 9 1 464 0 32 186 99 1 792 IIV6 ' VAQLGAFVAQKTDYK NP 149508 1 0451 0 9611 

6 2007-08 16-06 565 565 2 out 787 6 1 455 0 14 1 84 4 36 0 Nosema ' KAAEKIK 7 BA-76326 1 heat shock protein 70 0 9967 

30 200" 08 1606 2181 2181 2 out 1070 5 0 402 0 1' 1 83 192 0 IAPVI1APV 2 VCLVHNDDR 9 YP 001040002 1 polymerase polyprotein 0 9866 

22 2007-08 16 06 691 691 2 out 1016 6 0 619 0 13 ' 32 237 0 693 live • EAGLKVLMR 9 NP  149716 1 253L 0 9699 

46 2007-08 16-06 3659 3659 2 out 1280 8 1233 0 68 18 327 0 IIV6 ' YKLEHLFNK 10 NP  149644 1 081L 0 9931 

3 2007-08 16-06 2487 2487 2 out 789 5 0 366 0 34 1 78 455 0 Nosema • YPKIIR 6 AAC47660 1 mitochondnal-type HSP70 0 9976 

71 2007 OB 16 06 1313 1313 3 oul 1606 8 1 '42 : J 1 77 95 1 386 IIV6 ' TCGTNGLPMTONEIK 15 NP  149500 1 037L 0 9697 

18 2007-06 16-06 591 591 2 out 960 5 0 063 0 18 1 76 265 0 Nosema ' ISDEDILR 8 ABM26980 1 RNA polymerase II larqest subunit 0 9893 

48 2007-08-16-06 3164 3164 2 oul 1300 8 0 815 0 36 1 76 39 2 079 Nosema • WKEGTAVLRLK •1 AA362548 1 glulannnyl-lRNA synthetase 0 9758 

68 2007-08-16-06 2682 2682 2 oul 1459 8 0 422 044 1 74 469 0 live ' WPHYWVKSPMR 13 NP   149567 ' 104L 0 9554 

23 2007-08 16 06 2697 2697 2 out 1030 6 C406 0 39 1 73 233 0 live ' VIKVMVGER 9 NP 149485 1 022L 0 9878 

24 roc"-03 16-06 511 511 2 out 1032 6 0 713 0 19 1 72 261 0 IIV6 • EAGLKVLWR •c NP 149716 1 253L 0 9637 

72 2007-08 16-06 2163 2163 3 out 1615 8 1 136 : 4 1 72 4 34 0 IIV6 ' VSGEGEHKLLDYIR •4 NP 149475 1 012L 0 9612 

78 2007-08 16 06 2567 2567 2 out 1913 9 0 674 a 32 169 102 0 693 Nosema ' AEPTRHHDRYAYIER '5 ABV48889 1 spore wall protein 0 967 7 

3 2007-08 16-06 613 613 2 oul 753 4 0 521 0 19 1 68 2-3 0 693 IIV6 • QAFIFK 6 NP  149735 1 272L 0 9815 

53 2007-08 16-06 2811 28U 2 i- i 1327 7 1 768 0 26 1 67 261 0 IAPVI1APV ? KCVSKTYEEIK 11 YP 001040002 1 polymerase polyprotein 0 9656 

32 2007-08 16-06 1066 1065 2 out 1072 5 0 82 0 26 1 66 156 1 386 VDV1|VDV1 2 QM-DYMKLK 9 YP  145791 1 polyprolein 0 9615 
33 2007-03 16-06 2125 2125 2 out 1088 6 0 63 0 26 1 66 223 3 633 KBV|KBV!K9V|KBV i GCGEQIVNLR i: YP 308663 1 VP3 0 9607 

58 2007-06 16-06 2995 2995 2 out 1344 7 1 938 0 2' ' 66 281 0 1 JOr*--) • GVSTWGEIQDIK 13 ABE27273 1 unknown 0 9856 

14 203'03 16-06 2735 2735 2 out 946 6 I ••-62 0 4-' 1 64 350 0 Nosema i LGFLKRGR s AAT12296 1 chromosome segregation protein 0 9654 

52 2007-08 16-06 2419 2419 2 out 1 Ub 3 1 582 0 33 1 62 125 1 099 ABPV|ABPV|ABPV|KBV 9 PIEKVDQLKTR 11 ABQ16543 1 nonstructural protein 0 9832 

1 2007-08 16-06 1424 1424 2 oul ?39 4 0 294 0 28 1 59 305 0 Nosema • NLADTKK 7 AAQ91615 1 group ll large subunrt catalase 0 9929 

41 2007-08 16-06 885 885 2 out 11836 C 769 0 27 1 55 97 1 609 Nosema 1 FISPTDYNVK 10 AB069717 1 unknown 0 9584 

55 2007-08 16 06 3632 3632 2 out 1332 8 C 2." 0 28 1 53 163 0 693 Nosema 1 VESSIQSTKIIK 12 ABE27277 1 unknown 0 959 

17 2007-08 16-06 1070 1070 2 oul 959 4 0 726 0 26 1 61 178 0 IIV6 • ETEFUSSK 3 NP  149483 1 0201 0 9895 

Tesl 23 

SrNo File Name (M«H) •M •Cn XCorr sp RSf Referent - no Perl.;]- AA ICW Protein PP 

11 2007 09-04-20 3155 3155 2 oul 1614 9 1 318 0 26 2 96 68' 0 ItVC i TILTTKVONINIEK '4 NP  149513 1 060L 0 9732 

30 2007-09-04-20 3003 3003 3 oul 2728 4 1 567 0 33 2 24 3'. ' 595 LAPV IAPV 2 STSENPKVGPISEVASGVKTTANGIE R 27 YP 001040003 1 llruclura polypi text 0 9949 

19 200'OS 34 20 533'533" 3 cu: 2316 3 0 862 034 2 11 •11 1609 Nosema ' EVEDVYPSEKLLDIVKAQLK 20 ABE266J8 1 pol polyprotein 0 9744 

18 2007-09-04-20 5520 5520 3 oul 2147 2 0 455 0 51 2 07 '55 1 366 Nosema ' MPIVOKHKISGIGYVYTGR 19 BAC15534 1 elongation factor 1 alpha 0 9926 

14 2007-09-04-20 5360 5360 3 out 1797 9 0 538 0 36 2 04 44'- 0 VI- ' QGELLLNTLQPFDGPR 16 NP  149768 1 296L 0 995 

12 2007-09-04-20 567B 5678 2 out 1630 8 1 573 0 31 2 01 422 0 »V6 ' QENMLIESHNM'LR 14 NP   149463 1 458- 0 9573 

1 2007-09 04-20 2624 2624 1 out 700 6 1 '12 0 17 1 98 417 c Nosema 1 VXDIIK 6 ABM26977 1 RNA polymerase II larqest subunit 0 9922 

2 2007-09-04-20 2483 2483 2 out 912 5 0 593 0 66 ' 96 79? c irV6 l WLIVEPR 7 NP 149)675 1 212L 0 9976 

3 2007-09-04-20 2469 2489 2 oul 1493 9 0 226 05 1 94 '27 c irv6 ' AiDCLRKLPSHLK 13 NP   149590 1 127L 0 9778 

9 2007-09-04-20 2291 2291 2 oul 1496 7 1 343 0 31 1 93 IS c live 1 FHNEKIVCSGSFQ 13 NP   149713 1 260L 0 978 

?:: 2007-09-04-20 5171 5171 3 out 2552 5 1 523 034 191 '56 1099 Nosema ' M-FVLAVIVLFLIKKILNSWAR 24 AA128057 i Ar4C6"5:   •'    l".:Oi      :>;.":(>":    '-•'   kinaai 0 9831 

21 2007-09-04 20 3476 3476 3 oul 2427 2 0 '4-; 0 35 l 86 225 c 'ICCf'Vii 1 SrVM'NKYNFKDDIFTGLIHR 21 ABE27264 i unknown 0 99'7 

28 2007-09-04-20 4644 4644 3 out 2673 6 0 891 0 37 ' 3 "6 1 792 live l TFKILNFVIFWPFVFIFKFMK 22 NP 149511 1 048R 0 976 

27 2007-09-04-20 5348 5348 3 out 26714 0 178 0 39 1 77 •2' 0 693 Nosema l TIQVARHPAUSEGVLYWSHHEK 23 AAT12295 1 phospholrpase D 0 9897 

17 2007-09-04 20 5340 5340 3 oul 2145 2 0 897 0 37 1 74 24' 0 693 KBV|KBV|KBVIKBV 4 TIIPQKYIKQWTL=STVLK '3 AAT76528 2 Siruclural polyprotein 0 9982 

15 2007-09-04-20 2744 2744 3 out 1990 1 1 472 034 1 73 133 0 VDV1|VDV1 2 TLWADLORVGSE STSVh 13 YP   145791 1 polyprolein 0 9768 

23 2007-09-04 20 4718 4718 3 out 2540 2 1429 0 45 162 '52 1 7C,2 IIV6 1 VLPVNCLSSYEDDQANNPCFRR 22 NP 149676 1 213R 0 9789 

3 2007-09 04-20 2451 2451 2 oul 920 5 1 674 041 158 520 0 Nosema i MSEITVK 6 AA""2"4' ' deoxyunOine 5 inphosphate nucleottdehydrolas 1 
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Test 24 
SrNo File Name M*H) •M •Co XCon Sp RSp Reference l.c Peptide AA ID* Protein PP 

30 2007-09 '4 15 3528 3528 2 out 1790 9 0 302 0 62 3 38 813 0 Nosema ' SYELPDGO.VIKIGSER 11 AAB86863 1 actin 0 9904 
17 2007-09 '4 15 3678 3678 2 out 1422 7 1 779 0 48 3 01 1124 0 Nosema 1 NKLLNYLACNEK 1, ABE26651 1 pol poryprotem 0 988 
41 2007-09 •4 15 3593 3593 3 out 2110 1 1 755 0 37 2 71 250 0 Nosema 1 ASLQLKELEMQHNNLVSR 1c AA712296 1 chromosome segregation protein 0 9756 

4 2007-09 •4 15 3476 3476 2 out 11436 0 118 0 53 2 7 852 0 Nosema|Nosema 2 LAVNMVPFPR 1' AAN35161 1 beta-tubulm 0 9961 
18 2007-09 •4 15 4166 4166 2 out 1426 7 0 647 05 2 37 390 0 irv6 i SIDLIMYEVSEK 1; NP  149485 1 022L 0 9863 
21 2007-09- •4 15 3959 3959 2 out 1614 9 0 255 03 2 32 328 0 693 irv6 1 niTTKVQNINIEK 1. NP  149513 1 050L 0 9757 

5 2007-09 •4 15 774 774 2 out 1171 6 0 35 0 68 2 31 388 0 Nosema 1 HKGVMVGMGQK i AAB86863 1 act in 0 9562 
10 2007-09- •4 15 2705 2705 2 out 1344 7 0 69 0 39 23 462 0 IIV6 1 ENENNLEEIK 1 NP 149776 1 313L 0 9959 
12 2007-09 "4 15 4433 4433 2 out 1377 7 162 0 48 2 24 185 0 IIV6 ' JENNSVGRTQMK II NP 149530 1 067R 0 9597 
29 2007-09 •4 15 4303 4303 3 out 1783 0 046 0 45 2 11 263 0 IIV6 ' TITLQKLIETKYGM-K •f NP 149589 1 126R 3-8 

6 2007-09 •4 15 3721 3721 2 out 1213 7 1 65 0 29 2 06 30? 0 IIV6 ' ELNLENIIKK i' NP 149748 1 285L 0 9964 

9 2007-09- '4 15 1177 1177 2 out 1293 8 1 908 05 1 95 291 0 IIV6 ' NLFVRFKELK •i NP 149851 1 388R 0 997 
11 200'09 •4 15 3668 3670 2 out 1358 8 0 889 04 1 92 323 0 Nosema I ALVDTGSTVNLIR • ABE26656 1 pol polyprotem 0 9948 
23 200709 14 15 2754 2755 3 out 1696 9 0 691 04 19 262 0 IIV6 ' KSTVDLYSISGSNWK •' NP 149642 1 179R 0 99% 
26 2007-09- M •3 3604 3604 3 out 1746 8 144 343 1 86 273 0 IIV6 ' EEDEVYDFANNFVR •- NP  149731 1 268L 0 9947 

• 2007-09- 14 15 687 687 lout 703 4 1 1 3 14 1 85 197 0 693 nve ' TIDNIK f NP  149800 1 337L 1 

31 200709 14 15 3227 3227 3 out 1826 0 746 0 42 1 84 335 0 DWV ' PEMDRIINLAEGLLNK if ABB36638 1 polyprotem 0 9999 
22 2007-09- 14 15 2845 2845 3 out 1659 8 0 466 0 48 1 83 358 0 Nosema ' GEDDLTYKYSDIIK •- AAD126C5 1 RNA polymerase ll largest subunit 0 9933 

2 2007-09- '4 15 3562 3562 2 out 1102 7 0 563 0 49 1 82 559 0 Nosema ' PLkS"lYR c AB069724 1 unknown 0 9953 
27 2007-09- '4- 15 2934 2934 2 out 1755 8 0419 0 45 1 78 379 0 VDV1IVDV1 2 RSSLECQYIEPSTSR ': YP 145791 1 polyprotem 0 9884 

8 2007-09- -4 15 4306 4306 2 out 1230 7 1 161 0 42 1 72 219 0 IIV6 ' DKN1AIDLNSK i NP 149883 1 420R D 5563 
19 2007-09 14- 15 3074 3074 2 out 1485 9 0 227 0 42 1 69 673 0 Nosema ' SRRLTFIPLNR •; AAT12296 1 chromosome seqreqation protein 0 9965 
33 2007-09 '4 15 2894 2894 2 out 1849 0 129 0 47 167 166 0 IIV6 i LDSKRTGLIMDFNNPK •' NP 149642 1 179R 0 9?" 
14 2007-09 •4 15 3006 3006 2 out 1369 } 1 512 0 45 1 63 192 0 VDV1IVDV1 2 NVUECKANEEK u YP 145791 1 polyprotem 0 9964 
25 233?-C9 •4 15 4360 4360 3 out 1728 1 34 0 39 1 62 527 0 NosemalNosema 3 NLKADINAIWAVSKGK •< ABM26981 1 RNA polymerase II largest subunil 0 9737 
.0 2007-09- •4 15 3596 35% 2 out 1516 8 0 456 0 48 1 6 160 0 IW6 1 HCLPFLLNYO.R •• NP 149487 1 D24L 0 985 
28 2007-09 •4 15 720 720 3 out 1756 9 1 721 0 46 1 6 204 0 Nosema i NALRTACLHDCREVR • AAT12295 1 phospholipase D 0 999 

3 2007-09 •4 15 3684 3684 2 out 1122 5 0 602 0 42 158 217 0 693 IIV6 1 SLMGNCPSSVK • NP  149555 1 092R 0 9829 

Test 25 

Sf No File Name (M+H) •M >Cn XCorr Sp RSp Reference No Peptide AA ID* Protein PP 

29 20C7-09 14 -16 3605 3605 2 out 1790 9 0 303 0 63 33 727 0 Nosema 1 SYELPDGQVIKIGSER -6 AAB86863 ' actin 0 9978 
3 2007-09 14 -16 2693 2693 2 out 1344 7 1 543 0 36 2 39 411 0 irv6 1 lENENNLEEIK '1 NP 149776 1 313L 0 9821 

13 2007-09 14 16 3834 3834 2 out 1614 9 0 '31 0 33 2 36 630 0 IIV6 1 T1LTTKVQNINIEK '4 NP  149513 1 050L 0 963 
14 200709 14 -16 3593 3593 3 out •1,66 0 261 0 52 n'j 779 0 Nosema 1 IKVIQEVQIDILEK '4 ABE27269 1 unknown 0 9901 
26 2007-09 -14 -16 2374 2374 3 out 1783 8 0 513 0 51 22 1234 0 Nosema 1 RIDWSENIQWNFSK •i ABE26653 1 pol polyprotem 1 

32 2007-09 -14 -16 3281 3281 3 out 1829 9 1 56 0 33 215 384 0 IIV6 1 DIPDFTIRSEYKSMK i5 NF   145533 ' 067R 0 9909 
6 20C7-09 -1- -16 3540 3540 2 out 1143 6 0 761 06 2 13 921 0 NosemalNosema 2 LAVNMVPFPR -0 AAN35161 1 beta tubulin 0 9876 

23 2007-09 14 16 2885 2885 3 out 1755 8 0 75 054 2 13 802 0 VDV1IVDV1 .' RSSIECQYIEPSTSR '5 YP  146791 1 polyprotem 0 9962 

8 2007-09 14 -16 624 624 2 out 1182 5 1667 0 32 2 12 101 1 792 IIV6 1 EMEQYNIQK 9 NP  149809 1 346R 0 9958 
19 2007-09 -14 -16 3398 3398 2 out 1691 9 1 872 0 4 2 09 245 0 Nosema 1 ENIKWYTINGPKTK H AE069724 1 unknown 0 9831 
24 20C7 09 14 16 2780 2780 3 out 1764 9 1492 0 35 2 03 191 0 693 Nosema 1 EAKTKV1AGENCGVAFK 17 BAC15534 1 elonqation factor 1 alpha 0 9996 

2 2007-09 14 -16 2214 2214 1 out 715 4 0 277 0 16 2 319 0 IIV6 1 NIIIDK 6 NP  149495 1 032R 1 

12 2007-09 14 -16 3659 3659 2 out 1608 9 i 662 044 1 36 382 0 nve 1 VOEVLHKVDWQTK 14 NP  149701 1 238R 0 9758 

15 2007-09 14 -16 3840 3840 3 out 1676 7 1 217 0 36 1 94 297 0 693 IIV6 1 EEYCLHNPNSPDCR 14 NP  149800 1 337L 0 9829 

21 200? 09 14 -16 5146 5146 3 out 1734 1 552 0 48 192 311 0 IIV6 1 ITKPIQNQLCFSrrK 15 NP  149540 1 077L 0 9802 
46 2007-09 14 -16 3616 3616 3 out 2425 2 0 143 0 38 1 88 329 0 V6 1 HVLDVAJVPLASSEGVSVYFNDKK 23 fJP   149508 ' 045L 3 96'2 
11 2007-09 14 -16 3102 3102 2 out "48! 5 0 326 0 49 1 83 -36 0 NnseTia ! ISRRLTFIPLNR 1? AA712296 ' chromosome seqreqation protein 3 998! 

39 2007-09 14 -16 2410 2410 3 out '35' 1 1 004 0 43 181 208 0 DWVIDWV 2 EXSPISVSNRFAPLESLK 13 NP 853560 2 polyprotem 0 9914 

3 2007-09 14 -16 3446 3446 2 out 1109 6 0 026 0 43 1.72 311 0 IIV6 1 fvVAWlRlNTK 11 NP  149463 1 468L 0 9979 

18 2007-09 14 -16 4989 4989 3 out 1688 8 1 439 0 51 168 273 0 IIV6 1 FLEEASSSFNIDVCK 15 NP  149564 1 101L 0 V554 

4 2007-09 -14 •16 3388 3388 2 out I  '122 5 0 68 041 1 65 249 0 nve 1 SLMGNCPSSVK 11 NP  149556 1 092R 0 9747 

42 2007-09 14 -16 5826 5828 3 out 2075 9 0 208 04 1 55 670 0 Nosema 1 FNEQCGREM-EVLMSMKK 13 AEV4890C ' hypothetical spore wall prolein 3 395' 

5 2007-09 14 -16 2315 2315 2 out 1140 7 0 321 0 42 1 64 587 c IIV6 1 RTLPHYILK 3 NP  149639 1 176R 0 9985 
31 2007-09 14 -16 3156 3155 3 out 1799 9 ' 036 0 53 164 121 0 IIV6 1 SVANDDDIQIPDLEKK 16 NF   149669 1 206R 0 9846 

25 2007-09 14 -16 2605 2605 3 out 1774 8 0 89" 041 1 61 139 0 693 Nosema 1 DEDKWETLMTLYSK 15 ABE26648 1 pol polyprotem 0 9997 

34 2007-09 14 -16 3004 3004 3 out 1849 0 517 0 52 158 223 0 IIV6 1 LDSKRTGLIMDFNNPK 16 NF   149642 ' 179R 0 9897 

35 2007-09 14 16 4033 4033 3 out 1859 9 0 745 054 1 53 294 0 Nosema 1 IDLRYSTWTWTVYR 14 A/T12295 1 phospholipase D 0 9984 

28 2007-09 14 -16 6539 6539 3 out 1788 B 0 419 0 43 1 66 148 1 609 Nosema 1 HGAGSAGERAKSTGEDMK 18 AAU11092 1 unknown 1 

38 2C07-C9 14 -16 4040 4040 3 out 1950 9 0 237 041 155 149 1 099 VDV1|VDV1 2 CQHWYAPLTAIYVDDR 16 YP  145791 1 polyprotem 0 9988 
1 2007-09 14 -16 2314 2314 i out 713 5 0 93 0 18 154 336 0 nve 1 LINLLK 5 NP  149877 1 414L 1 

17 200709 14 -16 3221 3221 2 out 1683 9 0 472 0 43 1 54 147 0 IIV6 1 QWKMELFLNLSFK •3 NP 149723 1 260R 0 9938 
16 2CC7 09 1- -16 3810 3810 3 out 1679 9 1 247 0 43 161 160 1 099 KBVIKBV 2 TGM'EAM-IKRIGDLGR •7 

NP 851403 1 non structural polyprotem 0 9994 
47 2007-09 -14-16 3184 3184 3 out 27514 0 953 05 1 5 93 1099 Nosema 1 M'EIGLIGIGNWGRELALNINDKGYK 2' AB069'27 1 unknown 0 9625 
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S-Nc F •'« |M.H| •M 'Co XCorr Sp RSp Reference No Peptide AA M Protein PP 

11 2007.09-04.21 992 992 2 out 11176 0 809 066 2 82 657 : SV|SV|SV|SV|SV|SV!SV|SV 21 VNNLHEYTK - NP 049371 1 polyprotem 1 

65 2007-09-W-21 4,863 4863 3 out 2502 3 1 753 0 45 2 37 374 3 IV6 ' DEVIVPKEI4QSLTF PDFVNK 22 HP 119639 1 176R 0 9751 

5" 2007 09 04-21 1492 4492 3 out 2310 1 0 347 0 35 2 29 i    • : Nosema ' TGEUWADIGCGRM'SERHVHR 22 AA--2.S4 1 beta transducin repeal containing protein like 

38 2007-09-04-21 4600 4600 2 out 1614 9 1467 0 29 2 26 .-44 0 live ' T1LTTKVQNI IIEh '4 NP   119513 1 050L 0 991 

62 2007-09-04-21 3422 3422 3 out 2332 1 1 128 0 42 2 19 I42 1 386 Nosema ' RCSFEETVEIUEASCFAER a AADI2606 • RNA poh/merase II argesl subunrt 0 9601 

23 200709-04-21 1911 1911 3 out 1260 7 0 144 0 33 2 14 iS 0 693 'vf ' EM'lUPNESAK 12 NP   119674 1 211L 0 9996 

15 2007-09-04-21 1894 1894 2 out 11646 0 48 0 49 2 11 513 0 Nosema ' KESSELTNEK IC ABV18896 1 hypothetical spore wall protein 0 9919 

59 2007 09-04 21 5480 5480 3 out 2145 1 1663 031 21 257 0 IIV6 I EEDTQKIDVLIDQNEDLK II NP  119611 1 118R 0 9921 

26 2007-09-04-21 2236 2236 2 out 1344 7 1 576 031 2 08 425. D 5;? IIV6 ' IENENNLEEIK •l NP   119776 1 313L 0 9617 

67 2007-09-04 21 3479 3479 3 out 2669 3 : -64 0 57 204 K 1 609 IAPVIIAPV 2 KSTAKFVESDPNOIVDVTMQMWk 2. YP 001010002 1 poiymerase polyprotem 0 9611 

58 2007 09-0121 6138 5439 3 out 2114 1 1602 c 4! 2 02 •:- 1 386 SVtSVISVISVISVISVISVISV 17 P^rvAAAGLVWAVGSIFGM'YK 23 NP 049374 1 polyprotem 0 958.1 

66 2007-OS-04-21 5267 5267 3 out 2628 3 1 (11 04 ' 35 '•3 0 IV6 ' HYVDPPLSNQDVGUSFVPCNDAK 24 NP  119750 1 287R 0 9577 

19 2007-09-04 21 2045 2045 2 out 1232 6 1 179 0 35 1 98 .•3 0 KBVIKBV|K8V|KBV|KBV 5 QVSM'QIATPNK V - •• .^-,-. , vP4 grata • 0 955 

33 2007-09 04 2! 3575 3575 2 out 1474 7 : 3" 0 3? 281 0 rv6 ' YM'KDVYANVIDK •: NP  119500 1 037L 0 9817 

39 200709-04-21 3017 3017 2 out 1626 1215 044 1 56 0 rv6 ' LTK1VNSGNAJRLVK '3 NP 119639 1 •76P 0 9933 

50 2007 09 0121 3185 3185 3 out 1844 1 232 : 34 1 95 >.u 0 IV6 ' KDOUDFAQSLGLNPGK 17 NP 119695 1 232R 0 9588 

4 2007-09-01-21 651 651 2 out 872 6 0 334 041 1 94 34 C 0 rv6 ' >-,,>,',IGCih 3 NP  119852 1 389L 0 9913 

64 2007-09-01-21 3809 3809 3 out 24': 2 193-: 0 45 1 9 i 0 Nosema • SSVIPEKF-. SWGDNI'.VDTIGR 21 ABE27270 1 unknown t 99M 

35 2007-09-01-21 4959 1959 2 out 1492 9 0411 C 36 1 89 293 0 Nosema ' VLDNRHLGSIKLK i: BAF76326 1 heal shock protein 70 0 9951 1 
20070904 21 821 821 2 out 816 5 02 0 24 187 .---' 1 099 IV6 ' KDTTVLK i NP  119616 1 I55L 0 9811 

£ 2007-09-04 21 2301 2304 2 out 912 5 0151 0 69 1 86 '55 : rv6 ' A'LIVEPR - NP  119675 1 212L : 9943 
40 2007 09-01-21 2888 2688 2 out 1630 8 0 735 0 33 1 84 361 : rv6 ' OENMLIESHNM'LR •4 NP 119163 1 168L 0 9567 

44 2007-09-04-21 1113 1113 3 out 1742 7 1 05 0 49 1 81 135 c Nosema ' HPECM'CPSNCEIHAR •'- AAB62548 1 glutaminyt-tRNA synthetase 0 9957 

7 2007-09 04-21 1656 1666 2 out 923 4 124 0 26 1 82 0 Nosema ' FDDTNPSK c AAB62619 1 glutamyl-tRNA synthetase 3 9704 

66 2007-09-01-21 3137 3138 3 out 2804 5 0451 0 37 1 81 103 0 693 rv6 ' ELIALVQLHHLRFEMHQQRHLR 22 HP   149726 1 263L i 984 

47 2007-09-04-21 3359 3359 2 out 1767 174 0 39 1 8 101 0 693 Nosema ' TKLMFMSLSKINLK '5 ABE27273 1 unknown 0 9697 

30 2007-09-04-21 1463 1163 3 out 14 04 8 : 58 0 47 1 79 216 0 (V6 ' MTIICIDGIIGAGK •4 NP   119606 1 14JP 0 9659 
54 2007-09-01 21 3280 3280 3 out 1970 9 0 144 0 45 1 78 J73 0 'Josema ' AEVRSMTETSMNQETIK •3 ABE26651 1 pol polyprotem t ,-3" 

53 2007-09 04 21 2818 2818 3 out 1955 2 0 069 0 42 176 191 0 IV6 ' MILVLAFLH.QKFLLR •5 NP 149845 1 382R 0 9901 

27 2007-09-01-21 2613 2813 2 out 1366 7 1438 03 1 74 978 0 rv6 
1 

NLVLFDHHCR •1 NP 149818 1 355R • 

a 2007-09-01-21 2562 2562 2 out 959 6 0 683 0 37 169 117 0 KBVIKBVIIAPVIIAPV 4 EAALLAFPK NP 851403 1 non-structural polyprotem ?- 

36 2007-09-04-2146214821 3 out 1636 8 1 118 0 36 169 244 0 693 IV6 1 SPKSMTVQSIAFPK •3 NP  149829 1 366R 3 "I33. 

22 2007-09-01-21 3081 3084 2 out 1255 7 1 595 0 39 i 63 •94 0 693 rv6 1 MDLFFLTKLK II NP 149587 1 121L 0 9951 

63 2007-09-01-2118151815 3 out •;•>-   : 175 0 37 166 :•• 0 rv6 1 KTGSIITTRLLEWMGYSGEYK 2 HP 149883 1 120R 0 9836 

14 2007-09-0121 2146 2146 2 out .- i 1421 0 38 1 65 '15 1 609 rv6 ! QSQPNVAALAR ' NP  149695 1 232R 1 

52 2007-09-04-21 3198 3498 2 out 16778 1 639 C 38 I 6= 131 0 693 IV6 ' VGEDNDLL'IAEDDSTDR " NP  119792 1 329R 1987 

60 2007-09-04-21 2728 2728 3 out 2192 3 0 529 0 42 ' 6' 171 0 Nosema ' RSTRDWLIVLGDFLGYLR •I BAC75155 1 puiative spore surface protein 0 9634 

34 2007-09-04-21 3064 3061 2 out 1481 9 1 168 0 45 1 62 22- 0 693 Nosema ' LALKANATkCHIAK •4 ABE26618 1 pol polyprotem 0 9872 

56 2007-09-01-21 1692 1892 3 out 2057 
0 822 041 1 6 '33 1 386 IIV6 1 MSCSVTLTYNDIT1QRTK •e NP 119513 1 050L 0 991 

21 2007-09-01-21 2603 2603 2 out 1252 " 1 426 0 69 1 5S 594 0 Nosema ' YTKEWEAWK 11 AAC41564 1 isoleucyl-tRNA synthetase 1 

9 2007-09-01-21 819 B19 2 out 1093 6 0 081 0 36 1 57 '96 0 693 SV|SV|SV 3 ISTILTSCKK il AAL79021 1 AF169603  1 polyprotem 0 95? 

10 2007.09-04-21 2162 2162 2 out 11035 026 034 1 56 254 0 3QCVIBQCU1BQCVIBQCV 1 YDOYDPFR e ABC95162 1 structural polyprotem 0 969 

45 2007 09-04-21 1764 1761 3 out 1746 9 1938 0 42 155 25,7 0 IIV6 ' YDESEMLLQKIYSK •4 NP 119813 1 350L 0 9861 

55 2007-09-04-21 2908 2908 3 out 2001 1 0 818 0 38 1 55 223 0 IIV6 1 FIINLCVPCKSYFKWK •7 NP  119891 1 128L 0 968 

20 2007-09-04-21 2148 2118 3 out 1240 7 1 12 06 154 104 0 IIV6 1 GRTIGGVTl PGGR •: NP   I49C76 1 213R •1 

12 2007 09-04 21 4184 4184 2 out I 1122 5 0 552 0 36 153 191 0 IIV6 1 SLMGNCPSSVK •1 NP   149565 1 092R 0 9681 

17 2007-09-01-21 1037 1037 2 out 11926 1225 0 36 163 10! 0 693 Nosema ' HHLAKCCPRK 'i ABV18892 1 hypothetical spore wall protein 0 9888 

28 2007 09-01-21 2878 2878 2 out 1378 6 1 978 0 52 1 53 173 0 IAPVIIAPV 2 MASGWYLRQVR •2 YP  001040002 1 poiymerase polyprotem C 9J33 

: 2007-09-01-21 795 795 2 out 724 4 0 245 044 151 - 0 693 IIV6 ' KSQFSk I NP   149824 1 361L 0 9857 

24 2007-09-01-21 1782 1782 3 out 1293 7 1 625 0 38 15 •13 0 693 live ' EVA6XO.LFKK ' NP   149485 1 022L 0 9586 

41 2007-09-01-21 1212 1242 3 out 1630 9 1 053 0 39 15 24' 0 Nosema • QATDFUA1AEPVSR '5 4AT12293 I DMA repair heiicase RAD26 0 9616 

Test 27 

SrNo - i:e "lame ,M.H) •M Vr 'Corr Sp RSp Reference .'.,, Peptrde V- 3* Protein PP 

37 2007 090122 3108 3108 2 out 1790 9 1 664 0 61 2 83 -:6: 'J Nosen-a • SYELPDGQVIMGSER '6 \AB86863 1 actin 0 9786 

1 2007 09-01-22 2503 2503 2 out 700 5 04 231 4C0 0 Nosema • VXDIIK 6 «BM26977 1 RfIA poiymerase II larqes! subunrt 0 356 r 

25 2007 0904-22 3319 3319 2 out 1498 8 1 594 0 25 2 29 270 0 nv6 1 EIFICYREGIKK '2 IF   145:03, 1 037L 0 9884 

40 2007-09 04-22 4370 4370 3 out 2652 • 0 538 0 37 1 95 21" 0 633 Nosema ' M'RDEIYEAFDMIYPVLTQYKK 2. <M 23091 1 AF111035   1 transcription initiation facloi TFIID C 9722 
13 2007-09-04-22 2848 2848 2 out 1235 7 1 804 0 32 1 91 280 : IIV6 ' Fl DLl MDKK IC IF    149'45 1 2B2R 0 989 

17 2007 0904-22 2913 2943 2 out 1377 7 0 596 0 36 l 89 193 0 693 live • NENNSVGRTQMK 12 IP   149' SO  1 067R 0 9811 

M 2007-09-01-22 3129 3130 2 out 1763 1 0 177 0 38 1 88 346 0 Nosema • RMFVLAVIVLFLITk •; VAL2805? 1 AF406786 8 calmodulmdependent protein kinase 0 9904 

20 2007-09-01-22 2419 2119 2 oul 1413 9 0 275 034 1 86 187 1 609 Nosema • EVLIKNKELLSK 12 S8V486   1 • hypothetical spore wall protein 0 9836 

2 2007-09-04-22 2165 2156 1 out 713 5 0 886 0 25 1 85 401 J IIV6 ' LINLLK 6 4P   149877 1 4141 1 

29 2007-09-04-22 2950 2950 2 out ?'•', ' i ;u 0 33 182 370 0 ltV6 ' QENMLIESHNM'IR 14 It    !-,>.., 453, 0 9759 

31 2007-09-01-22 2098 2098 3 oul 1696 1 J48 0 42 1 8 'IT 1 099 irv6 ' LDAIEILPTKPGEATK ,(. IF 145-,?: i 022L ,i 8719 

12 2007-09-04-22 3117 3117 2 out 1234 8 i 555 '• • 79 • II 0 irv6 • ILKTQFFK1.P li- -IP 149658 1 095L 0 9681 

9 2007-09-04-22 1411 1414 Soul 1156 5 0 363 0 36 1 75 4" 0 KBV|KBVIIAPV|IAPV 4 CAMDTPYIDK lt JF> 851403 1 non structural polyprotem 0 9631 

11 2007-09-04-22 785 785 3 oul 1230 6 1 709 0 36 175 ;o. 0 Nosema ' EVEILDVEER 11? *BE27265 1 unknown 0 9952 

10 2007-09 04 22 2431 2431 3 out 1631 9 0 285 05 175 151 0 693 irve 1 SPNYLLINIPNFVK 14 IF    14947!   1 012L 0 9998 

38 2007-09-04-22 4827 4827 3 oul 2353 3 0 652 04 1 74 522 0 irv6 ' SSISSGPIPYPARGHPFKLTGAL 23 IP   149880 1 41', 0 9827 

6 200'-09-04-22 2880 2880 2 out 1068 7 0 65 0 44 168 167 0 irv6 ' IlKrVEIIK 9 IP 149635 1 1721 0 9866 

' 2007-09-04-22 2206 2206 2 out 1103 5 • 5.13 C 38 • 67 254 0 69? BQCVIBQCVIBQCV1BQCV 4 YDQYDPFR 3 VBC95162 i structural polyprolem 0 9819 

8 2007-09-04-22 2910 2910 2 out ,,22 = C 5 1 1 044 1 67 174 0 irv6 ' SLMGNCPSSVK 11 IP 119555 1 092R 0 97B 

23 2007-09-04-22 2691 2691 2 out 1485 9 0 064 0 57 166 51! 0 Nosema ' ISRRLTFIPLUF. '2 W12296 1 chromosome segregation protein 0 998 

43 2007-09-04-22 3112 3112 3 out 2833 5 0 209 0 47 166 '64 0 irv6 ' NEIGIM'EPFErFTPNLIKGETPPLIK 21 IP 119676 1 213R 0 9838 

35 2007 09 04 22 2822 2822 3 out 1767 8 1 541 0 3? • 6- •52 0 irv6 ' CDRCVHCTTPRADYK 1! I:-    ,.-,'-? 17SR 0 9905 

16 20070904-22 2841 2841 2 out 1366 7 1673 0 37 163 779 0 irv6 ' INLVLFDHHCR 11 t   143615 1 355R 0 9966 

16 2007 09 04-22 3134 3131 2 out 1779 9 0 431 0 43 163 97 1 099 IV6 * NLLISEIENGCGYLNK '5 IP  119767 1 301R 0 9661 

15 200709-04-22 1593 1593 3 out 1339 8 0 778 0 65 161 131 c i(V6 ' IAELKQLNVLAK 12 •IP 149695 1 232R 0 9886 

24 200709-04-22 4430 4430 2 out 1490 9 1 024 05 1 6 721 0 irv6 ' MT1AAIVLAFLSLK 14 •IP 149823 1 360R 0 9965 

3 2007 09-04-22 1360 1360 2 out 873 5 ; 524 • ; i 219 1 099 IIV6 ' KNITELR - JP 149806 1 34.1. 0 9961 

10 2007 09-04-22 894 894 3 oul 12216 0 329 04 1 58 166 0 irv6 ' SSFSGVLM'FCK t; •IP 149699 1 236L 0 997 

26 2007 090422 1161 1161 3 out 1619 8 0 721 0 49 1 57 ••4 c Nosema|Nosema|Nosema|f ' AMEDATVRLDGSVR 14 VBM26981 1 RNA poiymerase II larqest subunrt 0 9523 

41 2007 09-04-22 3487 3487 3 out 2686 4 • 823 0 46 1 51 179 0 HV6 ' INHILSWEGLSKSLSLYlEDNDk 24 IP 119901 1 4'31 0 998' 
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Test 28 
SrNo File Name (M*H) '1.1 •Cn '.Cor' Sf RSp Reference •1- Peptide AA 10* Protein PP 

30 2007-09 •4 20 3632 3632 2 out 1790 9 0 324 0 56 • -4 66i C Nosema 1 SYELPDGQVIKIGSER 16 AAS86863 1 aclir 0 9842 
6 2007-09 •4 20 3555 3555 2 out 1143 6 0 167 05 2 58 50< c NosemalNcsema 2 LAVNMVPFPR 10 AAN35161 1 bela-tubulm 0 9975 

16 20C-09 •4 20 3611 3611 2 out 1?77 7 0 684 0 38 2 53 •60 C 690 live 1 NENNSVGRTQMK 12 NP 149530 1 067R 0 9976 
52 2007-09 •4 20 3176 3176 3 out 2198 3 0 125 0 43 2 37 262 C irv6 1 KDQLIDFAQSLGLNPGKLLK 20 NP 149695 1 232R 0 9737 
15 200'-09 •4 20 2461 246' 2 3u: 1344 7 1 58 0 33 ; ;o 31: 0 693 IIV6 1 IENENNLEEIK 11 NP 149776 1 313L 0 9708 
46 200? C9 *4 20 3377 3377 3 oul 2003 1 337 0 49 2 23 4 .. C IIV6 1 LlMVTQNNNNKYYErVIK 16 NP 149564 1 101L 0 9992 
43 2007-09 '4 20 3909 3909 3 oul 1962 1 0 85 0 51 2 12 313 0 Nosema 1 NISNLKKSFDVAIDFIK 17 AB-=2'266 1 unknown 0 9931 
21 28Q7-09 '4 20 4431 4431 3 out 1686 8 0 951 05 2 11 24' c irV6|IIV6 2 NTECFNATKLCNSGGK 16 NP  149778 1 315L 0 9999 
42 2007-09 '4 2C 4067 4067 3 cut 1949 1 1 02" 0 38 2 11 317 0 IIV6 1 GQSIYINGRLSKLQSER r NP   149492 1 029R 0 9861 
19 2007-09 14 20 979 979 3 oul 1659 9 0 991 0 34 2 0 • 0-6 0 IIV6 1 OCALAPYLITPDAKR 10 NP 149635 1 172L 0 9807 
12 2007 09 14 20 643 643 2 oul 1202 7 1 299 034 2 02 20: 0 IV6 1 KFPTLEIINK 10 NP 149688 1 225R 0 9679 
18 2007-09 14 20 4260 4260 2 out 1426 7 1 57 C 09 1 96 204 t IV6 1 SIDUMYEVSEK 12 NP   149485 1 022L 0 9979 
31 2007-09 '4 20 319 319 3 oul 1791 0 949 0 46 ' 6: 173 0 693 Nosema 1 LKIDTTSLKNM'LEIR 16 ABE26651 1 pol polyprotein 0 995-1 
39 200709 14 20 3317 3317 3 out 1887 1 1 782 034 1 92 1S3 0 IIV6 1 RIQLLUGM'GVTSKITK 16 NP   149648 1 085L 0 9922 

i 200709 14 20 2864 2864 1 out 700 5 1 061 0 19 1 9 4" 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymerase II larqest subunit 1 

3 2007-09 '4 20 3619 3619 2 out 11225 0844 0 42 1 87 225 0 IIV6 1 SLMGNCPSSVK 11 NP 149555 1 092R 0 9962 

17 2007-09 '4 20 3086 3086 2 oul 1389 7 0 44- 0 53 1 87 2;o 1 VDV1IVDV1 2 NVLIECKAIIEEK 12 YP 145791 1 poNprCleir- 0 9838 

2 2007-09 •4 20 3668 3668 2 out 1102 7 0 316 [ 43 1 86 44' c Nosema l PLKSIILYR 9 AB069724 1 unknown 0 9985 

5 2007-09 •4 20 2993 2993 2 oul 1136 5 1 859 034 • 8 = 216 c IIV6 1 GEENLTTEDI- 10 NP 149839 1 776, 0 9968 

29 200709 •4 20 3628 3628 3 oul 1766 9 0 75 0 37 1 84 - c Nosema 1 ADGMKIEEFNKQTM'K 16 ABV48897 1 hypothetical spore wall protein 0 9834 

11 2007 09 14 20 591 591 2 oul 1199 7 1 976 05 1 77 231 0 IIV6 1 KVNIQNKDIK 10 NP 149674 1 211L 0 9918 

4 2007-05 •4 20 3902 3902 2 out 1130 6 1 924 0 4 1 76 '70 0 Nosema 1 EV1GIEDDLK 10 AB069725 1 unknown 0 9826 

9 2007-09 14 20 533 533 2 out 1189 6 0 022 0 46 1 76 90 2 19' IIV6 1 KGDKNTQVGDK 11 HP 149914 1 451L 1 

14 2007-09 14 20 3211 3211 2 out 1328 8 1 414 04 1 76 0'4 0 Nosema 1 DEIKILGNrvSK 12 ABE26653 1 pol polyprotein 1 

10 200709 '4 20 3309 3309 2 out 1194 6 0 80-' 0 41 175 243 0 693 IIV6 1 EAM'EEIKSNK 11 NP 149485 1 022L 0 9983 

34 200709 •4 20 3320 3320 3 out 1826 0 367 0 41 1 75 32: C DWV 1 PEMDRILNLAEGLLNK 16 ASB36638 1 polyprotein 0 9817 7 
2007-09 •4 20 2671 2671 2 out 11666 0 712 0 37 '  7? '40 c IIV6 1 LNISM'KESTK 11 NP 149681 1 218R 0 9729 

44 200709 •4 20 3334 3334 3 out 1955 2 0 567 0 36 • 7; •4: c irv6 1 MIlVLAFLHLClKFLLR 16 NP  149845 1 382R 0 9656 

49 2007-09 14 20 3950 3950 3 out 2091 1 1 377 0 36 •69 "0 0 »V6 1 TMISNEDFVKFNYNKIK 17 NP 149904 1 441R 0 9909 

13 2007-09 •4 20 3236 3236 2 out 1303 7 0 578 0 42 1 68 25: 0 693 KBV|KBV|KBV|KBV 4 SKSTKPTSENPK 12 YP 308661 1 VP4 0 9879 

25 2007-09 14 20 3046 3046 3 oul t 17199 0 898 041 167 210 0 693 ABPV 1 NVTMQINSKKNNSNK II NP 066242 1 capsid protein 0 9795 

47 2007-09 14 2C 3059 3059 3 nut 2034 1 1 768 041 163 0-6 C Nosema 1 LYPGTEAGLVKQGETVCIR 19 AAT12296 1 chromosome seqreqation protein 0 9947 

32 2007-09 14 20 3658 3658 3 oul 1794 1 975 04 1 58 142 0 BQCV 1 VESSEWHPNSLIEK 16 NP 620564 1 nonstructural polyprotein 0 9987 

22 2007-09 14 20 4084 4084 3 oul 1688 8 0 653 0 38 1 57 460 0 IFV6 1 FLEEASSSFNIDVCK 16 NP 149564 1 101L 0 9939 

37 2007-09 14 20 3158 3158 3 out 1839 9 1 061 0 56 1 57 11: 0 693 irvs 1 NRKFNTYGFVTTSCR 16 NP 149907 1 444R 0 9939 

33 2007-09 •4 20 3088 3088 3 oul 1814 0 138 044 1 :4 •61 1099 Nosema 1 TFCALAKVQIDFSRSK 16 ABE26655 1 pol polvprotem 0 9902 

8 2007 09 '4 20 4292 4292 2 oul 11846 0 269 0 53 15: 4'G C V6 1 PSDIPDTVRGK 11 NP 149901 1 438L 0 9934 

38 2007-09 14 20 1072 1072 3 oul 1642 9 i 214 0 46 162 "2 1099 DVWIDWVIDWV!KakuqolVDV1|VDV1 6 1-,-TSl.Ov'vDC -AfTTSR 16 NP 853560 2 polyprotein 1 

45 2007-09 14 20 929 929 3 out ir ; : 0 277 0 56 1 5 238 0 690 I026 1 TDDNAIANAERVDAQDLK 16 NP  149548 1 085L 0 9999 

Test 29 
SrNo Ftle Name IM*H1 -.1 •Cn XCon Sf RSp Reference No Peptide AA :D* Protein PP 

30 2008 18 01   I' 1B6C 1861 .: out 1614 9 0 446 0 28 2 09 66 2 0 IV6 1 T1LTTKVQNINIEK 14 NP  149513 1 050L 0 9965 

28 2008-08-01 01 1842 1842 2 out 1384 8 034 031 24 440 0 IV6 1 FVGADWLLEPII 13 NP  149910 1 447L 0 9886 

37 2008-0801  01 2475 2475 3 out 1776 9 0 773 0 - 0 2 15 N 1 386 IV6 1 EDNFNTVGGSKIWIGK '7 NP 149538 1 075L 0 994 

24 2008 08 01 01 1928 1928 2 out 1366 8 0 738 0 29 2 OS 352 0 693 IV6 1 WVHILQVFLLK 12 NP   149648 1 185L 1 

29 200808-01  01 1467 1467 2 oul 1475 7 0 934 021 0 04 20" 0 IV6 1 KNMDCHIYPLNK 12 NP   149928 1 466 R 0 9781 

10 01 1166 1166 2 out 11576 0 8B7 0 27 2 03 •r ' 000 IV6 ' LNDSPISQKR 10 IIP   14930' 1 428L 0 9828 

1? 2008-08-01 01 1963 1963 2 oul 1268 6 0 30' 041 ' 96 483 0 IV6 ' DKMQIYVEDK 10 NP  149676 1 213R 0 9874 

2? 2008-08-01 01 1117 1117 2 oul 1344 7 0413 0 36 • 91 0-92 0 693 IV6 ' IENENNLEEIK 11 IIP   149776 1 313L 0 9976 

i 2008-08-01   01 1327 1327 1 oul 700 5 1 122 0 22 1 9 414 0 losema • VXD1IK 6 ABM26977 1 RNA polymetase II larqest subunit 1 

26 2008-08-01 01 1692 1692 2 oul 1371 B 0 253 041 19 '52 1386 Josema 1 NNILSLLKESLK 12 AB069714 1 unknown 0 9949 

19 2008 08-01  01 1468 1468 2 oul 1309 8 0 767 034 1 89 006 0 IV6 1 IKHIKALDCLR 11 NP 149590 1 127L 0 9966 

34 2008-08-01 01 1741 1741 Soul 1699 1 B22 0 33 1 87 130 1 099 losema 1 DGGKIVAIGSlVEVLTK •7 AAS16350 1 lanslalion elonqation factor 1 alpha 0 9993 

12 2008-08-01 01 1540 1540 2 OUT 11646 0 681 0 39 1 85 110 1 386 IV6 1 GGIISLCM'GLGK 13 NP 149636 1 172L 0 9945 

25 2008-06-01 01 1638 1638 2 out 13667 1 669 0  '4 • 34 558 0 IV6 1 INLVLFDHHCR •i NP   149818 1 355R 1 

42 2008-08-01 01 1633 1633 3 oul 'S26 0 321 0 35 1 84 01. 0 DWV 1 PEMDRILNLAEGLLNK '6 ABB 066 30 1 polvprotem 0 9529 

2 2008-08-01  01 1910 1910 2 oul ' 102 7 0 597 034 1 81 <64 0 lor-p^a 1 PIKSIILYR 9 AB069724 1 inknown ' 
27 2008-08-01 01 1729 1729 2 oul 1379 8 0 084 0 27 179 467 0 IV6 1 YICEISIKOGIk. 12 NP  149689 1 226R 0 9932 

46 2008-08-01  01 2071 2071 3 oul 1915 0 948 0 45 1 79 264 0 losema 1 DELAGTGIEEIIGDKAKR 18 ABY49795 1 hypothetical spore wall protein 13 0 9845 

36 2008-08-01 01 2440 2440 3 oul 1760 9 0 716 345 1 77 •09 1609 losema 1 VYLDOIMIYSKSWK 14 ABE26648 1 pol polYprotern 0 989! 

22 2008-08-01  01 1568 1568 2 oul 1328 8 1 6! 0 35 1 72 328 0 losema 1 DEIKILGNIVSK 12 ABE26653 1 pol polypfotein 0 90*7 

35 2008-08-01  01 1365 1365 3 oul 1701 8 0 993 -14- 1 71 280 0 IV6 ' EKDNIKENANQNER 14 NP 149642 1 179R 0 9'I9 

52 2008-08-01 01 4255 4265 3 oul 2133 '1 0 037 1 44 1 7 20. 0 693 V6 • NSLNNEEREILINAVPNAK 19 NP  149*72 1 209R 0 9682 

41 2008-08-01  01 2419 2419 3 oul 1793 • 4"? 04 1 68 244 0 IV6 ' ELTSKEEIELYPTIK 15 UP 143";- 1 238R ' 
7 2008-08-01  01 2182 2182 2 out 1154 5 0 499 .1 32 167 33' 0 losema ' MEDSKSSENK 1C AAQ91616 1 qroup II laiqe subunit catalase 0 95O5 

45 2008-08-01  01 2196 2196 3 out •801 9 0 304 0 46 1 67 '61 0 IV6 ' ROEEETLNPTITSKAk '6 NP 149512 1 049L 0 9947 

49 2008 08 01   01 3002 3002 3 out 1979 0 372 0 48 1 66 2-04 1 386 losema ' QNNUNKIMTLFNEDR '7 ABE27266 1 unknown 0 9948 

40 2008-08-01  01 558 558 3 out 1782 8 0 529 044 l 6; 16C 0 IV6 1 NQLQWLSESLDM-WR 16 .,      143   0':   ; 142R 0 9903 

6 2008-08-01 01 798 798 2 out 1143 7 0 846 0 32 1 5' m 0 Josema 1 USLTRLLSK •c ABE26651 1 pol polyprotein 0 9935 

39 2008 08 01 01 422 424 3 oul 1781 1 0 02 04 1 58 0 06 0 Yosema 1 PCKVILRAAJIGTGLK/R 17 ABE26655 1 pol polyprotein 0 973 

48 2008-08-01  01 2116 21163out 1971 1 708 0 46 1 58 191 0 693 IV6 1 SDPIARFFKYQSGDViX •7 NP   149917 1 45JR 0 9667 

4 2008-08-01 01 194 194 2 out 11166 1 661 0 36 1 57 i   ' 0 losema 1 SGAKGNLTQIK •• AAS16360 1 ranslation elonqation factor 1 alpha 0 983 

50 2008 08-01 01 2460 2460 3 out 1980 1 0 85 04 1 53 203 0 MSCUT 1 RFLNNYLFLAVGIVGGAR •8 ABQ96192 1 vasa 0 9912 

9 2008-08-01 01 315 315 2 out 'li7; 1 621 0 32 152 234 0 IV6 1 FMEDVM'tiQK 10 NP  149508 1 045L 0 9977 

'? 2008-08-01 01 1183 1183 2 out '102 6 0 556 0 38 1 52 121 1 099 IV6 1 VLVHCQAGISR n NP 149686 1 123R 0 9919 

18 2008-08-01 01 3917 3917 2 out 1277 7 0 464 0 57 1 52 103 : IV6 1 NNPPRRSPSPR 11 ';=   '49695 1 232R 1 

20 2008-08-01 01 2134 2134 2 out 1311 8 1 904 .1 37 1 52 169 0 ABPV 1 NVIVDGKIVtllK 12 NP 066241 1 replicase polyprotein 0 9857 

33 2008-08-01  01 4144 4144 3 out 16% 0 614 041 1 52 137 0 IV6 1 LDAIEILPTKPGEATK 16 NP  149486 1 022. 0 9953 

14 2008-08-01 01 B49 849 2out 1189 6 0 212 034 1 51 253 0 IV6 1 lYGIOHCDIK 10 NP   '49843 1 380R 0 9964 

43 2008-08-01 01 1620 1620 3 out 1827 9 • 039 3 41 1 5 280 0 IV6 ' ENKNLFIPDTDPPLSK 16 NP   149760 1 287R 0 9848 

53 2008-06-01 01 1788 1788 3 oul 2692 4 0 09 0 48 15 38 : 60.7 losema 1 TCLEAAETLERSGVSCEVINLVSIR 2: AAL2805S 1 AF406785 4 pyruvate dehydroqenase E1 beta subun 0 9997 

B-18 



Ttsi 30 
SrNo File Name |M.H| •M •Cn 'Cv Sp RSp Reference No Pepltde AA Di Plot em PP 

37 2008-08 01-02 1846 1846 2 out 1790 9 1 365 9.63 3 83 '13 0 Nosema i SYELPDGQVIKIGSER '•: AAB86863 1 ectin 0 9991 

26 2008 0801 02 1828 1828 3 out 1668 0 999 -; 2 98 10'0 0 Nosema • IKVIQEVQIDILEK '4 A8E27265 ' unknown 0 9651 

23 2008-08 01-02 2338 2338 2 out '614 9 i 218 D 41 2 51 670 0 live i TIITTKVQNINIEK 14 •IP   -4 .6 11  1 0501 0 9977 

33 2008-08-01-02 1917 1917 3 out 1746 8 1 652 ' .11 2 42 i'-: : IIV6 ' EEDEVYDFANHFVR •4 •jc  (4)731 • 268L 0 9969 

14 2008 08-0102 1341 1341 2 out 1315 7 0 439 0 3! 2 24 29! 5 irv6 i NEFIIILIENLP 11 NP 149589 1 126R 0 9987 

31 2008-08-01-02 3453 3453 3 out 1722 8 0 805 0 4 2 22 3 30 0 NOWIM ' NIVSCSADGAPNMMGKK 17 ABE27267 1 unknown i 

53 2008-08-01-02 2636 2636 3 out 2320 2 1 74 0 4 21 151 c 10/6 • EHKLDSYSI.NFVAKHFLGSK K MP   149500 1 037L 0 9963 

21 2008-08-01-02 2237 2237 2 out 1415 8 1 64' 0 37 2 0' 235 • 099 irv6 i rrTVGAROlWQR 12 IIP   149548 1 085L 0 9977 

12 2008 08-01 02 2024 2024 2 out 1268 6 I 553 . 2 03 33' 0 RV8 i i)«i ,,:' ;'is 10 NP  149676 1 2i3=; 0 952 

20 2008-08-01 »-; is-.t : >j 14-1   7 1352 0 ' 1 95 581 0 I1V6 ' FKERASHFClFh •1 IIP  149818 1 355R 0 9688 

i 2008-08-01 o; 1209 1209 1 oui '00 ; : 21 1 94 419 Li Nosema • VXPIIK • ABM2697' ' RNA poiymerase 11 largest subunn 1 

15 2008 08 [' 02 986 986 2 oui 1344 " i--,f 0 3! 1 93 '84 g IIV6 i IENENNLEEK •1 •IP   '49"6 ' 313L 0 9993 

44 2008-08-01 02 1347 1347 3 out 1849 0 945 0 51 1 93 155 0 IIV6 i IDSKRTGUMDFNNPK - 'IP   143642 - I79R 0 9618 

6 2008-06-01-02 1116 1116 2 oui 1158 6 0 936 0 36 1 91 106 1099 IIV6 • KRNAEAWQR 9 IIP  1496'6 1 213R 0 9531 

54 2008-08-01 024l0641063ou1 2513 2 0 638 : 4 • 191 2S2 0 IIV6 i ITtJSFSOIMFSGNNCTYCOELK 22 UP  14%59 1 I96R 1 

i 2008-08-01 02 702 702 2 oui 1133 7 0 183 •: 3' 1 64 270 0 Nosema ' LAARYRLDR - AAT12295 1 pnospholipase D 0 9767 

13 2008 08-01 02 2048 2048 2 out 1286 7 1 014 0 48 1 79 980 0 IIV6 • EAOKJEKIGNR -i NP 149612 i 1491 0 999 

28 2008-08-01 02 1263 1284 3 out 1686 9 : -56 [J; 1 72 1(8 : 893 SV|SV|SV|SV[SV - LGFPHGKGKSDAVAM'R 17 IIP 049374 1 polyprolem 0 9935 

41 20080801 02 1553 1553 3 oui •82' 9 g '"j 0 35 172 26' 0 IIV6 • ENKNLF1PDTDPPLSK '6 UP   149750 1 28 7R : 9699 

52 2008-08-01 02 2586 2588 3 out 22'6 3 1 646 161 i 72 2'4 0 Nosema,IjosemalMosemalNos 6 RSTRDWLWlNDfSHYLK 19 ABV48889 1 spore wall protein 0 9984 

10 2008-08-01 02 1509 1509 2 oui 1228 7 1 748 0 4' 1 7 16! 0 IIV6 • RlkQGEWlAK 1C NP 149624 1 161L :   8 

38 2008-08-01 02 666 666 3 out 1795 9 1 661 0 38 1 7 117 c Nosema • MIIKMLMSTOSIEKR IS ABE2'271 1 unknown 0 9884 

17 20060801 02 2002 2002 2 out 1393 ' : 4*2 05 167 16; 0 Nosema ' AKAYPTSEERNK 12 ABV48897 1 hypoilielical spore wall protein 0 9529 
34 2008-08-01 02 1845 1845 2 oui 1763 1 C 283 05 167 547 0 Nosema • RMFVLAWVlFirrx li AAL28057 1 AF406786 6 calmodulm-dependent protein krnase 0 9962 

3 200808-01 02 2766 2766 2 out 1122 5 -.  •,!•', 0 45 164 295 0 IIV6 ' SIMGNCPSSVK -1 1"   4'-. 092R 0 9548 

46 200808-01 02 2291 2291 3 out I 1970 9 • Ul 0 39 163 116 1 099 Nosema 1 AEVRSWTETSMNQET1K 18 ABE26654 l pol polyprolein 0 9796 

39 20080801 02 760 760 3 out         1796 9 ::rn 0 38 162 156 g live i EIKSIDUMYEVSEK 16 MP  149485 1 0221 0 9982 
30 200808-01 0241824182 3 out     1714 6 1 486 34 1 61 156 0 693 DWVIDWV)DvW|DvW|Kakuqo 5 TT3LM-EM-GSNPYIRR 16 IIP 853560 2 polyprolem 1 

51 200B-08-01 02 2504 250J 3 out l 2143 i 0 261 )4 1 59 270 0 693 IIV6 i IKIEDOGTTM'IHNDGQVIK 20 IIP   149508 1 045L g N IF 

7 2008 0B 01 02 2283 2283 2 out "64 6 - . 44 1 58 i •'. 0 l(V6 ' LLTQNrrM-SK n IIP   149513 1 0500 0 9767 
19 2008-08-01-02 1122 1122 2 out 1405 8 0 187 C41 1 58 266 0 live • KDIKNSFMPWK 12 IIP  149647 1 184R 0 9977 
11 200808-01 02 1364 1364 2 out 1264 7 0 486 0 53 1 53 393 0 live • INGOIDlSEYK 11 IIP   149768 1 295L 09641 
4! 2008-OB-01-02 4174 4174 3 oui 1882 1 1 911 043 152 2-6 5 693 IIV6 • IVTtTIHGIJKHMVKYK 15 NP  149836 1 373L g 9979 
25 2008-08-01 02 2343 2343 3 out 1662 9 1 268 14 1 5 •26 0 Nosema • EKLLCAfPMPTNl -. 14 ABE26654 1 pot polyptotem 0 9932 

Test 31 

Si Mo File Name |M-H] '.' •Cn XCorr sp RSp Reference No Pept'de •\A 10* Prote 0 PP 

23 2008-08-01-04 1707 1707 2 out 1320 7 1 737 034 2 63 236 1609 IIV6 ' VQFNDTNLKNK 'I NF    149:-:.  • 369L 0 9743 

19 2008-08-01 04 918 916 2 out 1274 7 0 446 0 32 2 25 166 C % OX v • ELOGOIFDPLK •1 MP 620564 1 nonstructural polvprotein 0 9 "94 

37 200808-01 04 2976 2976 2 out 1614 9 1632 0 36 2 25 432 0 IIV6 - TILTTKVQNINIEK •4 MP 149513 1 0501 0 9533 

44 200808-0104 2903 2903 2 oui 1724 1 70B 0 31 2 23 :•-..! 0 IIV6 • M'LPINIHHAlRHQK 16 MP 149926 1 466R 0 9743 

32 2008-08 01-04 2464 2464 2 out 1492 8 0 615 0 28 2 18 994 c Nosema • AMKAMGIGTTTIGLK IS AAF91269 1 20S proteasome alpha 5 subunrt 0 9833 

1 2008 08-01 04 1204 1204 1 oui 700 5 1 145 0 21 2 16 4-2 c Nosema ' VXWIK 6 ABM26977 1 RNA polymeiase II largest subunrt 1 

25 2008-0801 04 992 992 2 oui 1344 7 163 0 25 2 13 3.-4 0 IIV6 • lENENNLEEIK 11 NP 149776 1 313L 0 9886 

40 2008-08-01 04 275 275 3 out 1674 9 1 315 064 2 09 233 : IIV6 1 AUEVFNKLNDDKR •4 MP 149851 1 388R 0 9794 

31 200B-08-01 04 1433 1433 2 oui 1485 9 • 85 :  14 2 08 041 c Nosema ' ISRRLTFIPLIJR •2 AAT12296 1 chromosome seqreqatton prolem 0 992 

34 2008-08-01 04 20912091 2 oui 1524 9 1473 0 32 204 599 t IIV6 1 SLGWNEQLKVNPK 'I MP  149859 1 3960 1 

21 2008-08-01 04 2120 2120 2 out 1285 7 02-2 0 38 1 94 328 : IIV6 1 EAQKIEKIGNR •1 MP 149612 1 149L ,   i   l; 

56 2008-08-01 04 2340 2340 2 out 1831 8 0 635 0 32 1 9 260 0 Noser .1 1 RM'VHSDOFDPEVAER •6 AAC47660 1 mitochondria! type MS-''. 0 9693 

27 2008-08-01 04 1738 1738 2 out 1377 7 0 879 034 1 B6 .-, 1 792 IIV6 1 NENNSVGRTQMK '2 MP 149530 1 067R g 9-22 

2 2008-08-01 04 7B6 788 1 oui 730 4 1656 0 42 1 B5 219 : IIV6 1 NLNVDR 6 MP   149681 1 218R 1 

51 20080801 04 1726 1726 2 out 1769 8 1 563 0 38 1 85 4 38 0 IIV6 1 FEASEMYSWYKSNK •4 MP  149902 1 439L fe 
48 2008-08-01 34 2169 2169 2 oui 1746 8 1438 0 32 1 82 24- IIV6 1 NCQEKETIYSDNFR •4 MP  149500 1 037L 0 9946 

-4 20M C9 C1 04 1466 1466 3 out 1776 9 0 362 0 42 1 82 •93 0 693 Nosema 1 rvtVCEDCNNRQPVKK IS AAn26c-: • RNA polymerase II largest subunrt 0 9838 

62 20080801 04 2217 2217 3 out 1985 1 0 769 0 36 1 61 •9' g Nosema ' FIVYIKSILDNIKTCSK •' ABE27277 1 unknown 0 9881 

12 2008-08-01 04 1667 1667 2 out 1161 6 165 0 31 1 8 •53 1609 SV|SV 2 AQAMGIRAESK •1 •IP 045374 • polvprotein ' 9014 

68 2008-08-01 04 4458 4458 3 out 215'2 0 566 0 42 1 8 •36 1 386 Nosema ' kEESFM-HKNEVHSEELLVR 20 AAL28052 ' AF406785  1 unknown 0 983 

42 2008-08-01 04 3918 3916 3 out 1722 8 1 858 0 36 1 79 298 0 Nosema 1 NIVSCSADGAPNMMGKK •' ABE27267 1 unknown 0 9602 

8 2008-OB01 04 1031 1031 2 out 1124 6 1 569 0 31 1 78 \ 0 IIV6 1 SQIEKDYNK 9 NP 14975B 1 296L 0 9606 

30 2008-08-01 04 2073 2073 2 out 1429 6 0 974 051 1 77 273 0 IIV6 1 RTETTIDEM'CSK 13 MP  149633 1 1701 0 9931 

53 2008-08-01 04 4138 4138 3 out 1775 1 081 0 62 1 77 299 0 SVISVISVISV 4 VKLTACGIYGTVAL LPR " NP 049374 1 poMxoteMI 0 9881 

38 2008-08-01 .1 '60'- 1659; 1630 8 0 062 0 29 1 75 23- 0 693 IIV6 1 QENMUESHNWLR 14 NP  149463 ' 4680 0 9628 

63 2008-08-01 04 2295 2295 3 out 2027 1052 0 44 1 75 335 0 693 IIV6 1 NMLTMSSYKKMISHDLK 17 NP  149902 1 4391 -, 969 

16 2008 08-01 04 2609 2609 2 out 1268 6 g 'us 0 34 1 74 163 1099 IIV6 - OKMQIYVEDK •0 NP  149676 1 213R : 9657 

39 2008-08-01 04 3974 3974 3 out 1666 9 1 999 0 4 1 7 512 " KBVIKBV 2 NVRVDGEVINMKHR 14 MP 851403 1 non-struclural polyprolem 0 9857 

] 2008-08-01 6- 54 6 54= 1 out B59 : 0 365 0 43 168 279 J IIV6 1 SIKNLER ' MP  149686 1 2231 1 

17 20o.i i,8-C1 .4 366 3:0 2 out •244 5 1 069 0 3 167 2-0 0 live 1 MNIMDYENSK •0 •   •  u    .    • Co 0 982 

6 2008-0801 04 653 653 2 out 11186 0 775 0 28 166 2-2 0 nve 1 LISLDOEGTR '0 ..•;   1,... .   • 337L 0 973 

26 2008 06-01 04 3340 3340 2 out 1368 7 1 013 0 3; l 65 180 0 irve 1 DILVEQVQTAPR •2 MP   149'.''- ' 2':. 0 9925 

16 2008-08-01 04 1272 1272 2 out 1218 6 0 445 0 33 161 177 0 693 live 1 DEGPSNVM'IIK 12 'f-'   1496 . 211L 0 9925 

24 2008-0801 04 2607 2607 2 out 1332 8 0 546 031 16 207 C NOMfl u 1 VESSIQSTKIIK 12 ABE2-2" ' unknown 0 983 

41 2008-08-01 04 518 518 3 out 1696 0 527 043 1 59 323 g live 1 TVIERIASVIRTIPK '5 NP  149751 ' 295L 0   14 

47 2008-08-01 OJ 12% 1296 3 out "46 1 355 3 3' 1 59 120 c IIV6 1 M-OYKPEII.PLLTQR li NP  149731 1 268L : 1661 

j 20080801 04 1407 1407 2 out 11156 1 188 0 38 157 202 1 099 11V6 1 VQTALQKEAK •c NP 149565 1 122R 0 9854 

65 2008-08-01 04 3091 3091 3 out 2270 1 1 386 0 46 1 56 IS 2 944 live • SKWLLMNPDDFKWAJM'GLK 21 UP  149674 ' 2110 0 9543 

10 2006-08-01 04 726 725 2 out 11337 0 269 041 1 54 •53 c Nosema 1 LAARYRLDR 5 AAT12295 1 phcsphoiipase 0 1 

55 2008-O8-O1 04 4206 4206 3 out 1784 9 1 98 0 36 154 ••8 0 irve - KYSELSLKESEMETK •-: NP  149852 1 3690 0 9893 

45 200608-01 04 1294 1294 3 out 1724 9 1294 0 4 153 233 0 Nosema * FNlTDCVLHADAIHR •-; AAT72743 1 translation elongation factor 2 0 98O4 

50 'Ovu 03 0i 04 1913 1913 2 out 1763 1 1 057 ,141 152 350 c, Nosema • RMFVLAVINTLFLrtK IS AAL28067 1 AF406785 6 calmodulm-dependent prolem kinase 0 9971 

66 2006-08-01 04 3648 3648 3 out 2315 1 0 915 041 152 151 g Nosema 1 FIEECDAIHADVKGVDELRR 20 AAC47660 1 mrtochondnal type HSP70 h ;  98 -2 

49 200808-01 04 1762 1762 3 oui 1761 0 306 0 43 151 262 0 IIV6 1 SLLMM-PLLLKKSWLK •' NP   149;;-  • 288R 1 

52 2008-08 01 04 2832 2832 3 oui 1774 1 5 0 39 1 51 264 1099 Kakug1 1 WRPMCPRSPMLLFK IS YP 015696 polyprotein ; %<6 

69 2008-0801 04 2803 2883 3 oui 2743 3 0 574 0 4B 1  -"I '16 0 live 1 SGHLVEALSSCPFSGHYDGF1KIYK 2S MP  149735 1 2T2I 0 95B.3 
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Test 32 

SrNo File Name iM-H) 'M •Cn XCorr Sp RSp Reference No Peptide AA ID* Protein PP 

18 2006 08 01-05 2663 2663 2 out 1457 9 3 577 0 72 38 1482 0 Nosema|Nosema|Nosema|ri 5 IIAOWSSITASLR 14 AA223550 1 alpha tubulm 0 9807 7 
2006-08-01-05 1941 1941 2 out 1143 6 0 677 0 62 3 46 968 0 NosemalNosema 2 LAVNMVPFPR 10 AAN36161 1 beta-tubulm : 965: 

38 2006-08-01-05 2003 2003 2 out 1790 9 0 483 05 2 82 868 0 'IOSt-H-3 • SYELPDGQVIKIGSER 16 AAB86863 1 actin 0 9923 

21 2006-08-01-05 3709 3709 2 out 1614 9 0 498 0 27 2 53 613 0 IIV6 • TILTTKVQNINIEK 14 NP 149513 1 050L 0 9793 

2 2008-08-01-05 767 767 1 out 715 4 1 048 0 07 243 354 0 IIV6 • NIIIDK 6 HP  149495 1 C32R 1 

8 2008-08-01-05 509 509 2 out 1171 6 0 366 0 57 24 426 o Nosema ' HKGVMVGMGQK 11 AAB86863 1 actin 0 9822 

5 2003 08 01-OS 1498 Utt i ;J 1130 6 0 582 0 45 2 37 426 0 Nosema|Nosema|Nosema|n 14 FPGQLNADLR 10 AAZ23552 1 beta-tubulm 0 9884 

13 2006-08-01-05 2196 2196 2 out 1268 6 1 711 04 2 27 390 0 693 IIV6 1 DKMQIYVEDK 10 NP 149676 1 213R 0 9831 

47 2006-08-01-05 2397 2397 2 out 1969 1 194 0 56 2 23 '36 0 IIV6 - YTSLPLSSLFEDASLSTK 13 UP  149595 1 132L 0 9907 

15 2008-08-01-05 1859 1859 2 out 1377 7 1 855 04 2 17 202 0 IW6 • UEUUSVGRTQMK \! UP  149530 1 06 7R 6 -.:<:• 

17 2006-08-01-05 2368 235B 2 out 1452 8 0 856 0 33 2 17 517 0 ltV6 • VDSEMAFERIKk 12 NP 149606 1 143R 1 

39 2008 08 01-05 3051 3051 3 out 1826 1 029 0 51 2 17 630 0 DWV 1 PEMDRILNLAEGLLNK 16 ABB36638 1 polvprotein 0 9805 

40 2008-08-01-05 3856 3856 3 out 1834 0 343 0 44 2 13 121 1 386 ltV6 1 LNIEIQKFCLDLEKK 15 NP 149506 1 043L 0 9734 

10 2006-08-01-05 2261 2261 2 out 1199 7 0 653 04 2 12 398 0 693 irv6 l AQDINAKKALK 11 NP   149701 1 298R 1 

41 2008-08-01-05 46 46 3 out 1847 1 1 3 05 2 08 288 0 IIV6 •• WLNEKYLQT1NIEK 15 UP 149642 1 179R 0 9975 

12 2006-08-0105 1931 1931 2 out 1229 6 1 677 0 39 2 07 242 0 693 NosemalNosema 2 ISDQFSVMFR 10 AAN3S161 1 beta luriu'in 0 9738 

66 2008-08-01-05 2848 2848 3 out 2320 2 2 0 42 2 07 145 o IIV6 1 EHrODSYSLNFVAKHFlGSK 20 UP 149500 1 037L 0 9846 

44 200S-OB-01-05 630 630 3 out 1932 1 0 56 : j-i 2 06 2'9 0 IIV6 • _T NEINF yDFIQPR 16 UP 149806 1 343L 0 9802 

20 20060801-05 2961 2981 2 out ico a 1 973 0 42 ; 34 U: 0 IW6 1 YENDTVPIPVAKPK ij UP 149612 1 149L 0 959 

27 2008-08-01-05 2963 2963 3 out 1695 8 0 404 041 204 252 0 693 Nosema 1 SECLGGAVISWAACVLR 13 ML2MSC ' AF406785 5 unknown 0 9506 

3 2006-08-01 05 2050 2050 2 out 1102 7 1 281 0 45 1 99 535 0 Nosema ' PLKSIILYR 9 AB069724 1 unknown 0 9789 

' 2008-08-01-05 1235 1235 1 out 700 5 1 163 0 21 • 9a 410 0 Nosema i VXDIIK 6 ASM26977 1 RUA polyrneiase 11 larqest subunit 1 

36 2006-08-01-05 2363 2363 3 out 1763 9 1469 0 38 1 95 368 0 Nosema • TKLITEKCLECQLNK 1:' A8E26650 1 pol polyprotem 3 9691 

30 200808-0105 863 863 3 out 1719 9 0 896 0 33 1 88 243 0 IIV6 • YFKGLGTTM-IEDVPK li UP   149508 1 045: 0 9723 

55 200808-01-05 1343 1343 3 out 2063 1 087 0 37 1 87 141 1 099 8QCV • MVAQSGPVMSQSLSDRVDR 19 UP 620'64 1 nonstructural polvprotein 0 9805 

37 2006-08-01-05 825 B25 3 out 1775 8 1 55 0 47 1 86 171 0 live 1 SCFNRLNTCPWCRSK 16 UP 149620 1 157L 0 9691 

65 2006-08-01-05 2580 2580 3 out 2320 1 1 042 0 39 1 3 129 0 693 IIV6 * CAKGCCILUFTNEIHHFKUK 20 UP 149877 1 414L 0 9595 

31 2008 08-01-05 3060 3060 3 out 1722 9 0 974 044 1 76 319 0 ir\'6 ; KClFTPLR&DLUDCk IS UP    -40-47  1 284R 0 9584 

34 2393 08-01 05 4457 4457 3 oul 1761 9 3 939 054 1 76 191 0 DWV 1 VEVGQEAGECIFKKPK 16 AAP49283 1 polvprotein C r-'4 

46 2006-08-01-05 2674 2674 3 out 1964 1 0 358 0 45 1 76 59 -    35 IIV6 • ILPETTLSIIQEIVGSIK 13 UP 149692 1 22SL -i 

57 2008-08-01-05 743 743 3 oul 2142 2 1 634 0 39 1 74 1't 0 KBV|KBV 2 PSIVH&M'ISDIKTKPAYIR 20 UP 851403 1 non-structural polvprotein 0 9733 

51 2008-08-01-05 3208 3208 3 oul 1993 1 3 20' 0 34 ' 73 284 0 IIV6 1 SIKTEHELYSLLMSLTK 17 UP  149766 1 302L 0 9753 

19 2008-06-01-05 2073 2073 2 out 1516 8 0 15" 044 1 72 171 0 IIV6 ' IHCIPFLLNYQR 12 UP  149487 1 024L 0 9752 

64 2008-08-01-05 3138 3138 3 out 2302 2 1673 0 35 1 72 325 0 Nosema 1 CAKEWGIVPVICLOTRGPEVR 22 AB069719 1 unknown 0 9702 

14 2008-08-01-05 3783 3783 2 out 1299 8 1 765 0 43 168 368 0 IIV6 1 VKMRAQNVLQL 11 NP  149874 1 410L 0 9898 

25 2006-08-01-05 2254 2254 3 out 1681 0 783 0 39 165 198 0 ltV6 ' IDNISlFFKPLFVK 14 UF   149806 • 343L 0 9926 

53 2008-08 01 05 1222 1222 3 out 2034 9 1 8 0 37 165 151 0 irve 1 RSILGEM-SEWRQYM-QK 19 NP   149674 1 211L 0 9994 

46 200808-0105 4290 4290 3 out 1970 0 119 04 • 54 189 0 IIV6 1 IVDYKPUGKFIGSGLSWK 19 UP 149803 1 340R 0 9995 

6 2008-08-01-05 4116 4116 2 out 1132 6 1 776 05 163 252 0 NosemalNosemalNosemalr- 5 PSIVMEGMLR 10 ABM26981 1 RUA polvmerase II largest subunit 0 9725 

29 2008-08-01-05 1145 1145 3 out 1716 1 871 0 38 163 269 0 IIV6 1 ESIKDSIKVSILEVR 15 NP 149548 1 085L C 9525 

43 2006-08-01-05 1264 1264 3 out 1900 1 707 0 49 1 63 189 0 693 Nosema|Nosema|Nosema 3 KLDMGAKEYSLM-GLLSK 18 ABM26981 1 RUA polvmerase II larqest subunit 0 9844 

9 2006080105 1295 1295 2 out 11906 1 778 • 4' 162 120 0 Nosema i NELQAFIDIK 10 ABE27268 1 unknown 1 

28 2006-08-01-05 1551 1551 3 out 1710 8 0 577 0 37 1 54 198 0 irve 1 NIDDVTUrVrQFLEKK 15 NP 149832 1 369L 0 9874 

52 200808-01 05 976 976 3 out 1998 1 33 0 43 1 52 313 0 IIV6 ' KLYGENCFINIQAEDIK r NP 149535 1 072R 0 9808 

24 2008-08-01-05 191 191 3 out 1674 9 1 363 0 36 15 242 0 IIV6 1 ALLEVFUKLNDDKR 14 UP 149851 1 I3B3R 0 9723 

26 2008-08-01-05 3608 3608 3 out 1693 9 0 562 0 47 1 5 212 0 irve 1 IIM-M-ICQVKKVniK 16 UP 149675 1 112R 0 9686 

Test 33 

SrNo File Uame (M.H) "M •Cn XCon Sp RSp Relerence No Peplide AA ID* Piotein PP 

21 2008 0S01 07 1768 1769 2 out •614 9 1 519 C 34 294 687 0 IIV6 1 TILTTKVQNINIEK 14 UP 149613 1 0501 3 9679 

12 2008-08-01 07 1970 1970 2 out 1285 7 0 362 0 48 254 1136 3 IIV6 1 EAQKIEKIGUR •1 UP  149612 1 1491 0 9707 

7 2008-08-01 07 1495 1496 2 out 1172 7 1654 0 36 2 24 520 0 Nosema 1 SIVLGCKILVK 11 ABE26660 1 pol polvprotein 0 9748 

15 2008-08-01 07 1099 1099 2 out 1344 7 0 523 0 27 2 17 487 0 IIV6 1 IEUENNLEEIK 11 UP  149776 1 313L 0 9986 

27 2008-08-01 07 1860 1860 3 out 1746 8 1 915 04 2 1 118 1 099 IIV6 1 EEDEVYDFAUNFVR '4 UP  149731 1 2681 3 9'4: 

22 2333 06-91 07 1606 1606 2 out 1630 6 0 597 0 35 2 08 339 0 693 live 1 OEUWLIESHUM'IR •4 UP  149463 1 468L 0 9851 

13 2008-08-01 07 1351 1351 2 out 1315 7 0317 0 31 2 07 313 0 IIV6 1 NEFNIUENLP 11 P   I.IO.S- 126R 0 9944 

4 2008-08-01 07 925 925 2 out 1144 6 0 181 0 36 204 488 3 Nosema 1 VLHGMTISMR •o ABE27270 1 unknown 0 9844 

-3 2008 08-01 07 1160 1160 2 out 1203 6 0 461 0 33 2 03 232 3 ABPV 1 NNSNKMATPVK H UP 066242 1 capsid protein 0 9823 

17 2008-08-01 07 2207 2207 2 out 14197 1 894 041 1 95 363 9 Nosema 1 LESICATAAEGAKR 14 AAT72742 1 60S nbosomat protein L10a 0 9987 

28 2008-08-01 07 5174 5174 3 oul 1751 0 468 0 41 1 95 134 0 693 IIV6 1 MKIFTFYFLKIDGK •4 UP  149715 1 252L 0 9835 

6 2008-08-01 07 1132 1132 2 out 1166 6 0619 9 3 1 91 136 1 099 IIV6 1 KRNAEAWQR 9 UP 149676 1 213R 0 9964 

25 2008-08-01 07 963 953 3 out -7139 1 494 C45 1 91 191 0 699 IIV6 1 QIMSGLQLCDINAKGK 16 UP  149579 1 116L 0 9925 

30 2003-03 0- 07 1646 1646 2 out 1757 127 0 41 1 68 92 0 SV 1 AFVRNQTHKTATAGVR •6 AAT4573-  1 structural polyprotem 0 9685 

26 2008-08-01 07 1890 1890 3 oul 1738 9 0 074 0 46 1 86 131 0 BQCV 1 YWTGSLVYTFKFVK •4 UP 623565 1 st'jcUiial r.oU'pr'Jtei'1 0 9961 

35 2008-08-01 07 1578 1578 3 oul 1825 9 0 288 0 53 1 79 122 0 693 BQCV 1 FQDEVREIALGLSGYE •6 UP 620564 1 nonstructural polyptotein 0 9624 

20 2008-08-01 07 1826 1826 2 out 1532 7 0 767 0 43 1 78 427 3 ABPV 1 NKDEFTKrVTCWSK •3 UP 066241 1 rephcase polvprotein 0 9876 

36 2008-08-01 07 2230 2230 3 out 1831 9 1 964 0 41 1 74 142 3 live 1 RDEEETLNPTrTSKAK 16 UP  149512 1 0491 0 9722 

19 2008-08-01 07 1394 1394 2 out 1485 9 0 343 0 43 1 72 406 0 Uosema 1 ISRRLTFIPLUR 12 AA-12296 i chromosome seqreqation protein 0 9922 

29 2008-08-01 07 1364 1364 3 out 1754 0 507 0 37 1 69 171 0 IIV6 1 NEIKKIFSLLHHFK •4 UP  -4333- 1 374R 0 9562 

39 2008-08-01 07 734 734 3 out 1891 1 588 0 38 169 348 0 IIV6 • RKNINFTELSUNDPTK 16 UP  149611 1 148R 0 9872 

14 2008-08-01 07 1049 1049 2 out 1323 5 0 336 3 38 168 74 1 099 Uosema 1 EDQESEKMDDK •1 ABV48893 1 hypothetical spore wall protein 0 9931 

37 2008-08-01 07 2168 2168 3 oul 1835 9 1 188 0 39 1 67 249 0 Nosema 1 ERIFSQEVKGHYSQK 16 ABE27274 1 unknown 3 93Si 

16 2008-08-01 07 1614 1614 2 out 1399 6 1 745 0 51 1 62 295 0 irv6 • FRSDMQESLMR 11 UP  149676 1 2'3R 9 997! 

5 2008-08-01 07 1810 1810 2 out 1145 6 0 077 0 38 1 6 137 0 IIV6 • FFFSFVKHS 9 UP  149924 1 461R 0 9988 

10 2008 03-01 07 1290 1290 2 out 1264 7 0 9% 0 43 1 58 341 0 IIV6 ' ITMMFKURLK 10 UP  149777 1 314L 0 9521 

32 2008-08-01 07 1634 1634 2 out 1769 8 1 61 0 38 1 58 424 0 IIV6 : FEASEMYSWYKSNK 14 UP  149902 1 439L 0 9878 

13 2006-08-01 07 1200 1200 2 oul •441 8 182 C 37 1 57 117 0 IIV6 • KNIVKIEDEWR •2 NP 149513 1 050L 0 998 

44 2008-08-01 07 966 966 3 out 3349 0 325 0 52 1 57 288 0 Nosema • RNLrvCURNFEOFHWlK •6 ABE27267 1 unknown 0 9945 

9 2008-08-01 07 720 720 2 out 1214 6 1561 0 41 1 55 185 0 IIV6 • AQVYGCVSFLK 11 NP 149485 1 0221 0 9858 

34 2008-0801 07 967 967 3 out 1817 9 1 28 0 39 1 55 274 0 KBVIKBV|KB> 3 TPIVIEAQTSGDNMTLK 17 NP 851403 1 non-structural polvprotein 0 9669 

46 2008-08-01 07 1167 1157 3 out 2-43 1 • '31 0 43 ' 54 12: 1 386 IIV6 • IKIEDDGTTM-IHNDGOVIK 2<9 NP 149508 1 34 5 L 0 9892 

3' 2008-06-01 07 1767 1787 2 out 1763 1 0 152 0 56 1 53 371 0 No^et a ' RMFVLAWLFLrTK 1: AAL28057 • AF406785 6 calmodulm-dependent protein kinase 0 9876 

43 2008-08-01 07 2098 2098 3 out 2016 1 1 606 0 46 1 52 308 0 DWV 1 IPGKTRIFSISPVQGPYR •8 ABD39713 1 polyprotein 3 97S4 
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Test 34 
SrNo File Name (M.H| "M •Cn XCorr Sp RSp Rifimnca 1.0 Peptic* AA ID* Protein PP 

11 200808-01 08 2091 2091 2 out 1268 6 1 594 0 38 2 58 410 1099 irv6 • DKMQIYVEDK i.l NP 149676 1 213R < 9643 
29 2008-08-01 08 4325 4325 2 out 1614 9 0 554 0 26 2 52 43' 3 irv6 • TUTTKVQNINIEK 1-1 NP 149513 1 0501 0 9512 
33 200808-01 08 1968 1968 3 out 1670 8 0 257 034 2 43 636 0 IIV6 i EM-LD1RLMMEDMK 14 NP 149463 1 4681 0 9873 
21 2008-0801 08 1846 1846 2 out 1377 7 1 782 C 35 2 28 179 3 rrvs ' NENNSVGRTQMK ••? NP 149630 1 067R C552S 
20 2008-08-01 08 989 989 2 out 1344 7 1 459 0 29 2 15 360 0 693 IIV6 ' ENENNIEHK 11 NP 149776 1 3131 • 

28 2008-08-01 08 1328 1328 2 out 1592 8 0 381 0 33 2 15 312 0 IIV6 ' NYP-1QDEMKUK 13 NP 149675 1 212L r 982! 
2 2008-08-01 08 797 797 1 out 7154 096 0 03 2 12 3'' 3 irv6 • NIIIDK 6 NP 149495 1 032R 1 

27 200808-01 08 1587 1587 2 out 1534 8 1 783 0 43 2 05 51S 3 Nosema - MPFGLVNGPATFQR 14 A3! <Mi pal polyprotein 09731 
17 2008-08-01 08 1605 1605 2 out 1332 7 0 171 034 204 435 3 live • TWLLLGSSNVDK 12 UP  U5-52-1 ' ce-R 0 9879 
16 2008-08-01 08 2134 2134 2 out 1314 8 1 407 0 47 2 02 171 3 nve • VTLNEEIQKIK 11 NP 149561 1 098R 1 

5 200808-01 36 265J 25-: J 2 out 1122 £ 0 76' : 41 • 93 272 3 IIV6 1 SLMGNCPSSVK 11 NP 149555 1 092R 0 9685 
26 2008-08-01 06 i-i- 2424: JUI 149C 8 0401 •• 1 91 413 0 IIV6 • INVSVEFIITLDK 13 NP  149490 1 0271 0 9895 
19 2006-08-01 08 2655 265! 2 out 1138 7 1 06 D 36 19 410 3 IIV6 • TMKLYEAGALNK 12 NP 149612 1 149L 0 9944 
35 2008-08-01 08 402 402 3 out 1698 8 1 922 0 45 189 142 3 Nosema ' GTSEAEIFSTGDWMR 16 HEE26648 ' pci poryDralaifl 0 9781 

3 2008-08-01 08 974 974 2 out 1103 5 0 725 0 46 1 86 370 0 BQCVIBQCVIBQCVIBQCV 4 YDQYDPFR 3 ABC95162 1 structural polyprotetn 1 
51 2008-0801 08 3974 3974 3 out 2075 9 0 532 0 39 1 85 942 3 Ncsema ' FNEOCGREM'EVLMSMKK 13 ABV4B900 1 hypothetical spore wall protein 0 9981 

1 2008-08-01 08 783 783 1 out 713 5 1 085 0 16 1 84 365 3 IIV6 • LINLLK 6 NP  149877 1 414L 1 
6 2008-08-01 08 1173 1173 2 out 1129 6 1 534 0 39 1 64 613 0 irv6 - KRNAWDIAR 3 NP 149752 1 2891 0 9514 

30 2008-08-01 08 4354 4354 3 out 1666 9 1 387 0 46 1 84 20' 1099 KBV KBV 2 NVRVDGEVINMKHR 11 NP 851403 1 non-structural polvprotern 0 9686 
56 2008-08-01 08 3006 3006 3 out 2292 2 1 891 0 41 1 84 1-4 D IIV6 • SVNAEYPTvPvtGM'LAlWCI- 21 NP 149872 1 411L 0 9835 
10 2008-08-01 08 2216 2216 2 n.t 1266 7 1 729 0 35 1 83 605 0 SV|SV|SV 3 KFlATDEDLSK 11 NP 049374 1 poryproteir 0 9686 
34 2008-08-01 08 780 780 3 oul 1673 9 1 517 0 45 • 33 123 1 603 ABPV • ENGDMVPLLNGLFVR li NP 066241 1 replicase polyprolem 0 9773 

3 2008-08-01 08 1455 1455 2 out 1166 7 1 523 0 37 1 B1 271 3 IIV6 • HHAPIKINEK 10 NP  149858 1 395R 0 9779 
47 2008-08-01 08 2879 2879 2 out 19478 1 143 0 55 1 81 107 3 Nosema • FNEQCGREM'EVLMSMK 17 ABV48900 • hypothetical spore wall protein 0 9737 
57 2008-08-01 08 1962 1962 3 out 237B2 0 866 0 48 1 8 20' 0 Nosema • TEGDFMIYQVELKATAGTYIK 21 ABE27265 1 unknown g --a. 
12 2008-08-01 38 1154 1154 2 jut 1269 6 0 56 04 1 7B 107 1 946 Nosema • GGMREYCVRAK ll AAB62549 1 qlutamyl-tRNA synthetase • 
46 2008-08 01 08 2464 2464 2 oul 187; 1 1 292 0 44 1 77 110 0 IIV6 i ILNFVrFMPFVFIFK 15 NP 149511 1 048R 0 9956 
44 200808-01 08 74 74 3 out 1847 1 1 185 04 1 75 155 1 609 IIV6 • WLNEKYLOTINIEK 15 NP 149642 1 179R 11 9963 

58 2008-08-01 08 1972 1972 3 oul 2479 4 0416 0 46 1 75 203 0 IIV6 • GSC1PFGGIQLILSGDLLQLPWK 24 NP  149493 1 030L 0 9919 
24 2008-0801 08 1460 1460 2 out 1485 9 0 355 0 36 1 74 441 0 !.• '.'.'-•i.l i ISRRLTFIPLNR 12 AAT12296 1 chromosome seqreqation protein n 5955 

15 2008-08-01 08 1176 1176 2 oul 1308 6 0 656 0 36 1 72 389 3 IIV6 ' EDCLSLVTSSSR 12 NP 149485 1 022L 0 9926 
55 2008-08-01 08 2097 2097 3 out 2169 2 0 006 0 49 1 71 231 0 IIV6 1 IDADLQGNGMVEIIKALIKK 23 NP 149618 1 1651 0 9786 
25 2008-08-01 08 784 784 2 oul 1486 7 • 247 04 1 7 l-.i C 69 3 IIV6 • YVEKDTEMKTDK 12 NP  149856 1 3931 0 590' 
18 2008-08-01 08 1922 1922 2 out 1332 8 0 23' 0 43 1 69 233 0 693 Nosema • VESSIQSTKIIK 12 ASE27277 1 unknown 0 9854 
41 2008-08 01 08 269 269 3 oul 1757 8 0 045 0 45 1 68 341 0 ABPV i VIAGDFSTFDGSLNVCI 17 ...f •'   132 1 RNA polymeiasp 0 9697 

• 2008-08-01 08 736 736 2 out 1133 7 0 145 0 43 1 67 213 0 693 Nosema i LAARYRLDR 3 •-.'.< •.-:.-• phospholipase D 0 9827 
36 2008 08 01 08 4-10 4510 1 oul 1717 0 5-14 0 45 1 67 164 0 IIV6 • TUFKT1KDYSFIK 14 NP 149716 1 2531 0 9792 
45 <i >>• --a m 06 1259 125S 3 oul 1849 1 736 3 44 165 217 0 IIV6 1 IDSKRTGUMDFNNPK 16 NP  149642 1 179R 0 9867 
4 2008-08-01 08 720 720 2 out 110: 6 i 694 04 1 64 123 1 099 KBVIKBVIKBVIKBVIKBV|h 13 LM-APDTVSQK 11 YP 308662 1 VP2 0 99 

14 2008-08-01 08 2493 2493 2 out 1294 6 122 0 39 1 63 142 0 693 IIV6 • GGLSFFIFPYW 17 UP   149692 ' 229L 0 9846 
50 2008-08-01 08 4280 4280 3 out 2042 2 1 323 0-13 1 58 168 0 693 Nosema i IELSQAOSTRIKALVELR 13 AAC47660 1 mitochondrial-iype HSP70 0 9539 
40 200808-01 08 4466 4466 3 oul 1749 9 1 636 0 38 1 57 177 0 W6 ' IFYLSKVNMLCQYK 1- NP  149711 1 248R 0 9673 
37 2008-08-01 08 4130 4130 3 out 1734 7 0 516 041 1 51 •,-- 0 Nosema • WSKAMTEYSQNWDK 15 ABE26649 1 pol Ddvorotwn 0 9662 

Test 36 
SrNo File Name (M*H| •M •Cn XCon sp RSp Reference No Peptide AA ID* Protern PP 

3B 2008-08-01-10 1837 1837 2 out 1790 9 0 601 0 65 3 73 346 C Nosema 1 SYELPDGQVIKIGSER 16 AAB86863 1 Klin 1 
6 2008-08-01-10 17B9 1789 2 out 1143 6 0 439 06 306 562 c Nosema|Nosema 2 LAVNMVPFPR 10 AAN35161 1 beta tubulin 0 9863 

21 2008-08-01-10 1869 1869 2 out 1614 9 1 631 044 296 456 c live 1 TILTTKVQNINIEK 14 NP  149513 1 050L 0 9689 
8 2008 08 01 10 1513 1513 2 out 1172 7 1 573 0 37 26 56-1 0 693 Nosema 1 SIVLGCKILVK 11 ABE26650 1 pol polyprotein 0 9927 7 

2008-08-01-10 715 715 2 out -•7-   (, 1 576 04 2 28 372 C Nosema 1 HKGVMVGMGQK 11 AAB86863 1 actin 0 9963 
10 2008-08-01-10 760 760 2 out 1179 6 0 56 0 34 2 26 682 0 lic.en-a 1 EVECLRAECK 10 ABV48890 1 hypothetical spore wall protein 5 -'41 

17 2008-08-01-10 991 991 2 out 1344 7 1 53 0 28 22 355 0 693 live 1 IENENNLEEIK 11 NP  149776 1 3131 0 9893 
5 2008-08-01-10 1286 1286 2 out 1178 7 0 582 0 29 2 '9 471 C nve 1 LINEIKSFSK 10 NP  149500 1 037L 0 9919 

1: 2008 OS 01 1: -356 '996 2 M. 1280 S 0 555 C 23 2 1 423 C 653 Nosema 1 VM-LIGYISKIK 12 ABM26979 1 RNA polymerase II largest subuntl 0 5%4 

32 :     .- ,-c   1  •.   -     45 3 oul 1715 5 3 037 0 42 239 C IV- ' IVENLYLGNIQNGIR If NP  149586 1 123R 0 9867 

16 2008-08-01 10 2272 2272 2 out 1283 8 • 746 0 32 204 '61 ' 099 IIV6 1 LVUSGNAIRLVK 12 NP  149639 1 176R 0 987 

22 2008-08-01-10 1574 1574 3 oul 1666 7 1 532 034 204 237 C IIV6 ' DLSGQSEM'SEYYNK 1; NP  149676 1 213R 0 9545 
52 2008-08-01-10 2322 2322 3 out 2410 3 1 255 0 39 2 03 544 C IIV6 1 M-CQHIYKINVSVEFIITLDK 2' NP  149490 1 027L 0 9834 

•' 2008-08-01-10 1474 1474 2 oul 1140 6 0 847 C I 1 94 20C C Nosema ' OAIIAFYEAK 10 AAL280S2 I AF406785  1 unknown 0 9962 
11 2008-08-01-10 734 734 2 out '158 •<• 1 443 0 11 ' 54 357 c IIV6 ' KLLWDWLPK 5 NP  149515 1 052R I 5565 

13 2008-08-01-10 1562 1562 2 oul 1234 6 1 742 0 37 1 93 944 c Nosema ' YLSFVHQGQR 10 AAT12294 1 beta transducin repeal comainmq protein-like 0 9833 
18 20080801-10 1740 1740 2 out 1377 7 0 657 04 191 22C c IIV6 • NENNSVGRTQMK 12 NP  149530 1 067R C 3% 
27 2008-08-01-10 1276 1276 3 out 1686 9 1 196 0 45 1 91 235 0 SV|SV|SV|SV|SV 5 LGFPHGKGKSDAVAM'R 1 NP 049374 1 polypfotein 0 9607 
28 2008-08-01-10 204 204 3 out 1689 8 1 972 0 66 1 89 23! c Nosema • KFSDCEKNYSIVEK 14 ABE26661 1 pol polyprotein 0 9953 
30 2008-08 01-10 1227 1227 3 oul 1694 8 0 058 044 188 190 0 Nosema ' NQYCVSCACHAKWR 15 ABE27275 1 unknown 0 9524 
19 2008-08-01-10 1809 1809 2 out 1401 8 1427 0 43 1 86 236 0 IIV6 • ELNLLTLNTENK 12 NP  149803 1 .14 0« 1 
41 2008-08-01-10 2655 2655 3 out 2015 9 0 223 0 43 1 85 234 c Nosema 1 EGLSLFAYMKGEENNEGK 18 AAD12605 1 RNA polymerase II largest subuntt 0 9673 
20 2008-08-01-10 2594 2694 2 out 1521 8 1 333 0 34 1 83 242 c IIV6 1 FIFPNVDTJINVK 13 NP 149597 1 134L L 586 
23 2008-08-01-10 2636 2636 3 out 1666 6 0 45 C 4! 1 8.1 •35 0 Nosema 1 LVPWGFTTASAYHQK 16 AAK68868 1 DNA repair protein 0 9656 
43 2008-08-01-10 4874 4874 3 out 2057 1 642 0 58 1 83 •29 0 693 tieserr-a 1 IEVSVSN:HIG"\|'IAA.CS-. 20 AAT72743 1 translation elonqalior factor 2 0 9974 
29 2008-08-01-10 2188 2188 2 out 1693 8 044 0 38 1 79 '00 1 099 IIV6 1 ECQHMYVKGKNAGTK 1! NP  149872 1 411L 0 9967 

35 2008 0801-10 374 374 3 out 1757 8 0 381 0 47 1 79 398 0 ABPV 1 VIAGDFSTFDGSLNVCI 17 AAD02102 1 RNA polymerase 0 9639 

37 2008-08-01-10 2607 2607 3 out '"3 9 1 '26 0 •• • 75 321 0 nve 1 FQSFTTGRYPQENK 14 NP  149843 1 380R 0 35*6 
4 2008 08 01 10 4764 4764 2 out •'225 0 874 0 45 1 78 345 0 693 live 1 SLMGNCPSSVK 11 NP 149555 1 092R 0 9794 

45 2008-08-01-10 752 752 3 out 2142 2 0 992 04 1 77 '35 0 693 KBV|KBV 2 PSLVHGM-ISDIKTKPAYLR a NP 851403 1 non-structural polyprotein 0 9756 
3 2008-08-01-10 1004 1004 2 oul •"6 6 1 235 0 37 1 68 2-4 0 ABPV 1 LSEPLFEPGK 10 NP 066241 1 replicase polyprotein 0 9823 

47 2008-08-01-10 1761 1761 2 out 2141 1 1 215 041 1 68 63 0 IIV6 1 QYPLRDPDFTIRSEYK 17 NP  149530 1 067R 0 9936 
26 2008-08-01-10 543 543 3 out 1666 9 1 195 0 54 167 •V 1792 IIV6 1 TLTVYGGTLSLEEFR IE NP  149813 1 3501 0 9736 

50 2008 08-01-10 3019 3019 3 out 2314 3 1 164 0 55 • 64 207 0 HV6 1 KFEIFAK.SSSGLLAHLPLDK 21 NP 149681 1 218R 0 9B06 
39 2008-08-01-10 194 194 3 out 1847 1 • 235^ 0 47 ' 63 271 0 nve 1 KILNEKY.QTINIEK 15 NP  149642 1 179R 0 9701 

31 2008-08-01-10 4743 4743 3 out 1695 8 1479 05 • 6 263 0 Ncsema 1 SECLGGAVLSM'AACVLR 18 AAL28056 1 AF406785 5 unknown 0 3967 

46 2008-08-01-10 1200 1200 3 out 2123 2 0 565 0 41 1 58 161 0 693 nve 1 HINVLPAYSAHMLLM'GVLK 20 NP  149730 1 267R l. ''677 

I 2008-08-01 10 210 210 1 out 725 4 1 326 0 47 1 56 134 0 nv6 1 MFNSVK 6 NP  149483 1 020L 1 
49 2008-08-01-10 1069 1069 3 out 2249 2 5 51 0 58 1 54 215 0 nve • HVHT1HHYLVRNYRYIK I7 NP  149537 1 074R 0 9628 
40 2008-08-01-10 51 51 3 out 1986 1 0 683 C 5 1 63 23; 0 693 Ncsema 1 PDVSIANVRVYHM'NVKK 16 ABE26649 1 pol polyprotein 0 9847 

42 2008-08-01-10 1318 1318 3 out 2051 1 0 165 0 46 • 53 •55 0 Nosema 1 PFIYGPTGQTERWRILR 18 AAT12293 1 DMA repair helicase RAD25 0 9687 

53 2008-08-01-10 1885 18B5 3 out 2411 2 0 747 0 59 1 51 174 1 099 IIV6 1 lYPSIQEEWKNM'KTNVlANR 22 NP  149482 1 0'9R 0 9894 
24 2008-08 01-10 688 688 3 out 1669 9 1 873 0 46 1 5 236 0 Nosema 1 MCIDYT^NKJTTK 14 ABE26653 ' pol polyprotein 0 9619 
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Test 47 
SrNo File Nat" * (M+H| 'M »Cn XCO(T Sp RSp Reference No Peptide AA ID* Protein PP 

25 2008-03-21-13 2026 2026 3 out 1734 9 0 497 0 33 2 39 86 0 IIV6 1 DVPIGNDFDKATITK. 16 UP  149798 1 335L 0 9894 
27 2008-03-21-13 2669 266S 3 ou! 1737 9 0 29 0 39 2 18 222 c ABPV 1 WAEDWWEPKPLLSG 16 AAD33287 1 structural protein 0 9604 
10 2008-03-21-13 883 884 2 out 1199 7 1 158 0 32 2 09 233 0 693 IIV6 1 KVNIQNKDIK 10 NP  149674 1 211L 0 994 
33 2008-03-21-13 871 B71 3 out 1763 9 1887 0 48 2 07 n 1 095 Nosema 1 TKLITEKCLECQLNK 15 ABE26650 1 pol polyprotetn 0 9714 
22 2008-03-21-13 2312 2312 3 out 1721 7 0 683 034 2 06 133 C Nosema 1 GNGDASCSGGHGGKDM-GAK 20 AAU11092 1 unknown 0 9746 
32 2008-03-21-13 2465 2465 3 out 1757 8 0 203 a 36 2 03 185 0 ABPV 1 V1AGDFSTFDGSLHVCI 17 AAD02102 1 RNA polymerase 0 994 

12 2008-03-21-13 1508 1508 2 out 1219 6 C '37 0 29 2 01 ?CC 0 ABPV 1 NNSNKM'ATPVK 12 NP 066242 1 capsid protein 0 9646 
34 2008-03-21-13 780 780 3 out 1780 1419 0 32 2 01 in : IIV6 1 PNAIACRKWLIIEPR li NP  149851 1 388R 0 9957 
16 2008-03-21-13 1796 1796 3 out 1662 9 1 826 0 35 193 126 0 IIV6 ' MLQSQPMLTEML.* 14 NP  149794 1 331R 0 9569 

3 2008-03-21-13 1769 1769 2 ou! 11166 0 159 0 28 1 89 151 : ABPV • LSEPLFEPGK 10 NP 066241 1 repticase polyprotem 0 9982 
• 2008-03-21-13 1090 1091 1 out 700 5 0 507 02 1 87 112 : Nosema 1 VXDIIK 1 ABM26977 1 RNA polymerase II larqest subunit 1 

11 2008-03-21-13 1584 1584 2 out 1213 7 1 992 034 1 87 222 0 IIV6 • ELNQILDKIK 10 NP  149916 1 4531 0 9829 
23 2008-03-21-13 3145 3145 3 out 1722 8 0 423 0 38 186 220 : Nosema • NIVSCSADGAPNMMGKK 17 ABE27267 1 unknown 0 9992 
35 2008-03-21-13 2072 2072 3 out 1782 8 0 833 044 1 83 •1-: c Nosema ' MNYFSOADIFEGFAR 16 ABV48900 1 hypothetical spore wall protein 0 9824 
37 2003-03-21-13 1356 1356 3 out 2016 0 827 041 1 81 .,. c IIV6 1 LEGQHKEIYEGILTETR 17 NP 149635 1 172L 0 9898 
26 2008-03-21-13 3131 3131 3 out 1737 8 0 049 0 36 1 7 1SS 0 IIV6 • ASFKOYLCNASDYLK 16 NP  149758 1 2951 0 9971 

5 2008-03-21-13 2208 2208 2 out 1165 7 1 313 0 32 • 68 156 c Nosema • SWKSNYQIK 10 AB069716 1 unknown 0 9733 
14 2008-03-21-13 1780 1780 3 out 1658 7 : 463 0 42 1 67 96 c IIV6 ' OTYSYGNNGQGGGGGNK 17 HP 149792 1 329R 0 9952 
15 2008-03-21-13 2213 2213 3 out 1658 9 j 349 04 162 147 j Nosema • DUSETVEPCLKALK 15 BAF 76326 1 heat shock protein 70 0 9977 
9 2008 03-21 13 1369 1369 2 out 1180 7 0 958 041 1 6 186 0 ABPV ' VEEHIISLLK 10 HP 066241 1 replicase polyprotem 0 9703 
7 2008 03-21-13 2681 2SB1 2 out 1173 7 1 119 0 52 1 59 170 c NV6 ' LNNCS'-hR 10 HP  149886 1 423L 0 9868 

31 2008-03-21-13 3310 3310 3 out 1750 9 1 824 041 159 93 J 693 IAPVIIAPV 2 VDLCAEVRNKVEFTK 15 YP 001040002 1 polymerase polyprotem 0 9852 
21 2008-03-21-13 3068 3068 3 out 1697 8 0 734 0 42 1 52 99 0 693 Nosema 1 GLSPEEFYFHAMGGR 1! ABM26977 1 RNA polymerase II larqest subunit 0 9926 
29 2008-03-21-13 2405 2405 3 out 1742 9 0 911 0 48 1 52 72 2 303 Nosema • AOENGVSEAINELLKK 16 ABE26652 1 pol polyprotem 0 9982 

Test 46 

SrNo rile Uane (M+H) »M "Cn XCorr Sp RSp Reference No Peptide AA ID* Protein PP 

10 2008-03-21-14 1470 1470 3 out 1712 7 0 28 0 39 2 13 187 0 IIV6 1 ENDETEYDEQSIIK 14 NP  149642 1 179R 0 9735 

5 2008 03 21 14 1322 1322 2 out 1184 7 0 249 0 45 2 264 0 IIV6 1 IkDIIDALQR 10 NP 149695 1 232R 1 

16 2008-03-21-14 1953 1953 3 out 1742 7 1 306 0 38 198 207 0 Nosema 1 HPECM-CPSNCEIHAR 16 AAB62548 1 qlutammyl-tRNA synthetase 0 9772 

12 2008-03-21-14 1579 1579 3 out 1713 9 1 589 0 42 1 9 126 0 Nosema 1 ILDVFVGEHLCLLSR 16 AAL28052 1 AF406785  1 unknown 0 9645 

8 2008-03-21-14 1914 1914 3 out 1669 8 0 32 0 42 189 212 0 live 1 GKDDMAASYLEGKER 16 NP  149635 1 172L 0 9981 

20 2008-03 21-14 1318 1318 3 out 1835 9 1 227 034 187 183 0 Nosema 1 ERIFSQEVKGHYSQK 1! ABE27274 1 unknown 0 9563 

13 2008-03-21-14 1156 1156 3 out 17-8 0 084 0 36 185 190 0 IIV6 1 SLRPSIPPKISTEHR 15 NP 149695 1 232R 0 9529 
13 2008-03-21-14 1768 1768 3 out 1757 8 0 109 0 51 182 171 0 ABPV 1 VIAGDFSTFDGSLNVCI 17 AAD02-02 1 RNA polymerase 0 988 
7 2008-03-21-14 1246 1246 2 out 1236 6 1 097 04 1 78 299 0 IIV6 • NGAVEEGYNRK 11 NP  149891 1 428L 0 9839 

14 2008-03-21-14 1761 1762 3 out 1722 9 1 087 0 48 1 78 167 r. IIV6 • KCIFTPLRGDLNDCK 16 NP  149747 1 284R 0 9934 

11 2008-03-21-14 916 918 3 out 1712 9 0323 054 1 71 165 0 irv6 1 TFAYEVPIRYSNPR 14 NP  149690 1 227L 0 9981 

9 2008-03-21-14 1928 1928 3 out 1697 8 0 602 041 1 7 131 0 No9ema 1 GLSPEEFYFHAMGGR 15 ABM26977 1 RNA polymerase II largest subunit 0 994 

15 2008-03-21-14 1098 1098 3 out 1^29 165 0 42 1 7 149 1 099 IIV6 1 VSLTSKYTKGIFSIGK 16 NP   149662 • 199L 0 9894 

19 2008-03-21-14 1135 1135 3 out 1790 0 474 0 42 1 7 150 0 Nosema • LFIDPKUESDMKIK 15 ABE26651 1 pol polyprotem 0 9964 

1 2008-03-21-14 990 990 1 out 789 4 0 018 0 58 167 141 0 SV|SV|SV|SV|SV 5 TTLDIAR 7 NP 049374 1 DO!', proleir. 1 

4 2008-03-21-14 1372 1372 2 out 1155 6 0 035 0 35 16 96 0 69? Nosema ' DYFKRLGEK 9 ABE26649 1 pol polyprotem 0 9548 

Test 49 

SrNo File Name (M+H) •M "Cn XCorr Sp RSp Reference No Peptide AA ID# Protein PP 

1 2008-03-21-15 1863 1863 2 out 11176 1 868 0 28 2 16 245 0 IAPVIIAPV 2 NVTM-QVNAPK 11 YP 001040003 1 structural polyprotem 0 9917 

16 2008-03-21-15 1746 1746 3 out 1777 8 0 49 0 36 2 15 149 0 IAPVIIAPV 2 M-LNSWM-EECIQYAK 16 YP 001040002 1 polymerase polyprotem 0 9721 
14 2008-03-21-15 1787 1787 3 out 1743 0 874 0 38 2 06 95 0 693 Nosema 1 DQTKNINTVKEVUK 16 ABV48897 1 hypothetical spore wall protein 0 9997 

15 2008-03-21-15 2050 2050 3 out 1 750 9 1 218 044 1 99 163 0 LAPVIIAPV 2 VDLCAEVRNKVEFTK 15 YP 001040002 1 polymerase polyprotem 1 

12 2008-03-21-15 1543 1543 3 out 1718 8 0 757 C 31 1 94 131 0 IIV6 1 NNKYVTNYEDDDTK 14 NP 149608 1 145L 0 984 

2 2008-03-21-15 1809 1809 2 out 1174 7 1 09 0 49 1 93 99 0 693 live 1 LDGVSCLIINK 11 NP 149668 1 206R 0 9989 

20 2008-03 21-15 1901 1901 3 out 1961 0 028 0 25 1 92 163 i 609 ABPV 1 PITKLM-CPETVSNNVSIV 19 AA043637 1 structural protein h0 9321 

18 2008-03-21-15 1405 1405 3 out 1817 9 1 025 0 37 1 84 220 0 BQCV 1 VEGNDGAPEAYEPKVSR 17 AAD27696 1 helicase domain C 0 9994 

4 2008-03-21-15 1375 1375 2 out 1185 6 1 926 041 1 82 165 0 IIV6 1 KAFM'KNQFR 1C NP 149612 1 149L 0 9879 

9 2008-03-21-15 2166 2166 3 out 1676 1 746 0 42 181 50 3 367 IIV6 1 PFFANLLSVLNKPSK 15 NP 149508 1 045L 0 9996 

19 2008-03-21-15 1751 1751 3 out 1956 1 0 379 0 42 1 65 162 0 693 IIV6 1 DKCLPNNIALRCEIIIK I7 
NP 149668 1 205R 0 986 

5 2008-03-21-15 2059 2059 2 out 1194 6 173 0 41 1 55 142 0 Nosema 1 KWSAVSHHCK 11 AAT12293 1 DNA repair helicase RAD25 0 9996 

8 2008-03-21-15 1954 1954 3 out 1667 8 0 943 0 42 15 125 0 ABPV 1 VLSQGMKVCEEWMK 14 NP 066241 1 replicase polyprotem 0 9942 
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Test 50 

Si rj0 File Name (M+H) •M •Cn XCorr Sp Rs^ Reference No Peptide AA ID* Protein PP 

9 200803 21 16 2025 2025 3 out 1666 9 1 829 0 48 23 19C 0 693 Nosema 1 NISNVCCITFRKLR 14 AAL28053 1 AF406765 2 checkpoint protein kinase 0 9886 

16 2008-03-21-16 2068 2068 3 out 1704 9 • 346 0 1 • 2 if 196 0 Nosema 1 WLGPFTTTKTRQEK M ABE26650 1 pol polyprolein 0 -"923 

22 2008 03 21 16 1672 1672 3 out 1853 9 0 454 0 42 2 05 10' 1 099 IIV6 1 SVGDYGGDKATFEPILGK 18 NP 149500 1 03'L 0 9:.24 

6 2008-03-21-16 1175 1175 2 out 1204 7 1 449 0 29 2 01 436 0 IIV6 1 MAERFVEVLK 10 NP 149548 1 085L 0 9905 

12 2008-03 21 16 2458 2458 3 out 1681 9 1 167 0 49 1 98 266 0 IIV6 1 PLNARTWGSLIFM'AK 17 NP  149647 1 184R 1 

5 2008-03-21-16 1354 1354 2 out 1191 7 1 988 0 36 195 '03 0 KBVIKBVIKBV 9 LFDKTnLrTK •2 UP  361403 ' non-structural polvprotein 0 9951 
r 2008 03 21 16 1739 1739 2 out 1238 7 1 145 0 38 1 95 161 0 Nosema 1 LICHIKTEPGK 11 ABE26652 1 pol polvprotein 0 9936 
• 2008-03-21-16 1179 1179 2 out 11106 0 746 0 48 1 82 22- 0 IIV6 1 SLCLWGNFGK 11 NP  149746 • 282R 0 9962 

2 2008 03 21 16 1544 1544 2 out 11156 0 669 0 35 182 323 0 IIV6 1 QTAAGSGIALVK 12 NP   U9622 ' 159L 0 9848 
19 2008-03-21-16 2032 2032 3 out 1787 1 218 0 48 175 118 1 099 SV|SVISV 9 WM-PI1JSIRVTVNGKR 16 NP 049374 1 polyprolein 0 9861 

23 2008-0321 16 1690 1690 3 out 1858 9 0 552 0 43 1 74 96 1 386 live 1 IVDKYTTGLQNCYNVK 18 NP   1496'9 ' 216R 0 9639 
11 2008-03-21-16 2123 2123 3 out 1674 9 • '" 0 35 173 172 0 IIV6 1 FIINLCVPCKSYFK •-1 NP  149891 1 428L 0 9762 

8 200803 21 16 1043 1043 3 out .',., s j HI 0 43 1  '2 264 0 DWV|DWV|DWV|DWV 4 IKDGKQAAVGTQPWR 1! ABM64815 1 polyprotem 0 '-9 14 

13 2008-03-21-16 1203 1203 3 out 1692 9 1 66 0 47 1 67 5C 1 609 Nosema 1 KDVESKTTEPIDYR 14 ABE27274 ' unknown 0 9928 
21 2008 03 21 16 1892 1892 3 out 1849 1 1 416 0 36 167 161 0 IIV6 1 VG'CIY<kiR:SSEIIK '6 NP  149758 1 295L 0 9899 

3 2008-03-21-16 1863 1863 2 out 1142 6 1 858 0 43 166 2-9 0 IIV6 1 .GIRNGYHGR 10 NP  149638 1 175R 0 994 

25 2008 03-21 16 1763 1753 3 out 1899 9 1 367 0 36 1 66 112 0 Nosema 1 EWM'QVLYSIEQNINR 1? ABM26980 1 RNA polymerase II larqest subunit 0 9952 
4 2008-03-2" 16 1339 '339 2 out 1179 7 0 018 0 37 1 6J -321 0 IIV6 1 PEILPLLTQR 10 NP  149731 1 268; 0 9772 

14 2008-03-21-16 1961 1961 3 out 1696 0 56 0 37 157 383 0 IIV6 1 LDAIEILPTKPGEATK 16 NP  149465 1 0220 0 9601 
20 2008 03-21-16 1342 1342 3 out 1829 1 0 47 044 1 52 69 1 792 Nosema 1 ISTIGVEWIANEIKKK 16 AAD12605 1 RNA polymerase II larqesl subunit 0 9725 
15 2008-03-21-16 2473 2473 3 out 1701 044 0 47 151 119 0 693 Nosema 1 IISKDGVRADITSWK •6 ABE26650 1 pol pojyprotem 0 9943 
26 2008-03-21 16 1945 1946 3 out 2032 1 1 U 054 1 51 4'2 0 l(V6 1 IIFDISCQPNPRNLFVR •' NP  149861 1 388R 0 9906 

Test 51 

St Mo Frle Name iV-r •M *Cn XCorr Sp RSp Reference No Peotide AA ID* Protein PP 

7 2003 03 21 U 1386 1386 3 out 1718 8 0 524 0 33 2 43 164 0 IIV6 1 NNKYVTWEDDDTK "4 NP 149608 1 146. 

6 2008-03-21-17 1020 1020 3 out 1715 9 1 944 0 38 2 38 247 0 live 1 IVENLYLGNIQNGIR 15 NP   149586 1 123R 0 9632 

8 2008-03-21-17 1466 1466 3 out 1730 9 1 791 0 45 2 1 138 0 live 1 lAM'YPFNKKSQFLK 1£ NP  149687 1 224L 

3 2008-03-21-17 1415 1415 3 out 1688 8 1 872 0 47 2 02 92 1 609 SV|SV|SV|SV|S 14 NQSSEYSSRARIYK "4 NP 049374 1 polyprotem 

5 2008-03-21-17 1128 1128 3 out 1713 9 1 404 04 1 9 196 0 Nosema 1 ILDVFVGEHLCLLSR •-: AAL28052 1 AF406785  1 unknown 

9 2008-03-21-17 1913 1913 3 out 1733 9 0 316 0 52 1 81 102 0 693 IIV6 1 VSNLFSDVPVAKNICK "6 NP 149692 1 229L 

4 2008 03-21 17 1206 1206 3 out 1696 1 046 0 41 1 79 16: 0 IIV6 1 LDAIEILPTKPGEATK "6 NP  149485 1 022L 

11 2008-03 21 17 1317 1317 3 out 1817 9 1075 0 46 179 146 0 BQCV 1 VEGNDGAPEAYEPKVSR "7 AAD27696 1 helicase domain C 

10 2008-03-21-17 962 962 3 out "776 1 0 004 : 4- 1 67 161 0 IIV6 1 LLNFILIIFNALKSR •; NP  149863 1 400R 

Test 52 
SrNo Fee 'lame (M+H) >M "Cn XCorr Sp PSp Reference !lc Peptide AA ID* Protein PP 

3 2008-03-21-18 1428 1428 2 out 1236 7 1 206 02 2 33 6"4 0 IIV6 1 IFVFKNIIDK 10 NP 149561 1 098R 0 9935 

9 2008 03 21 18 1451 1451 3 out 1769 9 0 252 04 204 266 0 IIV6 1 M'EKETTFLGIKLSEK "6 NP 149851 1 388R 0 9899 

: 2008-03-21-18 1066 1066 2 out 1135 6 0 883 0 57 196 468 0 Nosema 1 LEDLDFQKK 9 AAT122% 1 chromosome seqreqation protein 0 9992 

4 2008-03-21-18 1275 1276 3 out 1675 1 168 0 47 196 166 0 693 IIV6 1 PFFANLLSVLNKPSK 15 NP 149508 1 045L 0 9941 

6 2008-03-21-18 1655 1655 3 out 1718 9 1 102 0 44 1 32 266 0 693 IIV6 1 IILNHEDSEIHTGIK "5 NP 149589 1 126R 0 9616 

2 2008-03-21  18 1392 1392? out 1168 6 1 991 0 47 1 8 202 0 IIV6 1 KRNAEAWQR 9 NP 149676 1 213R 0 9822 

8 200803-21-18 1477 1477 3 out 1754 9 1 368 0 39 1 55 12C 2 197 IIV6 1 RQEOM-LLESHNLLK 15 NP 149776 1 313L 0 999 

T.st 53 

SrNo File Name (M.H) •M •Cn XCorr SfS RSp Reference No Peptide AA ID" Prolem ' 
20 2008-05-07-01 787 787 3 out 1870 1 1 938 C 69 2 37 ITS 0 IIV6 ' LETLTXIKDIIOALQR It NP  'J-«f: ' 232R 0 5609 

2 2008-05-07 01 1462 1462 2 out 11166 1 578 0 16 2 19 662 0 ABPV 1 LSEPLFEPGK 10 NP  066.-" " •epl'case polyprateHI 0 9977 

i 2008-05-07-01 918 918 2 out 1117 8 1 679 0 3' 204 205 0 live 1 VLKLKYLLk a NP  149653 1 190R 0 9655 

18 2008-05-07 01 1871 1871 3 out 1810 9 0 759 0 3- 1 92 13' 0 IAPVI1APV 2 MQQHIDRINNEEKR -J VP 001040002 1 polymtrase poiyproltm 0 9504 

10 2008-05-07-01 1678 1678 2 out 1350 8 0 698 0 29 1 91 "6' 0 IIV6 1 FLETLlkPFDK 11 NP   149666 1 203L 1 

3 2008-05 07-01601 601 2 out 11175 0 145 0 33 1 85 213 0 693 SVISV 2 REASPNSDGGK. 11 NP 049374 1 polypi ot em 0 9935 

13 2008-06-07-01 1961 1961 3 out 1715 9 1 559 3 J4 1 85 '; 0 693 Nosema 1 M-WGTSAFLSSRNILR 1' ABE27272 1 unknown J 1962 

24 2008-05-0701 1555 1555 3 out 2064 1 0 703 0 65 1 82 3-:.' 0 IW6 1 LEELIKLYLEYSLYFK 1, NP  149851 1 388R 0 9903 

12 200605-07 01 1715 1715 3 001 1701 1602 0 44 1 -, 2" 0 Nosema 1 I2TA8   •'-'•' S 15 ABM26980 1 RNA polymerase II largest subunit 0 9797 1 
2008-0507-01 1957 1957 2 out 1179 7 0944 0 36 • '8 162 1 099 irv6 i PEILPLLTQR '3 NP  149731 i 268L 0 9954 

i 2008-05-07-01 831 831 2 out 1344 7 0 262 0 33 ' '6 353 0 irv6 1 IENENNLEEIK rip 149771 i 313L 1 

6 200805-07 01 826 826 2 out 1172 7 1 15 0 39 1 69 4-1-9 0 irv6 1 VQHIIIIEKSK 10 NP 149513 1 050L 0 9956 

25 2008-05-07-01 1333 1333 3 out 2149 1 622 0 12 1 65 , 1' 0 irv6 1 DLEMLNUEENVTEDPM'K 19 l3=      -    J 393L ;, 9973 

11 2008-05-07-01 1789 1789 3 out 1685 9 0 356 0 33 1 63 ISC 1 099 1IV6 i TLTVYGGTLSLEEFR 1 = NP 149813 1 350L 0 9882 

19 2008-05-07-01 1403 1403 3 out 1826 0 063 0 Jl 162 129 0 DVYV 1 PEMDRILNLAEGLLNK '5 ABB36638 1 polypiol»ir o J737 

22 2008-05-07 01 967 967 3 out 2047 2 1 156 0 J 1 62 T2 0 Nosema 1 MPFNVAKGDR1AOIVFIK 11 AAT'2'Jl 1 deoxyundine 5' tnphospnfte nucleotidehydrolM 0 9696 

5 m» 0   r '   --   :3U J* 1158 6 1 602 0 3'' 1 58 121 0 IIV6 1 KRNAEAWQR 3 NP  149676 1 213R 3 ".56' 

11 2008-05-07-01 6? 65 1 oul 1754 8 0 359 0 39 158 117 1 099 DWV|DWV|DWV|DWV|DWVIkakugo|VDV1 8 QVYLDFMASYRAAR IJ NP 853560 2 polvprotein 0 9536 
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Test 54 

SrNo File Name |M»H •M •Cn XCor. Sf RSp Reference No Perl-de AA ID* Protein PP 

47 2008 05-07-03 2110 2110 3 oul 2150 0 038 0 36 236 29T g IIV6 1 MNNMNINNMNLNNMNLLK 18 IMP 149891 1 428: 0 9939 

45 2008-05-07-03 1896 18% 3 out 2062 2 0 087 0 39 22 201 0 KBV|KBV|KBV|KBV 4 VS1WWKWAEDWWEPK •6 YP 308662 1 VP2 0 9644 

! 200805-07-03 642 642 2 out 1268 6 0 253 0 29 2 16 32' 0 IIV6 1 DKMQIYVEDK 10 Up   IJS6'6 1 213R 0 9555 

7 2008 05 07 03 1045 1045 2 out 12316 0 886 0 37 2 09 3 59 0 irv6 1 LNEKLNEESR 10 •JF 14354; • 179R 0 9946 

22 2008-05-07-03 2567 2567 3 out 1661JJ 1 16 0 36 2 08 250 0 sv 1 WYQRVGDSFANYR 13 AAK16291 1 polyprotein 0 9766 

39 2008 0- 0:03 24612461 3 out 1960 1 813 0 46 2 02 •28 1099 KBV i DQVKQIDVSMQINLSNK 17 AAR19088 1 structural polyprotein 0 9973 

46 2008-05-07-03 1210 1210 3 out 2122 127 0 46 1 89 •26 0 »V6 1 M-VPRLEDVAAGTAVDAFTDK 21 NP  149728 1 2651 0 373-9 

41 2008-05-07-03 1332 1332 3 out 2016 0 636 0 45 1 86 24? B irve l LEGQHKEIYEGILTETR 1? NP 149635 1 1721 0 9946 

20 2008-05-07-03 2604 2604 3 out 1656 7 0 302 0 J6 1 87 233 0 693 irv6 1 QTYSYGNNGQGGGGGNK I7 NP 149792 1 329R 0 9939 

28 2008-05-07-03 1455 1455 3 oul 1735 B 1 811 05 1 87 219 3 irve ' M'SGGYTSLESSIRTCK 1' NP 149878 1 J16R 0 999 

11 2008-05-07-03 1579 1579 2 out 1356 8 0 188 0 32 1 82 37S 0 irv6 l FLFSLKKCGSVK 12 NP  149749 1 286i I 

31 2008-05-07-03 762 762 3 out 1754 0 983 0 46 1 82 - •'.. 0 IIV6 1 VIJGKPEVCNIARLVNK 16 NP  149639 1 176R 0 9883 

• 2008-06-07-03 1416 1416 2 out 1102 7 064 0 31 1 79 334 0 irv6 1 MTG* VISlR 10 NP 149799 1 336R 0 9918 

3 2008-06-07-03 600 600 2 out 1179 6 0 425 0 35 1 76 164 0 irve ' QICNIFNLSK 10 NP 149545 1 082L 0 9896 

13 2306 05-07 33 16-5 IS19 2OU! 1407 7 0 645 041 1 75 263 D irve 1 YM7JDLSLFFNK '2 NP  149852 1 3891 0 9716 

40 2006 06 0? 03 349 349 3 out 1961 0 837 0 37 1 74 123 0 693 ABPV • PlTMM'CPETVSNNVSIV 19 AA043637 1 structural protein 0 9811 

49 2008-05-07-03 2464 2464 3 out 2246 1 1 299 0 37 1 73 198 0 IIV6 : FGSYSIEQQLSSAM'EQLALK 21 NP  149752 1 2891 0 9916 

6 2008-05-07-03 1511 1511 2 out 1209 6 1 582 0 4 169 327 0 irv6 1 LSPfLPNFM-K " NP 149561 1 098R 0 9939 

2 2008-05-07-03 597 597 2 out 11556 1 326 0 J6 168 43' c SV|SVISV|SVISV|SVISV!SVISV|< 13 FVEATFNTVK 10 NP 049374 1 polyprotein 0 9981 

10 2008-05-07-03 984 984 2 out 1344 7 1263 0 37 1 68 119 0 IIV6 i IENENNLEEIK 11 NP  149776 1 3131 0 9767 

25 2006-05-07-03 217 217 3 out 1696 1 269 0 45 1 68 177 0 IIV6 1 LDAIEILPTKPGEATK '6 lip  •'.MS:. ' 0221 0 9991 

29 2008-06-07-03 612 612 3 out 1739 9 t 266 0 48 167 65 1609 Nosema 1 NIGLYMPVQWEFSR 14 AAB62548 1 gfutaminyl-tRNA synthetase 0 9816 

56 2008-05-07-03 2416 2416 3 out 2636 4 3 646 04 167 143 c Nosema ' NTNRSVTFIIKGEIQMCSVINIR 23 ABE27273 1 unknown 0 9978 

4 2008-05-07-03 1302 1302 2 out 11B56 1 19S 0 6: 166 28' G irv6 • KAFM'KNOFR 10 NP 149612 1 1491 1 

36 2008-05-07-03 2596 2598 3 out 1883 9 0 '66 0 38 1 66 218 0 Nosema ' REEFCNLVYASNLVAR 16 AAD12605 1 RfiA polymerise II laroest subunrt 0 9995 

36 2008-05-07-03 1563 1663 3 out 1946 1 539 0 48 164 4:2 0 irv6 • VQKOENVGKFLDPNNK 17 NP 149832 1 3691 0 9828 

17 2008-05-07-03 1954 1964 2 out 1536 6 0 935 0 37 1 63 236 0 Nosema ' SSNKAM'RDPVIFR 14 AAB62549 1 glutamyf-tRNA synthetase 0 376: 

23 2008-05-07-03 2893 2893 3 out 1665 8 0 722 0 55 16 127 1 609 Nosema 1 QCENTEEIAIKLM'K 15 ABE27264 1 unknown 0 9945 

26 2008-05-07-03 2631 2631 2 out 1712 0 374 0 53 1 59 327 u 633 IIV6 1 ET1QNLQQVSLPTLK 1! NP 149854 1 391R 0 9978 

50 2008-05-07-03 927 927 3 out 2249 2 0 86 0 52 1 57 •70 1 099 IIV6 • HVHT1HHYLVRNYRYIK 17 NP 149537 1 074R 0 9665 

14 2008-05-07 03 1929 1929 2 out 1429 6 0 767 0 46 1 56 198 0 IIV6 • RTETTIDEM'CSK 13 NP 149633 1 170L 0 9735 

51 2006-05-07-03 1911 1911 3 out 2265 2 1486 0 41 1 55 199 0 IIV6 1 PHnTGWNIFNFDTTFLLK '9 NP 149500 1 037L 0 9638 

5 2008-05-07-03 1300 1300 2 out 1203 7 0 616 04 1 ;4 267 0 Nosema t IQIGDYIIIR 10 ABE26651 1 pol polyprotein 0 9946 

37 2008-05-07-03 562 562 3 out 1884 9 1626 0 56 1 53 164 0 693 Nosema ' NDAFDTENLLTDILYK 16 ABV48894 1 hypothetical spore wall protein 0 9943 

44 2008-05-07-03 1683 1683 3 out 2080 0 799 0 48 1 52 2T 0 Nosema 1 CQKSVSDFTEQiKEFYK 17 ABE27265 1 unknown 0 9861 

54 2008 05-07-03 2244 2244 3 out 23714 0 766 044 1 52 221 0 Nosema 1 M'EPATHFLVIYVKLARLLLK 2' AAU11093 1 unknown 0 999 

15 2008-05-07-03 2049 2049 2 out 1456 5 1 145 04 1 51 309 0 IIV6 • VKEIQLI.1KNILK '2 NP 149723 1 260R 1 

Test 55 
SrNo File Name (M+H) "M •Cn XCorr Sp RSp Reference No Peptide AA ID# Protein PP 

3 2008-05-07-05 600 600 2 out 1162 6 1 136 0 32 2 14 493 0 IIV6 1 MSDIIIDLSR 10 NP 149548 1 085L 0 9998 
4 2008-06-07-05 1143 1143 2 out 1184 7 0 818 0 71 1 97 725 0 IIV6 1 IKDIIDALQR 10 NP 149695 1 232R 0 9966 

11 2008-06-07-05 761 761 3 out 1780 9 0 847 037 1 91 109 1 386 Nosema 1 ISAEDNLLIFDEM-VR 16 AAB62549 1 glutamyl-tRNA synthetase 0 9823 
13 2008-05-07-05 1331 1331 3 out 2016 0 351 041 1 71 146 1 099 IIV6 1 LEGQHKEIYEGILTETR 17 NP  149635 1 172L 0 9915 
2 2008-05-07-05 1254 1254 2 out 1143 7 1 94 0 41 1 7 349 0 Nosema 1 LISLTRLLSK 10 ABE26651 1 pol polyprotein 0 9859 

12 2008-05-07-05 1809 1809 3 out 1930 1 556 0 52 1 7 98 0 693 Nosema 1 IPSQTAQIQTAISDLESK 18 ABE27271 1 unknown 0 9651 
1 2008-05-07-05 234 234 1 out 8174 2 0 45 1 56 62 0 IIV6 1 LLOEEAK 

7 
NP  149917 1 454R 0 9542 

Test 56 
SrNo File Name (M+H) "M *Cn XCon Sp RSp Reference No Peptide AA ID* Protein DP 

8 2008-06-07-07 1792 1792 2 oul 1469 9 1 86 0 63 23 '33 0 VDV1IVOV1 2 M'GTLNIRVIAPLR M ACF24765 1 polyprotein 0 9557 

5 2008-05-07-07 862 862 2 out 1344 7 1487 0 37 2 19 366 0 live 1 IENENNLEEIK 11 NP  149776 1 313L 1 

15 2008-06-07-07 1368 1368 3 out 2016 0 594 0 37 2 18 •63 0 IIV6 1 LEGQHKEIYEGILTETR 17 NP  149635 1 172L 0 9759 
1 2008-05-07-07 1060 1060 1 out 700 5 1 126 0 15 1 91 404 0 Ncsema ' VXDIIK 5 ABM26977 1 RNA polymerase II larqest subunit 1 

7 2008-05-07-07 853 856 2 out 1346 7 1 169 0 38 19 204 0 693 Nosema • KDLVIVQAAM'DK 13 AB069715 1 unknown 0 9933 

12 2008-0507-07 2061 2061 3 out 1724 9 1 871 0 36 1 68 194 0 693 IIV6 1 •3KIVS5NFQFLWVK 14 NP  149692 1 129R 0 9585 

16 2008-05-07-07 1679 1679 3 out 2064 1 0 846 0 52 1 85 24 9 0 IIV6 1 tEELIKLYLEYSLYFK 16 NP  149851 1 388R 0 9782 

13 2008-05-07-07 1576 1576 3 out 1815 1 158 0 51 1 73 146 0 Nosema 1 EWLPSDEIFESLPIK 16 ABE27277 1 unknown 0 9953 

19 2008-05 07-07 1223 1223 3 out 2347 2 0 077 0 46 165 163 0 ABPV 1 LMGPETVSSNVSIWWKWAED 21 AAK58193 1 structural protein u0 9835 

5 2008-05-07-07 1722 1722 2 out 1268 6 0 333 0 35 1 58 483 0 IIV6 1 DKMQIYVEDK 10 NP  149676 1 213R 0 9501 

18 2008-05-07-07 2121 2121 3 out 2239 1 1 811 041 156 193 0 IIV6 1 FVDAIWDGNAEFALLVNNNR 21 NP  149752 1 269L C 9781 

9 2008-05-07-07 561 561 2 out 1495 7 1623 3 34 153 366 0 IIV6 ' FHNEKIVCSGSFQ 13 NP  149713 1 250L 0 9794 

to 2008-05-07-07 1556 1656 2 out 1565 9 •1 101 041 1 61 •94 0 Nosema ' FIVYIKSILDNIK 13 ABE27277 1 ufn:An 0 9973 

B-24 



St No File Name iM-rrtf •M •Cn XCon 5P RSp Reference '.0 PepliO* AA 10* Protein PP 

15 2008-05 07-11 2733 2733 2 oul 1457 9 044 c ai 3 71 1370 0 Nosema|Nosemi|NosemalNosemi|N< ! IIAQWSSITASLR 14 AAZ23550 1 alpha tubule 1 

31 200805-07-11 1968 1968 2 out 1790 9 0 046 I 68 2% 55' 0 Nosema i SYELPDGQV1KIGSER 16 AAB86663 1 ectm I 39'' 

48 2008-05-07-11 2141 2141 3 out 2036 2 0 865 g ii 2 73 1169 0 IIV6 i DQUDLAO.SIGLNPGK.LLK '9 NP  149695 1 232R 0 9868 

27 2006-05-07-11 3875 3875 3 out 1740 1 641 0 49 2 57 1-2 0 nve i EVFPVEKGVUGUILL 16 NP   149486 1 0231 . '•'•(.i i ' 2008-05-07.11 1098 1098 2 out 1199 7 0 656 0 4 2 48 550 0 IIV6 ' KVtjIGNKDIK 10 NP  149674 1 211L 0 974B 

56 2008-05-07 11 2921 2921 2 out 2173 1 1684 o 53 2 35 20? c Nosema i VKILTAYHIETGHGSASNM'K 21 ABE26653 I pot polyprolein 0 9834 

20 2008-05-0' 11 2354 2314 ; out 1524 4 I  ' 338 : 45 2 32 24 3 0 IIV6 1 SLGWNEQLKVNPK •4 NP  149859 1 3961 • m, 

79 2008-05-07-11 3372 3372 3 oul 3471 9 127 C- 36 2 29 99 0 IIV6 i EIOVNLTQTLFPLEPNLCIT1.EDILTFILK 30 NP  1494 79 1 0161 0 991 

18 ;OJSO; Oi ,\ wtaniut 1498 8 C '56 0 42 2 27 638 0 IIV6 i EIFICYREGIKK '2 IIP  149500 ' 0371 0 9899 

36 2008-05-07-11 1143 1143 3 out 1844 9 0 074 : 4; 2 26 331 0 DWVIVDV1P/DV1 ? LINLSVPCGDVCM'LHSK 18 AAP49283 1 polyprolein 0 9683 

28 200805-07-11 3438 3438 2 oul 1745 0 01 : 31 2 24 • 26 0 IIV6 ' LIFYIVTKEKSYLK '4 NP  149495 1 032R 0 9821 
72 2008 05-07-11 2630 2630 3 out 2886 5 1 856 0 34 2 24 340 0 NOMRM ' IDDH2-SRAPAATEPSSRPVIPPQFFK 2' AB069723 1 unknown 0 9636 

46 2008-05-07-11 3708 3708 3 out 201' 1 C 174 04 2 21 298 0 KBV|KBV 2 TDIRPSLVHGMISDIKTK •8 ':P S51403 I non structural polyprolein 0 9764 

12 ?30<J.«O7 '1 1854 1854 2 out 1323 6 C '56 C 12 2 19 35' 1 603 IIV6 1 VEKGLSSOJKK '2 NP  149608 1 1451 0 9754 

21 20080507 11 1524 1524 2 oul 1634 8 1 92 :• is 2 '2 S3* 0 Nosema 1 MPFGLVNGPATFO.R 14 ABE26655 1 pol polyprolein 0 9921 

62 2008-05-0711 2701 2701 3 oul 2320 1 0 092 : 4. 2 12 '46 0 IIV6 1 CAKGCCILNFTTJEIMHFKNK 20 NP  14987' 1 4'41 0 9842 

3 2008050711 4471 4471 2 out 11156 1616 0 33 2 09 804 0 IIV6 1 QTAA3SGIALVK 12 NP 149622 1 159L 0 9759 

JO 2008-05-07 11 1673 1673 3 out 1946 1486 04' 2 05 568 0 IIV6 ' VQKCIENVGKFLDPNNK IT NP 149632 1 369L 0 9'66 

76 2008-05-07 11 3103 3103 3 out 3020 4 1 512 : 5' 2 01 151 0 -D' 1|vnv \ ?       vDvlpDl 1|VDV 6 ».,--£G;.' '!-"•-.-      r.      '-::--'...:.--.'. 29 ACF24765 1 potyprotein 0 963 
54 2008-06-07-11 520 520 3 out 2165 2 0 371 C42 • 9S 249 0 IIV6 1 YQG1AKP1N1VTESNAYRK 1? NP  149612 1 149L 0 9934 

I 2008-05-07-11 1141 1141 1 out '00 5 1 196 : ii 196 114 0 Nosema 1 VXDIIK 6 AFJM26977 1 RNA polymerase II largest subunrt 1 

56 2008-05-07-11 1467 1467 3 out 2194 2 1 792 04 1 94 )74 0 IIV6 1 LLLIFLFSIFVTVYTASCR •5 NP  14957' 1 114L 0 9768 

44 2008-05-07 11 785 785 3 out 1999 0 774 0 39 193 26' 0 IIV6 1 QSISSSIIILTSSVAFCDK 19 NP  149626 1 06 3R 0 961 

60 200805-07-11 159 159 3 oul 2278 3 0 522 0 4? 193 201 0 693 IIV6 ' EVKN3V1HPISNNLNIYLGK 20 NP   149500 1 037L 0 9961 

16 2008-05-0'-11 1395 1395 2 out 1485 9 0 79 0 45 192 6'' 0 Nosema • ISRFtLTFIPLNR 12 AAT12296 1 chromosome segregation protein 0984 

69 2O0805-0'!l 2897 2897 3 out 2653 4 0 97 : i- 191 192 0 BQCV 1 VhFATNHVSRLM'lLNHVQCDIAK 24 NP 620565 1 structural polyprolein 0 9629 

50 2008-050'-11 3483 3483 3 oul 2049 1628 -: 3' 1 9 284 0 IK/6 ' TTSSGTTSFSYVAGIEVLDN 20 •-   *S!   • 44 3R 09641 
14 2008 060' 11 2130 2130 2 out 1374 8 0 82' ,  42 1 88 35' 0 IIV6 1 LNKS.T1SENKK '2 NP  149508 1 04 51 0 965 
36 2008050' 11 1057 105' 3 out '923 1 753 0 3' • S3 390 0 Nosema ' EIRISSIIQDFTEEDK '6 ABE26653 1 pol polyprolein 0 9543 

42 2008-0507.11 744 744 3 out •966 1 ' 25? : r- 1 86 'IS 1 099 PV7V1PIW DvWiDVW'kakuaoV: -. I ' LLKAVNDEPEILKAVWk •" NP 853560 2 (Mlyprotl ' 0 9536 
73 20080507.11 3023 3023 3 out 2907 4 0 097 9(1 1 85 '4-: c IIV6 1 FDSNSISPGTEFM'HNLGRYIDIHIK 26 NP  149475 1 012L 0 9901 

10 200805-07-11 4567 4567 2 oul 1268 6 0 184 0 3' 1 84 283 0 live ' DKMQIYVEDK l( NP  149676 1 213R 0 9811 
11 20080507 11 1176 1176 2 oul 1276 7 0 76 0 3' 1 84 557 0 IIV6 • SKKELMOALNK 11 NP  149864 1 401R 0 9763 

25 2008-05-07-11 4306 4305 3 oul 1735 8 1 392 : 4j 1 83 •26 1 609 SVISVISV 3 STSTFIPEM'AHLEEK 16 NP 0493'4 1 polyprolern 09811 
37 2008 05-07 11 4729 4729 3 oul 1926 1 238 : 46 1 83 210 0 IIV6 ' LDSYSLNFVAKHFLGSK 17 NP   149500 1 037L I   "M 

! 2006 05-07.11 746 746 2 out 1242 7 1 826 : i-i 1 82 34? 0 693 Nosema • LNKALEILSNK •1 AF3V48899 1 hypothetical spore wall protein 0 9979 
74 2008-06-07 11 3259 3259 3 out 2926 6 - 354 . J 182 131 1 386 IIV6 ' IKNNLEINFLYNNIIHDESNILNG 25 NP 149534 1 071L i m 
51 2008 0507-11 1208 1208 3 oul 2061 8 0 552 : ii 181 43' 0 Nosema 1 SKTTCEGENTPDGYTGCGNK 20 ABM2697' 1 RNA polymerase II largest subunri I8i; 

41 20080507-11 4367 4367 3 out 1961 0 149 : .is 1 8 I'O 1 386 IIV6 1 FDNPrn_EFENAIYFK 16 NP   149500 1 0371 
4 2008-05-0711 3772 3772 2 out 11166 1 OT 0 3' 1 79 220 0 693 ABPV 1 LSEPLFEPGK 10 NP 066241 1 replicase polyprolern 0 9958 

64 2O0S-O5-O7-11 4457 4457 3 out 2412 2 1592 0 4-: 1 79 '0 1609 svisv 2 GEEVEAYTTLLNSTFLKHGFR 21 AAL 79021 1 AF469603  1 polyprolein 0 9832 

29 2008-05-07 11 4573 4573 3 oul "46 9 i 145 1 -r 153 1 ?86 live 1 LNESREIVSAEM'VKK 16 NP 149639 1 176R 0 9639 

5 200B-05-07-11 1473 1473 2 out 1140 7 0 603 j J 1 76 695 0 Nosema 1 LLDIVKAQLK 11 ABE26648 1 pol polyprolein 0 9826 

66 2008-06-07 11 1803 1803 3 out 2546 3 is-' .;. 3, 1 74 353 : live ' PEVCNIARLVNKLNCNFEDNIK 22 UP   149639 1 176R 0 9831 

45 2008 05-0711 4150 4150 3 out 2005 1 0 679 0 39 1 71 322 : Nosema i KGILERLMATSDTLDTLk •6 AFJ069 ' 1' 1 unknown 0 9711 
63 2008 05-07 11 2816 2816 3 out 2393 3 0 697 : 44 262 0 live 1 YLDSNFTSYIKNVAKEIIFk 20 •;   ..!•:   :- 2501 0 9'46 

43 2008-05-07-11 1225 1225 3 out 1974 1 1 '46 : 4: 1 67 '31 0 HV6 1 MHVLTTITK1TITMENK NP   1453872 1 411L 1 

22 2008-05-07-1144514451 3 out 1655 9 1653 0 4 166 Ills 0 SV 1 DILVGVEKTLDQLGR 11 AAT45736 1 structural polyproleir 0 9958 
24 2008 0507-11 3437 3437 3 oul 1733 9 1 105 :- 42 166 100 1 099 Nosema • IYHNYKEGDRWIK '4 ABE26650 1 pol potyprotein 0 988S 

6 2008 05-07.11 189' 189'2 oul 11436 1 68 0 4' 164 435 0 NosemalNosema 2 LAVtIMVPFPR 10 AAN35161 1 beta-tubulm 0 9694 

13 2006 05-07-11 3700 3700 2 out 1336 7 0 26 0 5' 1 64 191 0 IIV6 1 M'SLEEKVKNOK 12 NP  149578 1 115R 166V 

70 2008-05-07-11 2927 2927 3 out 2700 4 1325 0 44 164 •64 0 IAPV|U\PV 2 MNPDIVKQGASRMVTEFVPNPLEK 24 YP 001040003 1 structural polyprolein 0 9733 

77 2008-05-07-11 2220 2220 3 out 3099 6 1 669 0 4? 163 "-: 0 IAPV|U\PV 2 MV/T\IDFFILHQDINCTGFTLTIVDK 26 YP 001040002 1 polymerase polyprolein 099 
71 2008 05 0' 11 3356 3356 3 out 2756 4 0 786 0 4? 16 192 0 IIV6 • OGNNNTYVGVGYNIINGILTUFDR 26 NP 149605 1 142R 0 9719 

B 2008 05-07-11 48 4B 2 oul 1223 7 0 145 0 1? 1 58 ?36 0 IIV6 • SLLQNYTKEK 10 NP   149557 1 094 L 0 9963 

59 2008-05-07-11 3778 3778 3 out 2270 1 1579 Oil 1 57 48 2944 IIV6 ' SKW.LMNPDDFKM'AIWGLK 21 NP   149674 1 211L 0 9738 

52 2008-05-07-11 275 275 3 out 21109 1 484 0 55 1 56 261 0 Nosema ' EDLYYSSDSLSSNESSLSK •3 ABE27276 1 unknown ' 98'I 

2 2008-05-07-11 411 411 1 out 703 4 0 173 0 36 1 55 I* 0 IIV6 ' ',KM?-K 5 NP  149877 1 4141 1 

65 2008-05-07-11 1989 1989 3 out 2532 1 1 868 0 44 1 53 71 2 079 IIV6 • AKVM'AWDIEVYSEDGNFPDAMK 2? NP  149500 1 037L . ••686 

'8 2008-05-0711 2343 2343 Soul 3342 6 0 18 0 46 1 51 66 0 693 IIV6 1 CQEAYVTENINELSFKRIAIDTPMYMYK 23 NP 149832 1 3691 0 9703 

Test 59 

St No File Name iM-H! "M •Cn XCorr Sp RSp Reference N Peptide AA ID# Protein PP 
5 2008-05-07-13 1671 1671 2 out 1350 3 C 602 03 204 582 0 IIV6 1 FLETLLKPFDK 11 NP 149666 1 203L 1 

11 2008-05-07-13 1912 1912 3 out 1998 0 693 044 204 234 0 Nosema 1 M'NM'KLVPILLCAIFCTR 19 ABV48892 1 hypolhetical spore wall protein 0 9981 

2 2008-05-07-13 358 358 2 out 11156 0 57 0 37 1 91 32' 0 Nos«ma 1 SEIPLKEGDK IC AB069719 1 unknown 0 9594 

12 2008-05-07-13 2063 2063 3 out 2008 1 0 768 0 56 1 89 150 0 !APV|!APV ? TDIRPSLVHGQISDIKTK 18 YP 001040002 1 polymerase polyprotetn 0 9911 

9 2008-05-07-13 4422 4422 3 out I'M 9 167 05 164 203 0 IIV6 1 ADFILSQPPPSNNQEK 16 NP  149659 1 196R 0 9993 

7 2008-05-07-13 948 948 3 out 1722 0 548 0 37 162 233 0 IIV6 1 KAIKDIWVENYLIR 15 NP  149608 1 145L 0 9562 

3 2008-05-07-13 1906 1905 2 out 1215 6 0 207 0 46 158 587 0 IIV6 1 DLDLDNKNLR 10 NP  149879 1 416R 0 9933 
1 2008-05-07-13 1158 1158 1 out 8?4 6 1 178 054 152 13' 0 IIV6 1 MKT1IIR 

7 
NP 149530 1 067R 0 9763 

B-25 



lest 60 

SrNo Fil« Name i.M-H| 'M •Cn XCort Sf RSp Reference '.0 Pepticie V ID* Protein PP 

40 2006-06-07-14 1762 1752 2 out 1790 9 1606 0 53 2 88 462 9 Nosema • SYELPDGQVIKIGSER •6 AAB86863 1 actm 0 9917 

U 2008-05-07-14 1875 1875 3 out 2082 2 0 465 034 2 59 2-4 0 KBV|KBVjKBV|KBV 4 VSIVVIVK'.VAEDWWEPK 18 YP 306662 1 S7P2 0 9742 

3 2008-05-07-14 1373 1373 2 out 1130 7 1937 0 63 2 36 409 0 KBV|KBV|KBV 3 KVLDAGIAICK 11 NP 851403 1 non-stnjctural polyprotein 0 9914 

1 2008 05 07 14 982 982 1 out 930 5 1 197 0 33 2 33 494 1 099 IIV6 ' EAIDILEK 8 NP  149624 1 161L 1 

19 2008-05-07-14 1955 1955 2 out 1286 7 ' 602 0 25 23 316 : Nosema 1 KTNINETNKPK 11 ABE26661 1 pol polyprotein 0 9647 

31 2008-05-07-14 1371 1372 2 out 1534 8 : 927 0 51 222 333 : Nosema 1 MPFGLVNGPATFQR 14 ABE26655 1 pot polyptotem 0 9919 

15 2008-05-07-14 1164 1164 2 out 12316 1 804 0 24 2 11 259 I IIV6 1 LNEKLNEESR 10 NP  149642 1 179R 0 9637 

St 2008-05-07-14 1007 1007 3 out 2269 2 1 841 044 2 06 J13 3 irv6 l YDYEMVDMIGSUILPLRK 15 NP 149561 1 093R 0 9958 

22 2008-05-07-14 1146 1146 2 Out 1370 6 1 095 0 56 2 02 435 0 irv6 1 YSVLSNDDDSKK •2 NP  149515 1 052R 0 9888 

47 2008-05-07-14 2813 2813 3 out 1954 1 041 0 31 1 95 313 3 KBV|KBV 2 DMIEEAYOLTKSVWLK 16 NP 851403 1 non-structural polyprotein 0 9649 
;3 2008-05-07-14 1062 1062 3 oul 2080 1 065 0 35 1 95 24 3 : IIV6 1 IKMNDNDCHVEIEKEM'K 18 NP 149765 1 3021 0 9687 

10 20O8-C5-O' 14 1428 '42c 2 out 1208 6 1 426 0 25 1 92 223 0 Nosema 1 DEMLS1NFEK 10 ABE26650 1 pol polyprotein 0 9863 

32 2308 05 07 14 2072 2072 2 oj: 1568 9 1 156 C 4 1 92 201 0 Nosema 1 AJLDKIIQLEERK 13 ABE2'27l 1 un*no*r 0 9881 

51 2008 05-07 14 2708 2708 3 sat 2001 1 0 167 0 36 1 91 209 G IIV6 1 FIINICVPCKSYFKWK 17 NP   149891 1 4281 0 9687 

33 2008-05-0' 14 1719 '"9 2 cut 1615 9 1 984 04 I 89 134 0 693 Nosema|Nosema 2 QILSFlFPNVFYK 13 ABM26981 1 RNA polymerase II largest subunrt 0 9929 

21 2008-05-07-14 1839 1839 2 oul 1350 8 0 708 0 29 1 88 492 0 IIV6 1 FLETLLKPFDK -1 NP   149666 1 203L 0 9936 

46 2008-05-07-14 1526 1526 3 oul 1946 1 781 0 56 1 86 69' 0 IIV6 1 VQKCIENVGKFLDPNNK 17 NP   149832 1 359a 0 9829 

11 2008 05-07 14 1642 1642 2 oul 1213 T 1 719 0 35 1 83 496 0 IIV6 • ELNQILDKIK 10 NP   149916 1 4531 0 9876 

13 2008-05-07-14 1166 115S2oul 1217 7 1 975 0 42 ' 82 -22 1 099 KBV)KBV|IAPV|IAPV 4 LPVWWVDTLK 11 NP B51403 1 non-structural polyprotein 0 9636 

24 2008-05-07-14 1786 1786 2 out 1402 7 1 729 0 37 18 216 0 rrv6 1 DLEPKNSFHSTK 12 NP  149543 1 0801 09868 

34 2008-05-0714 4161 4161 3 out '655 9 1 706 0 49 179 235 0 sv • DILVGVEKTLDQLGR 15 AAT45736 ' structural polyprotein 0 9914 

35 2008-05-07-14 1204 1204 3 out 1679 8 0 686 034 179 284 9 Nosema 1 NKANSDNM-KHGYER 15 AAU11092 1 unknown 0 9616 

9 2008-05-07-14 1050 1050 2 out 1199 7 0 65 0 33 1 78 578 0 irv6 1 KVNIQNKDIK 'C NP  149674 1 2111 0 9821 

37 2008-05-07.14 851 861 3 oul 17018 1087 044 ' "8 •85 0 irv6 ' DTCIIOISGGYGM-I.SK I' NP   149574 1 111R 0 9631 

48 2008-05-07-14 2780 2780 3 out 1961 0 65 0 41 1 78 272 0 693 ABPV 1 PrTKLM-CPETVSNNVSIV '9 AA043637 1 structural protein 0 9875 

16 2008-05-07-14 1343 1343 2 out 1244 7 0 997 0 31 1 73 21' 0 693 Nostfnj 1 LDALSGYHQIK 11 ABE26655 1 pol polyprotein 1 

20 2008-05-07-14 1406 1406 2 out 1331 7 1 18 034 169 715 C ABPV 1 KNNSNKMATPVK •2 NP 066242 1 capsid protein 0 9935 

23 2008-05-O7-14 1637 1637 2 out ,377 7 1 68 0 37 169 261 0 irv6 1 NENNSVGRTQMK 12 NP 149530 1 067R 0 9946 

17 2008-05-07-14 873 873 2 out 1258 7 1035 0 39 167 354 c IIV6 1 NKSPLLNESEK 11 NP  149523 1 060L 0 9957 

52 2008-05-07-14 1383 1383 3 out 2016 0 007 0 37 166 294 0 fTivs ' LEGQHKEIYEGILTETR r NP 149635 1 172L 0 9912 

8 2006-05-07-14 395 395 2 oul 1198 7 122 034 1 62 253 0 !IV6 ' IKINIYMGK 10 NP 149921 1 458R 0 9789 

4 2008-05-07-14 423 423 2 out 1165 6 1 644 05 1 59 341 c SV1SV|SV|SV|SVISVISVISVISV|SVISV|SV| 18 FVEATFNTVK 10 NP D49374 ' polyprotein 0 9699 

16 2008-05-07-14 1962 1962 2 oul 1285 7 : so? 04 1 58 '52 0 irv6 1 EAQKIEKIGNR 11 NP 149612 1 1491 0 988 

26 2008 05-07 14 2026 2026 2 out 1456 9 1 236 0 52 1 57 349 0 trv6 1 VKEIQLMKNILK 12 tit    14-'2:i • 260R 0 9718 

39 200B-05-07-14 2949 2949 3oul 1783 0 349 0 38 1 57 190 0 nv6 1 VKEYIEKNDIPGIHK 15 NP 149681 1 218R 0 9938 

56 2008-05-07 14 1586 1586 3 oul 2168 2 • 765 044 1 54 '4 1 792 IIV6 1 DGAFRPPIVDIRDLMPISR 19 NP  149792 1 329R 0 9801 

57 2008 05 07-14 2411 2411 2 out 2192 3 ' 698 0 53 1 54 6' 0 Nosema ' RSTRDWUVIGDFLGYLR 19 BAC7S45! 1 putalrve spore surface protein 0 9943 

25 2008-05-07-14 2507 2507 2 out 1426 8 0 52 04 1 53 •t.' 0 I1V6 1 FIIVKSYTEAKk 12 NP 149548 1 0851 0 9936 

45 2008-05-07-14 1511 1511 3 out 1856 8 0 672 3 4i 153 157 1 099 irve - YPYTHGFFCGDGTYTK 16 NP 149548 1 085L 0 9768 

55 2008-05-07-14 B27 827 3 out 21512 ' B67 35? 153 117 0 693 Nosema i LPTIOVOREIELANGDKVK 19 ABE26650 1 pol polyprotein 0 952 

12 2008-05 07 14 4312 4312 2 oul 12-56 1 705 0 37 151 183 1 IIV6 • M'DSLKASSAYK 12 NP   149672 1 209R 0 9949 

Test 61 

SrNo File Name (M+H) *M "Cn Ccn Sp RSp Reference No Peptide AA ID* Protein PP 
12 2008-06-07-15 599 599 3 out 1776 0 351 0 37 2 14 526 0 Nosema 1 SEIIKGEYDLVRLIK 15 ABE27273 1 unknown 0 9976 

13 2008-05-07-15 1758 1758 3 out 1780 9 0 345 034 1 94 140 0 693 Nosema 1 ISAEDNLLIFDEM-VR 16 AAB62549 1 qlulamyi-tRNA synthetase 0 9665 

2 2008-05-07-15 742 742 2 out 1157 7 0 761 03 1 3 172 0 693 IIV6 1 AIGGGIKDKNGk 12 NP  149717 1 254L 0 9942 

14 2008-05-07-15 1606 1606 3 out 1932 1 0 293 0 36 - 74 236 0 IIV6 1 LTINEINFIVDFIQPR 16 IIP  14 980b 1 3431 0 9631 

4 2008-05-07-15 1900 1900 2 out 1215 6 0 589 0 53 1 7 421 0 IIV6 1 DLDLDNKNLR 10 NP  149879 1 316R 0 9932 
11 2008-05-07 15 4694 4694 3 out 1757 8 1 617 0 41 1 59 156 0 ABPV 1 VIAGDFSTFDGSLNVCI 17 AAD02102 1 RNA polymerase 0 9994 

9 2008-05-07-15 4560 4560 3 out 1742 8 1 98 0 43 1 5 5 235 0 Nosema 1 WDRHGVPVEYEIDK 14 AAC41564 1 isoleucyl-tRNA synthetase C 9872 

10 2008-05-07-15 154 154 3 out 1744 0 975 0 39 152 211 0 693 IIV6 1 ISTREIUEPIQFGK 15 NP 149691 1 228L 0 9626 
3 2008 05 07-15 958 958 2 out 1214 7 - 107 0 39 1 5 133 0 Nosema - M-PLVQRWEK 11 AAC47660 1 mitochondnal-type HSP70 0 9849 
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Test 62 

Si Nc File Name WHI •M •Cn XCorr 5c RSp Reference No Peptide 44 ID* Protein pp 

10 2008-05-07-16 93 93 2 out 1202 7 1 28 0 12 2 78 625 0 I V6 ' KFPTLE1INK 1C NP  149688 1 225R 0 9727 

20 2008-05 07-16 910 910 2 out 1344 7 1 942 C 34 254 368 0 693 IIV6 1 IENENNLEEIK II MP  149776 1 313L 0 9964 

54 2008-05-07-16 1567 1567 3 oul 206: 1 0 43 C 42 2 46 230 0 693 Nosema ' DIWDIYNHGKMPFNVAK IB AAT72741 1 deoxyjfidine 5 tnphosphate nucieotidenydfola g IM9 
41 2008-05-07-16 3250 3250 3 out 1745 9 1 747 C 42 2 38 418 D Nosema • EDDKIEDLNFUGPK •• AAT12293 ' DNA lepan helicase RAD25 ,.  198 

3 2008-05-07-16 1011 1011 1 oul 930 5 • 224 C 32 2 29 363 1 099 IIV6 1 EAIDILEK 8 NP 149624 1 I61L 1 

45 2008-05-07-16 4292 4292 3 out 1767 9 1578 0 37 2 25 338 3 KBVIKBV|KJBV|KBV 4 PLTSGPTQVYNPPAVAH 17 YP 308662 1 VP2 0 9B61 

21 2008-05-07-16 1611 1611 2 out 1347 1 • -6.' 0 24 211 isa D A8PV 1 KNNSNKM-AT=VK 13 NP 066242 1 capsid protein 0 9897 

35 2008-05-07-16 4124 4124 3 out 1655 9 1378 g 34 21 l?9 3 SV 1 DlLVGVEKTLCQLGR •; AAT45735 1 structural poiyprotein 0 9811 

57 2006 05-07-16 1142 1142 3 oul 1936 1881 C 46 2 01 117 0 693 IIV6 1 EVLGTVEQCLMESEKIK •' •1=   149639 1 176R 0 9719 

32 2006-04-07-16 19" 19" 2 out 1636 9 1902 C4S 2 357 0 Nosema 1 RCAAAFRSAVLAPFR 16 AAT12296  • phospholipase C 0 9716 

50 2008-05 07-16 4260 4260 3 out 1828 1 1695 04! 2 19' 0 live • TISSLKLNVLFSKHIK •6 NP   149618 1 055R 0 9957 

19 2008-06-07-16 3210 3210 2 oul 1331 7 0 914 0 24 1 99 0 693 Nosema • NSDHCQKFKPK •1 ABV48894 1 hypothetical spore wall protein 0 9828 

42 2008-06-07 16 3448 34J8 3 oul 1754 6 040C C 33 1 99 239 I IW6 ' M'CDKEM'CDKEMCEK '6 NP   149633 1 170L 0 9985 

46 2008-05-07-16 4278 4278 3 out 1774 9 1 33? 05 1 99 249 J NOMflH 1 GYKDKFISPTDYNVK •6 4606921? • unknown 0 9974 

52 2008-05-07-16 143 143 3 out 1851 9 1607 C48 1 99 203 0 IIV6 1 SLSSQIKNGAVEEGYNR '' NP  149851 1 428L 0 9611 

' 200805 07-16 1075 1075 lout 700 5 1 146 C -5 1 % 4'2 3 Nosema 1 VXCHIK E ABM269?? 1 RNAootymerase II largest subuml 1 

49 2006-05-07-16 3417 3417 3 oul 1806 9 1 375 3 -1 1 89 118 0 693 l(V6 1 PFENKFFIHQCIQR •4 NP 149869 1 406R 0 996 

11 2008-06-07-16 1596 1596 2 oul 1208 6 1 903 0 26 1 86 419 J IIV6 1 DVIDIDPFFK 10 NP 149647 1 184R 0 9649 T 
2008-05-07 16 1442 1442 2 out 1173 7 1 959 0 27 1 85 230 0 693 IIV6 1 LNMDSTLKR 10 NP 149666 1 423L 0 9969 

15 2008-05-07-16 1969 1969 2 oul 1295 6 1229 0 35 1 85 314 .1 DWVIDVWIDWVIOWV 4 SSSTRLSTDDVK 12 ,,..   .v. i 60 ; poiyprotein 0 983' 

12 2008-05-07-16 3529 3529 2 oul 1213 7 1948 C23 1 84 254 1 IIV6 1 ELNQILDKIK It NP  149916 1 4531 0 9722 

44 200805 07-16 4108 4108 3 out 1766 c as' 0 44 1 84 142 D SV 1 DK.GDTVTGHIWTPWK 17 AAK16277 1 polyprolein 0 9633 

76 2006 05 07 >6 2804 2804 1 o„: ' .. • i i 109 e 39 1 83 163 J Nosema 1 OOISPNPFTXFElAVKPTl.Dl.Fh It AB069717 1 unknown 0 9986 
47 2006-05 07 16 3762 3762 3 out 1788 • 4'2 0 35 1 82 23' a IIV6 • ASTTLTREQAI.KLSLR '6 NP  149748 1 28 5L I73S 

68 2008-05-07-16 1813 1813 3 out 2165 1 1 119 0 39 1 82 334 0 Nosema • WEDKNRINVSSSSVSGEUK 20 AB069717 t unknown 0 9984 

25 2008 05 07-16 2151 2161 2 out 1433 8 0 552 0 3' 1 81 334 j IIV6 1 TITEFDPPSIVSK •3 NP  149687 1 2241 0 9978 

3 2008-05-07-16 3872 3872 2 out 1188 6 0 345 031 1 75 206 0 693 Nosema 1 DEQERGITIK II AAT72743 1 translation elongation factor 2 0 9794 

37 2008-06-07-16 1885 1885 2 out 17148 • "3 I    -4 1 75 315 J IIV6 ! NNLPFEDFDFETVK '4 NP   149832 1 3691 9l 

48 2008-05-07-16 3364 3364 3 out 1789 0811 C 46 1 75 184 0 693 Nosema 1 GFLLTITDVYSRFTR 15 ABE26651 1 pol poiyprotein 1 9983 
70 200B-05-07-16 2850 2850 3 out 2275 3 1 662 C 43 1 72 1=3 0 NosemajNosema NoseT 3 RSTROWUVLNDFSHYLK 19 ABV48889 1 spore wall protein 0 997 

14 2008-06-07-16 3719 3719 2 out 1244 7 ( 509 0  34 1 71 ISO 1 099 Nosema ' LDALSGYHQIK '1 ABE266S! ' pol poiyprotein 0 9879 

30 2008-05-07-16 2265 2265 2 oul 1568 9 0 912 0 11 1 71 163 0 Nosema ' AILDKIKJLEERK 13 ABE27271 1 unknown 0 ''974 

67 2008-06-07-16 2268 2268 2 oul 2150 152 ( - 1 71 '.': 2 079 Nosema 1 FSSTSSMFVHM-DSI3ASSTK 21 AAB64170 2 Hypothetical protein C44E4 2 0 9927 

29 2008-05-07-16 2922 2922 2 out 1542 8 i 55 0 33 1 7 •_ 3 Nosema 1 NENMKYYRAIIK •2 AAB62648 1 rjlutammyl-lRNA svnthelase . m; 
31 2008-05-07-16 1327 1327 2 oul 1626 9 1 164 g :<2 1 7 120 3 IIV6 1 YPKFLNCIKYIPK 13 NP 149608 1 145L 0 9748 

27 2008-05-07-16 2664 2664 2 out 1474 7 1 894 C 46 1 67 191 3 IIV6 ! YAKETYPNVDFK •2 NP 149698 1 235L 0 9962 
'4 2008-05-07-16 1678 1678 3 oul 1655 8 0 325 C 41. 1 67 i M 3 I1V6 1 CNKYHLNVIFYNK •1 NP 149545 1 0821 0 9972 

5 2008-05-07 16 3882 3862 2 out •15' 6 0 43 C 39 1 66 0 IIV6 1 LNDSPISQKR •0 NP  149891 1 428L 0 9956 

'2 2008-06-07-16 1904 1904 3 out 2301 2 • 517 0 J: 165 169 0 IIV6 1 LNEENAILFYEYLVSKKDL 19 NP  149549 1 086R 0 9962 

13 2008 0507-16 3826 3826 2 oul 1216 6 152 0 31 • >4 26 J 0 W6 1 rVTDSLKASSAYK •2 NP  149672 1 209R 0 9886 

51 2008-05-07-16 2466 2466 2 oul 1840 9 0 341 0 46 164 145 0 NoMnu 1 IYOISNDDVRRAM-EK 16 AE iS'J/V. unknown f em 
74 2008-06-07-16 765 765 3 out 2519 2 0 549 g 4 163 147 0 IIV6 1 DLHDDSTGFGWINLKCLNErTK 22 NP 149877 1 4-4, 0 9797 

36 2008-05-07-16 4012 4012 3 oul 1667 8 1 809 C 42 161 215 0 693 SV 1 LFCNPPICYIVSMR 14 ABC95163 1 polyprolein 0 9556 

4 2008-05 07-16 4164 4164 2 out 1120 7 0 947 0 34 1 6 270 0 IIV6 1 tJL-KFIKE-. 9 NP 149832 1 369L 0 9892 

60 2008-05-07-16 3659 3659 3 out 1961 0 69 04! 16 132 2 197 ABPV ' PITKLM-CPE3VSMNVSIV 19 AA043637 1 structural protein 0 9978 

62 2000-05 0:   .6 3436 u!h '-.« 2016 0213 1 4 157 133 1 609 IIV6 1 LEGQHKEIYEGILTETR                     |  -7 NP  149635 1 1721 0 9864 

73 2008-05-07-16 1780 1780 3 oul 2361 2 0 289 0 66 1 57 117 1 609 Nosema 
1 

AWVEVSDHTPTQVASQMKKNK 21 AB069713 1 Sec6lalpha 0 9936 

59 2008-05-07-16 2614 2614 2 out 1949 1 0 578 0 36 1 56 119 0 Nosema 1 RFACALVIAARMSEIAAR 18 AAL28056 1 AF406785 5 unknown 0 9968 

39 2008-OS-07-16 1279 1279 3 oul 1724 8 0 093 0 42 1 55 1" 0 693 Nosema 1 KNREM"YDNG1DPEK 15 ABV48899 1 hypothetical spore wall protein 1 

54 2008-05-07-16 4076 4076 3 out 1881 9 1 721 0 45 1 65 133 0 IIV6 1 QMVADFGKNMYSDFTK 16 NP 149579 1 1161 0 995 

75 2008-0507-16 2491 2492 3 oul 2643 4 0 948 041 1 55 94 0693 SVISVISV 3 IRPSLIQNVGOLHPVSEPClLDk 22 NP 049374 1 poiyprotein 9984 

71 2008-05-07 16 24% 2496 2 oul 2280 1 0 185 0 4' 1 54 79 0 IIV6 l QKVDDTAEWSNLTWFANDK 2t NP  149475 1 012L - J976 

58 2008 05 07 16 2214 2214 2 out 1943 9 0811 06 1 53 14.1 0 IIV6 ' MT1NQIMASIMGKTCCAK '3 NP 149891 1 428L 0 9915 

16 2008 05 07 16 2062 2062 2 oul 1297 8 1 687 0 3S 1 52 .-• 0 693 SV • PKDVSSmiPK - AAT45735 1 structural poiyprotein i 

2 2008-06-07-16 559 559 lout B01 4 1 112 0 42 1 5 211 0 IIV6 i Df'lESK ' NP  149497 1 034 = i 

5 2008-05 07 16 962 962 2 out '1686 • 204 0 41 15 166 0 Nosema l NGELLSGILDK •1 ARM26977 1 RNA poiymerase II largest subunit 0 9787 

SrNo File Name iM+H) "M •Cn *Cort sp RSp Reference No 1 opi dn AA ID* Protein PP 

5 2008-05-07 17 1911 1912 2 out 1215 6 1227 0 37 2 07 65' C live • DLDLDNKNLR 10 NP 149879 1 416R 0 9936 

11 2008-05-07 •' 197   iq73 ' out 1718 9 1 274 034 1 97 242 c live i IILNHEDSEIHTGIK 15 NP 149589 1 126R 0 9919 

15 2008-05-07 17 2031 2031 3 out 1779 1 278 0 32 193 15C 0 IIV6 1 VKGSYYIINRYFQK •4 NP 149758 1 295L 0 9986 

14 2008-05-07 17 2001 2001 3 oul 1777 8 1 197 0 32 1 88 266 0 1APVIIAPV 2 M'LNSWM-EEC QYAK •6 YP 001040002 1 poiymerase poiyprotein 0 9995 

18 2008-05-07 17 1763 1763 3 out 1915 1 204 04 1 83 229 0 Nosema l DELAGTGIEEHGDKAKR •a ABY49795 1 hypothetical spore wall protein 13 0 9987 

' 2008-05-07 17 1839 1839 2 out 1306 7 0 869 0 33 18 2'6 c IIV6 1 NLTGGIDNLYAR •2 NP  149647 1 154R 0 I809 

6 2008-05-07 17 1016 1016 2 out 1236 ' 1 235 041 1 79 317 0 IIV6 1 FVF-MCk 10 NP  149561 1 098R 0 983 

2 2008-C5-07 17 1032 1032 2 out 1-16 6 1 403 0 43 1 74 290 0 693 ABPV 1 LSEPLFEPGK •o NP 066241 1 replicase poiyprotein 0 9967 

I 2C08-05-07 17 894 894 2 out 1158 6 1 256 : 4? 1 64 251 0 Nosema 1 NGELLSGILDK n ABM26977 1 RNA poiymerase II largest subunrt 0 9985 

19 2008-05-07 17 762 762 3 out 1956 1 0 687 0 38 1 64 188 0 693 live 1 FPILFYGFKNNIKINK •f> NP 149571 1 108R 0 9785 

9 20080607 17 1168 1168 3 out 1667 1 346 0 48 1 63 133 0 Nosema 1 TSFKIQIGDYILIR 14 ABE26651 1 pol poiyprotein 0 9949 

13 20080507 17 1878 1878 3 out 1776 0 542 0 39 1 59 262 c Nosema 1 SEIIKGEYDLVRIIK 15 ABE27273 1 unknown 0 9905 

12 200806-07 17 744 744 3 oul 1737 9 0 709 0 52 1 57 230 0 Nosema 1 IPFGFAYCTLPHFPK IS ABG91164 1 DNA-dependerrt RNA poiymerase II largest subuni 0 9704 

20 2008-06-07 17 1644 1644 3 out 2108 2 0 047 0 45 1 54 96 1 609 Nosema 1 MIPLSAPFSVLTKNFTTIK 19 BAF 76326 1 heat shock protein 70 0 999 

10 2008-05-07 17 1956 1956 3 out 167! ! 0 057 0 35 1 52 169 0 Nosema l VFPDEKRLGPFQDK •4 ABE26649 1 pol poiyprotein 0 9678 

Test 64 

SrNo FIIP Nan-ip (M+H) 'M 'Cn XCon S» RSp_ Reference No Peptide AA ID* Protein PP 

4 2008-05-07-18 822 822 2 out 1144 7 1405 0 31 2 38- 0 nve 1 IENENNLEEIK 11 NP  149776 1 313L 0 9633 

3 2008-05-07-18 810 810 2 out 1302 8 1 974 0 35 1 81 243 0 HV6 1 MLILNCLQKVK 11 NP  149723 1 260R 0 9961 

9 2008-05-07-18 1067 1067 3 out 1926 0 491 0 43 1 73 20? 0 IIV6 1 LDSYSLNFVAKHFLGSK 17 NP   149500 1 037L 0 9955 

5 2008-05-07-18 1686 1686 3 out 16617 0 615 0 36 1 7 118 1 099 nve 1 EMNSLQLM-WEEWK 16 NP  149701 1 238R 0 9849 

? 2008-05-07-18 664 664 2 out 1155 f C 579 0 28 1 68 4 74 0 SV|SV|SV|SV|S\ IS FVEATFMTVK 10 NP  049374 1 polyprolein 0 9538 

1 2008-05-07-18 1161 1161 1 out 874 6 1 129 0 48 163 138 0 nve 1 MKT1IIR 7 NP 149530 1 067R 1 

7 2008-05-07-18 187' 1871 3 out 1863 8 1626 0 45 1 61 87 1 386 SVISVISV ? MMQYKSGDRETSFQR IS AAL79021 1 AF469603   1 polyprolein 0 9997 

6 2008-05-07-18 695 695 3 out 1739 9 1 568 0 51 151 96 1 609 Nosema 1 NLGLYMPVQWEFSR 14 AAB62548 1 glutaminyl-tRMA synthetase 0 9985 

Test 65 - below detection limits 
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Test 66 
SrNo File Name (M*H) •M "Co XCorr Sp RSp Reference No Peptide AA ID* Protetn PP 

9 2006-08-01-11 1951 1951 2 out 1229 7 • 752 0 24 2 73 '32 0 IIV6 i EIQLMKNILK 10 NP 149723 1 260R 0 9646 
15 2006-08-01-11 1964 1964 2 oul 1614 9 1 274 0 38 26 691 0 IIV6 i TILTTKVQNINIEK 14 NP 149513 1 050L 0 9751 
12 2008-08-01-11 1667 1667 2 oul 1450 6 1 366 0 29 2 46 4'3 0 693 irv6 1 M'NDNDDIVEIEK 13 NP 149765 1 302L 0 9708 

1 2008-08-01-11 1362 1362 1 oul 700 6 1 087 0 23 2 05 •TO 3 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymetase II largest subunrt 1 
13 2008-08-01-11 1631 1631 2 out 1534 8 1 75 0 41 2 03 834 3 'Jr^na 1 MPFGLVNGPATFQR '4 ABE26655 1 pol polyprotem 0 9875 

5 2006-08-01-11 1417 1417 2 out 1133 7 0616 :-7 
2 02 348 3 irv6 ' DDY u.LLR V NP  149867 1 404L 0 9965 

36 2008-08-01-11 2204 2204 3 out 2927 6 0 712 0 41 1 94 135 0 693 irv6 • QLVTYHHTMLKVIIQRELWIMFK 21 NP  149894 1 431L J '-   - 
17 2008-08-01-11 2192 2192 3 out 16719 1 894 0 42 1 88 ?27 0 Nosema • CLHMLRGVIPYEIK 14 A8069719 1 unknown 0 9917 
10 20080801 11 2207 22072out 1348 8 0 008 0 48 183 "5 0 irve 1 KFKDILIATGDK 12 NP  -496-2 • 149L 1 
20 2008-08-01-11 1765 1765 3 out 1738 9 004 0 52 1 83 236 1386 Nosema • VPYASPAFM'IEKKNK •6 ABE26651 1 pol polyprotem 1 
26 2008-08-01-11 1058 1068 3 out 1982 1 1 846 0 43 183 173 3 Nosema • VDALASRELGGLLARLDGR '9 AAQ91616 1 unknown 0 9879 
28 2008-08-01-11 1891 1891 3 out 2042 2 0 319 3 41 • S 121 3 Nosema 1 IELSQADSTRIKALVELR 13 AAC47660 1 mitochondnal-type HSP70 0 9816 

3 2008-08-01-11 1046 1046 2 out 1174 7 1 164 0 5 ' 73 274 3 IIV6 i LDGVSCLIINK 11 NP  149668 1 205R 0 9569 
34 2008-08-01-11 1764 1764 3 out 2453 2 162 0 3' • 73 321 0 IIV6 1 HGNDSWVIPELCENNQIEISR 21 NP   '4<.-642 • 179R 0 9574 
14 2008-08-01-11 5460 5461 2 out •5T0 9 : 135 0 55 ' 72 341 0 irv6 1 VKSLTESLPTSPLAK '5 NP  149769 1 306R 0 9636 1 

2008-08-01-11 204720472out 11477 0 004 0 39 336 0 Nosema • FNQKQTUR 9 ABY49796 1 hypothetical spore wall protein 14 0 9964 
32 2008-08-01-11 2515 2515 3 out 2101 1448 0 47 167 173 0 Nosema • ERYNLVCPKNWWQYLK 17 ABV48894 1 hypothetical spore wall protein 0 9986 
4 2008-08-01-11 2167 2167 2 out 1122 5 0 594 0 43 162 207 0 irv6 i SLMGNCPSSVK 11 UP   149Js£  • 092R 0 5756 
6 2008-08-01-11 1253 1253 2 out 1146 6 0 133 3 46 • 62 355 J Nosema 1 ISKEMNRIR 9 ABY49795 1 hypothetical spore wall protein 13 0 9912 

25 2008-08-01-11 2135 2135 3 out 1925 8 1 024 3 59 16 55 1 792 IIV6 • WSDSDYVDYPSYNILK 17 NP  149561 1 098R 0 9817 

29 2008-08-01-11 1531 1531 3 out 2071 1 1353 0 45 152 76 0 I've • QHFINAKLIYNNIIQNK 17 NP  149668 1 205R 0 9564 
21 2008-08-01-11 1936 1939 2 out 1763 1 0 402 0 51 1 51 432 0 Nosema 1 RMFVLAVIVLFIITK 15 AAL28057 1 AF406785 6 calmodulm-dependent protein kinase 1 

11 200B-08-01-11 1769 1769 2 out 1399 6 1 576 0 49 • 5 306 0 IIV6 i FRSDMQESLMR " NP  149676 1 2'3R 0 9691 

Test 67 
SrNo File Name (M.H) •M *Cn XCorr Sp RSp Reference No Peptide AA ID* F'Ole f" PP 

16 2008-08 13-07 1676 1676 2 out '614 9 0 274 0 38 2 47 60; 0 live 1 TILTrKVQNINIEK 14 NP 149513 1 050L 0 9904 
10 2008-08 13-07 1874 1874 2 out 1285 7 0 282 0 3B 2 31 36' c IIV6 1 EAOKIEKIGNR 11 NP 149612 1 149L 0 993 
11 2003 08 13-07 950 950 2 out 1344 7 1 59 0 26 2 13 311 0 693 IIV6 1 IENENNLEEIK 11 NP 149776 1 313L 0 9952 

1 200B-08 13-07 1175 1175 1 out 700 5 1 011 02 2 07 4'2 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA porymerase II largest subunrt ' 
13 2003-08 13-07 -i22 "522 2 out 1371 8 0 464 0 32 1 96 23' 0 Nosema i NNILSLLKESLK 12 AB069714 1 unknown 0 9939 
24 2008-08 13-07 812 812 3 out 2024 1 966 0 53 193 256 0 HV6 1 VDDTAEWSNLTWFANDK 13 NP  149475 1 0121 0 9697 

4 2008-08 13-07 554 554 2 out 1179 5 0 657 0 32 1 89 653 0 i.oseTa 1 EVECuRAECK ID ASV48890 1 hypothetical spore wall protein 3 9853 
9 2008-08 13-07 1688 1688 2 out 1274 7 0 693 0 32 187 25' 0 BQCV 1 KVEAYAPKVNR 11 NP 620564 1 nonstructural polyprotem 0 9972 
3 200808 1307 1238 1238 2 out 1143 7 0 386 0 35 1 85 310 0 693 Nosema 1 TLVTILADGIK 1' AAL28053 1 AF406785 2 checkpoint protein kinase 0 9567 
8 200808 1307 1286 1286 2 out 1264 7 1 76 0 51 1 78 440 : HV6 1 INGUDISEYK 1i NP  149758 1 295L 1 

18 2008-08 13-07 1863 1863 2 out 1646 8 0 559 0 36 1 76 209 1 099 irv6 1 ETTNEEVNIDEIDK 14 NP 149901 1 438L 0 9952 
17 2008-08 13-07 1176 1176 2 ourl •63' 8 0 293 0 37 1 73 148 0 693 IIV6 l IDADIQGNGM'VEIIK 16 NP 149618 1 155L 'I 9939 

5 200808 1307 1149 1149 2 out "'9 7 0 347 0 33 1 71 322 0 IV6 1 PEILPLLTOR 1.1 NP 149731 1 268L 0 9691 

26 2008-08 13-07 1026 1026 3 out 2249 2 0 732 0 57 1 71 136 1 399 I1V6 1 HVHT1HHYLVRNYRYIK 17 NP  149537 1 074R 0 9951 
21 2008-08 13-07 1902 1902 3 out 1793 9 0 631 0 42 169 207 0 Nosema 1 KTQSDQGTTTKVQEDK 16 ABE26649 1 pol poh/protem f   0 951 
15 2008-08 13-07 1737 1737 2 out 1532 7 0 486 0 39 167 465 0 ABPV 1 NKDEFTKM'CWSK 13 NP 066241 1 replicase polyprotem 0 9931 

6 2008-08 •3 C7 3-4 S'4 2 oul 1218 7 0 523 0 46 1 63 404 0 Nosema 1 VLGRSlfAVTR 11 AAL28054 1 AF406785 3 pyruyate dehydrogenase E1 alpha subun - 
14 2008-08 13-07 928 928 2 out 1453 7 0 282 0 35 162 199 0 IIV6 1 NKEAFRNQOYR 1' NP 149770 1 307L 0 955 

7 2008 08 13-07 968 96B 2 out 1258 7 S3 04 1 52 227 0 IIV6 1 NKSPLLNESEK 11 NP  149523 1 060L 0 9891 

TMI68 

S-No F.l* 'iar-; |M*M) •M *o KCofl SF- RSp --ele-ence No !>pi>a.- AA ID« Protein PP 

4 2006-08.13-08 1293 1293 2 out '156 7 0 469 0 74 3 6.1 312 0 KBVlKBVIKBV|KBVIkBVIKBV 6 IGPISEVASGVk 12 ABN49472 ' VP4 protein 0 9894 < 2OO6-09-13-08 1401 1401 2 out '270 7 0 385 05 .1 54 1661 0 ABPVlABPV|AEPVlA3PVlABPVABPVIKBV|kEV|KBV!keVllAPV •; WAEDWWEPK •i NP 066242 i capsid protein 0 9827 

11 2008-08-13-08 1872 1872 3 out '7178 132 0 56 3 S3 932 0 1APVIAPV 2 NMDOTHSIIOFLOR U vo OC040003 1 structural polyprotem 09996 

13 2008-OB-13-08 1754 1764 3 out '733 6 1281 0S2 1JJ '261 0 APVIAPV 2 NM'DOTHSIIOFLOR i1 VP 001040003 1 structural polyprotem 0 9961 
17 2008-03 13-08 1736 1736 2 out •790 9 0 267 0 62 J u Tit 0 \csema 1 SYEIPDGOVIMGS5R if AAB86863 1 acim 0 9663 

6 2008-091308 1632 1632 2 out 1617 6 0 038 0 63 3 26 991 0 IAPVIIAPV 2 'rrrDtwiiciANi'K 13 
10 

YP 001040003 1 
AAN3616i • 

structutal polyprotem 0 9804 

2 2008-08-13-08 1694 1694 2 out 1143 6 0 646 061 321 915 0 NosemalNosema 2 LAVNVVPFPR beta-lubulin 0 9835 

24 2008-08-13-08 1786 17B6 3 oul 21101 142 0 62 1 02 318 0 Nosema i ASLQLKELEMOHNNLVSR lb AAT12296 1 Chiomosoma tegivcation prOISin 0 9986 

7 2008-08-13-08 176 177 2 out '149 6 0 193 0 65 2 u 334 0 W\PV|APV 2 ITSISE-ENR It YP 00*040003 1 structural polvprotetn 0 9859 
6 2O08-OB-13-08 1969 1969 3 out 1671 1 919 04 2 03 135 0 693 Nosema i RSVLINGTkQWDNK 16,ABfc26660 ' pol poiyprotom 0 9975 

1 2006-08-13-08 1186 1186 1 out 700 5 1 092 0 22 2 01 404 0 Nosema 1 VXDiiK 6 A3M26977 1 R'.A pcly-netase II li-oest subunrt 1 

26 2008-08-13 08 1068 1068 3 cut 2496 1 0 045 0 JT 1 87 '42 0 Nosema i SPDVFDTEAVYEKFKM'CNNDk 22 A3Q69725 1 unknown 0 977 

19 2008-08-1308 1390 1390 3 out '907 5 0 748 0 63 • 54 333 : lAPVILAPV 2 yYLAVSPYDDKVDTAR If VP 001040003 i Structural polvprotein 1 

12 2008-08-13-08 1061 1061 3 oul '725 6 0 305 0 41 i -J 33 i 386 Nosema i CRLWKYMANlSlk i; AAFK-766 i 2051 prntpasomp alpha 5 subunit I 

27 2008 OS 13 0B 118B 1188 3 out 2498 3 0 036 0 54 • s; 44 i 386 Nosema 1 VFGKLFLLLDSVRPDIFSEVR 22 ABV488991 hypothetical spore wan protein 09944 
7 2008-08-13-08 783 783 3 oul 1655 S 0 305 0 4' • SI 200 1386 SV 1 DILVGVEkTLDaiGR 16 AAT46735 ' slructuial polyprotem 0 9971 

18 2OO6-03 13-08 916 916 3 out 1888 9 151 0 I' i SI 61 0 693 IIV6 ' RSDCVFlHPGEKM'PEk !' M   M9SM i 1321 0 99B4 
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Test 68A 

SrNo • ii< Name |M-H) •M •Cn XCOff Sp RSp Reference No F epilog AA ID* F'oteri K 

38 2008-0»-13-112133 2133 2out 1790 9 1 374 0 63 4 14 851 3 Nosema 1 SYELPDGQVIKIGSER '6 AAB86863 1 actin 0 971 

J 2008-08-13 11 1479 1479 2 out 1156 7 0415 0 71 3 18 89.' 3 KBV|KBV|K8V|KBV|KBV|KBV 6 IGPISEVASGVK •2 ABN494'2 1 VP4 protein 0 9809 

26 2008-08 13 11 2111 2111 2 out 1614 9 0 56 0 35 2 88 6-5 3 IIV6 1 T1LTTKVQNINIEK '4 '16   149513 1 0501 0 962 

17 2008-08-13-11 1721 1721 2 oul 1384 8 1 544 0 26 2 33 459 0 Nosema 1 QLERtJKLEINK •• ABE26652 1 pol polyprolein 0 9974 

42 2008-08-13-114014 4014 3 oul 1863 8 0 492 0 49 9 ?z 244 0 SV|SV|SV 3 MMQYKSGORETSFQR •5 AAL79021 1 AF469603 1 polyprotein 0 9785 

13 2008-08-13-11 468 468 2 out 1350 8 0 603 034 2 28 817 0 IIV6 1 FLETLLKPFDK '1 NP 149666 1 203L 0 9865 

52 2008-08-13-11 549 549 3 out 1987 9 0 871 0 5 2 27 '49 0 live ; DMKFGCHEYIEFGKQR 16 NP  149538 1 075L 0 9772 

32 2008-08 13 11 1568 1558 3 out 1729 9 0 635 041 2 25 '45 0 693 live ' MEIIIAFFLYLNDK 14 NP 149658 1 0951 0 9723 

64 2008-08-13 11 2421 2421 3 out 2189 1 0 062 034 2 22 29" 1 386 live 1 QVLLHELGHTFGLGHSSDNK 29 NP  14962B 1 165R 0 9859 

5 2008-08-13-11 1241 1241 2 out •<;; • : 49' 0 32 22 394 0 Nosema 1 IJYSKSSLIESR '• ABE26664 1 pol polvprolem 0 5 6 3: 

21 2008-08-13 11 3094 3094 2 out 1497 8 0 484 03 2 17 128 1 386 Nosema ' UIIFCFKDKELK '2 ABE27265 1 unknown 0 9934 

69 i   ;03  '   i \-n •:-..= Sou; 2514 4 0 467 0 39 2 17 152 1609 IIV6 1 DUIATGOKVLVYAPLKLTDEAR 23 NP  149612 1 149L 5 Ktsa 
14 2008-08 13-11 2154 2154 2 out 1374 7 0 187 t; 2 14 444 3 Nosema 1 EVMRIQAESIAK '2 AAT12295 1 phospholipase D 0 9938 

S5 2008-08-13 114174 4174 3 out 2000 1982 0 45 2 1 191 0 IIV6 • EMNPPDTHAATVGYVNRK 18 NP 149848 1 385L 0 9842 

6 2008 08 13-11 426 426 2 out 1209 6 0 471 0 39 2 08 676 3 DVW|DVW|DWVlDWV|Kakuga 5 KLFWCQKEK 9 NP 853560 2 po',piottf>' 0 9856 

20 2008-08-13-11 1529 1529 2 out 1485 9 1 581 : 35 2 08 -'-:; 0 Nosema • ISRRLTFIPLNR 12 AAT 12296 1 chromosome segregation protein 0 9654 

23 2008-08-13-11 1398 1396 2 oul 1526 8 1492 03 2 08 :-". 0 693 BQCV1BQCV 2 ELSLHDKELWEK IS NP 620564 1 nonsuuctural polyprotein 0 9962 

24 2008-08-13 11 1409 1409 2 out 1528 8 1 73 : 33 2 05 '30 0 KBV1K6V 2 W'EAFASSDTVTLK •; NP 851403 1 non structural polyprotein 0 9586 

12 2008-08-13-11 957 957 2 out 1344 7 0 369 I 37 365 0 IIV6 1 IENENNLEEIK 11 NP  149776 1 313L 0 9673 

45 200B-08-13-112S65 2565 2out 1947 8 1 848 0 48 1 98 157 0 Nosema • FNEQCGREWEVLMSMK 17 ABV48900 1 hypothetical spore wall protein 0 9981 

51 2008-08 13 11 636 636 3 oul 1979 0 476 C 44 197 .. 1099 IIV6 1 EEETNEINYIIDOLOK 16 NP  149563 1 1001 0 9913 

61 2008 08 13 11 1536 1535 3 out 2111 : 454 : J2 1 96 JS1 3 Nosena • LKESLLDFVSQYYCWQK •8 AAD12605 1 RNA polymeiase II lamest subumt 0 9912 

49 200B 08-13-11 4001 4001 3 out 1957 9 0 424 044 1 95 32-' 0 693 OWV|OWV|DWV|DVW|DWV 
1 

M-EFTDQDKSGIJTVKWR •' AB1.164S19 1 polyprotein 0 9666 

33 2008-08-13-11 1177 1177 2 out 1739 0 365 0 35 1 94 i1 0 693 IIV6 1 PKEUICIDGVAPRSK 16 NP   149475 1 0121 11'"54 

10 2008-08-13 11 4008 4008 2 oul 1285 7 3 464 03 i 53 532 0 IIV6 • EAQKIEKIGNR '1 NP  149*12 1 1491 0 96-1 

li 2008-08-13-11 1565 1565 2 oul 1459 8 0 561 0 37 l 93 ->!'. 0 IIV6 ' M'PHYVWKSPMR •3 NP   149567 1 104L II IB" 

l 2008 08 13 11 688 688 2 out •1366 0 537 : 3: 191 136 1 386 IIV6 • KSMLKQMLK 9 NP 149751 1 288R 0 9802 

29 2008-08-13 11 3568 3568 3 oul 1711 8 0 955 0 43 l 88 i-'.a 1 099 live • ESMEKOYPECLKVK 14 45  -4 '• •; 1 176R 0 9908 

3 20080813-11 B37 837 2out 1269 6 044 034 • 3' 25- 3 sv • NLSSEYSSRAR 11 VK163S3 pgryprota. 0 9889 

22 200808 13 11 2442 2442 2 oul '495 S : 342 0 46 • 84 403 0 693 IIV6 ' EIFICYREGIKK •2 NP  149500 1 037L 0 3551 

36 2008 08 13 11 424 424 3 oul 1763 9 • 932 0 39 1 B4 2'5 3 Nosema • TXLITEKCLECQLNK ': ABE26660 1 pol polyprotetn 0 985 

71 2008-08 13 11 1787 1787 3 out 2633 2 ' 228 061 1 83 •- 3 Nosema ' OVCLTSIEKCDSSDNAPIMMFVSK 24 AAT72743 1 translation elongation factor 2 (1 962.' 

5 2008-08 13-11 96 96 2 out ! 0 099 :: 3! 1 82 in 3 IIV6 ' DGNILM-DANGK •2 NP 149600 1 037L 0 9798 

41 2008-08-13-11 1287 1287 3 out 1849 1 158 041 18 29i :• IIV6 ' LD.SKRTGLIMDFNNPK 16 NP 149642 1 179R 0 9903' 

63 2008-08-13 11 3481 3481 3 oul 2168 9 1683 : «7 1 8 349 0 KBV1K8V 2 YVEGTGYD7VDVSM-QM-WR X NP 851403 1 non-structural polyprotein 0 9852 

59 2008 08 13 11 4792 4792 3 out 205 i ; 55 5 C 4' 1 78 12' 1 1195 live • NSCSVTLTYNDmORTK 18 NP 149513 1 0501 0 ta 1 

11 2008 06 13-11 4534 4534 2 out 1303 8 1 14 C 34 •    i :'; 3 MSCLTT • LLDFVEKGRVK 1' ABQ96192 1 vasa I] '815 

67 2008-08-13-11 2782 2782 3 out 2417 3 0019 054 1 77 re 1 099 IIV6 1 LETHITULNFFVISDLSDVK 2' NP 149501 1 038R 0 9722 

47 2008 08 13 '1 4066 4366 3 oj: 1954 0 512 0 62 1 75 143 1 609 IIV6 1 LDISVEDRAPQPDKKTR 1' NP I4M63 1 4881 C 973 

25 2008-08-13-11 1374 1374 2 out 1570 8 1 296 044 1 73 140 3 Nosema 1 IAM.EGDEYNQYK 13 AB069721 1 unknown 0 9912 

56 2008 08-13-11 276 276 3 out 2008 1 ...* 0 55 1  71 n 1 946 Nosema 1 NS.NIHIPNLFGRAINSK •3 AB069717 1 unknown 0 9676 

2 2008-08-13 11 937 937 2 out 1133' ' )94 0 35 1 '2 127 0 Nosema 1 WNAPTlLVPh. 13 ABE26649 1 POl polyprotein 0 9967 

St 2008-08-13 11 2352 2352 2 oul 1977 1 1 156 -.- 1 71 52 0 IIV6 1 NE-CTSIITEMATIELRK 1' NP  149672 1 209R 0 19  0 

27 2008-08-13-11428 428 3 out 1655 9 0 239 044 169 153 0 SV ' DILVGVEKTLDQLGR 1! AAT45735 1 •tnjctuni polypratttfi 0 9801 

68 2006-08-13 11 2370 2370 3 oul 2497 1 1 744 0 45 j 262 0 Nosema ' M'CVDYRALNSVTTRDSYM'SPR 29 ABE26664 1 pol polyprotein 0 9909 

34 2008-08-13-11 3790 3790 3 oul 1745 1 322 0 46 1 66 69 2 9% live 1 LIFYIVTKEKSYLK 14 NP  149495 1 032R 0 .64 ' 

5: 2008 08 13 11 4192 4192 3 oul 1996 2 1 385 0 39 '   66 249 0 11V6 1 NIVKIEDEWRUNITK 17 NP  149513 1 050L 0 9913 

54 2008-08-13-11 1397 1397 3 out 1998 1 026 04 -i- 0 Nosema 1 SNDVTEKEDINSLYDKK 1' ABE27266 1 unknown 0 988 

53 200808 13 11 699 699 3 out 2012 1 0 813 064 1 64 192 0 Nosema 1 IIT-KEiFKTEIGENLFK 17 AB069725 1 unknown 0 9882 

i 2008-08-13-11 298 298 2 out 1147 6 0 514 0 45 1 59 150 1792 Nosema 1 LYPGTEAGLVK 11 AAT12296 1 chromosome segregation protein 0 967T 

62 2008 08 13 11 2766 2766 3 out 2145 1 0 988 0 42 1 59 1.(5 0 693 live ' EE3TQKIDVU0QNE0LK IS NP  149611 1 148R 0 9605 

37 2008-08-13-11 2305 2305 2 oul 1767 0 394 0 43 1 58 130 0 live • M-KIFTFYFLKIOGK 15 NP  149715 1 :^2. 0 9965 

57 2008-08 '? '1 1720 '72C .low 2012 0 599 044 1 58 '31 0 sv ' LSSGGIGRNGSSEYSSRAR 19 AAK16260 1 polyprotein 0 9898 

'0 2008-08-13-11 3448 3448 3 oul 2587 2 0 48 0 48 1 58 1-5 0 ri.:st"-i* ' TVCEGEVMEEGHTGCGNKOPLIKK ,4 ABM26979 1 RNA polymeiase II largest subunil 0 9875 

44 2008-08 13 112281 2281 2 oul 1917 0 74 0 43 157 30 0 699 NoMmi ' FIVLATDYFTKWVEGK '6 ABE26649 1 pol polyprotein 0 9889 

60 2008-08-1311 4426 4426 3 oul 2057 1 0 724 0 46 1 57 216 0 IIV6 1 IDADtQGNGM'VEIIKALIK 23 NP  149618 1 155L 0 9917 

39 2008-08-13-11 365 365 3 out 1834 9 0 694 044 1 56 82 1 609 BOCV 1 VEGSNGVPEAYESKVNR •' vr   62  664 nonstructural polyprotein 0 9848 

15 2008-08-13-11 816 816 2 out 1375 7 0 367 0 47 1 55 29C 0 693 live 1 QNDSFINPKLIS '2 =  '-    26 1 465R 0 987 

16 2008-08-13-11 3329 3329 2 out 1377 7 149 041 1 55 146 0 11V6 1 LISLDDEGTRCR •2 NP  149800 1 337L 0 9595 

1! 2008-08-13-11 4447 4447 2 out 1413 8 C 638 0 39 1 55 153 0 NosemalNosemalNosema 3 YYDIGLDSVIKK 12 ABI.1269B1 1 RNA polymerise II larqesl subonil 0 994B 

3( 2008-08-13 113901 3901 3 out 1712 1 t 43 044 ' 51 294 0 live • IIIIHKIIIYRGPY '4 NP  149680 1 2171 0 9781 

66 2008-08-13-11 2760 2760 3 out 2382 3 164 0 48 1 5 2-2 0 nve 1 M-IEIPLWNKINADQDVLIIK 21 NP  149714 1 25U 0 953 

Test 69 

:.: :'le flame IM+H) •M •Cn XCof Sp RSp Reference l.o Peptifle AA ID* Protean PP 

5 2008-08 13-09 1676 1676 2 oul 16178 0412 0 71 4 1f 1514 3 IAPVIIAPV 2 TTTDNWILQANTK 13 YP 001040003 1 structural polyprotein 0 9899 

6 '008-08 13 09 1929 1929 3 oul 17178 0 664 0 55 3 7! 927 3 1APVIIAPV 2 NMDDTHSIIQFoQR 14 YP 001040003 1 structural polyprotetn 0 9981 

8 2008-08 1/ 0" 1809 1339 :< oul 1733 8 0 885 oe 3 2i 544 3 IAPVIIAPV 2 NrVTDDTHSIIQFLQR 15 YP 001040003 1 Structural polyprotein 0 69'5 

3 2008-08 •: 09 • U2 1322 2 oul 1156 7 0 146 0 7( 2 9' 675 3 KBV|KBV|KBV|KBV 6 IGPISEVASGVK 12 A8N49472 1 VP4 protein 0 98 

2 2006 08 13-09 65 65 2 out 1149 6 0 482 0 65 2 7i 969 3 IAPVIIAPV 2 ITSISETENR 10 V'1 0010*0003 1 structural polyprotein 0 9702 

4 2008-08 13-09 2733 2733 2 oul 1515 7 1 443 0 65 26 535 3 Nosema 1 IWHHTFYNELR 11 AAB66863 1 actin 0 9938 

15 2008-08 13-09 1621 1521 3 out 1827 9 0 643 0 31 2 3< 457 3 irv6 1 ENKNLFIPDTDPPISK 16 NP  149750 1 287R 0 9965 

20 2008-08 13-09 1846 1846 3 oul 2110 1 • 43- c v 2 1' 344 3 Nosema ' ASLQLKELEMQHNNLVSR 13 AAT12296 1 chromosome segregation protein 0 9899 

29 2008-08 13-09 2159 2159 3 out 2644 3 1 36 05 2 1; 154 3 ABPV|ABPV 2 PITKLMCPETVSNNVSIWWKW 22 AA074623 1 capsid protein 0 9988 

16 2008-08 13-09 1690 1690 3 out 1857 1 258 0 37 2 1 442 0 IV6 1 ASASIGACMKGVFIIFNK 13 NP 149833 1 370R 0 9916 

1 2008-08 13-09 1192 1192 1 out 700 5 1 05 o; 2 01 413 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymer ase II largest subunrt 1 

29 2008-08 13-09 1077 1077 3 oul 2496 i 9 115 0 51 2 0. 134 0 Nosema 1 SPDVFDTEAVYEKFKM'CNNDK 22 AB069725 1 lantcnown 0 9935 

14 2008-08 13-09 314 314 3 out 1795 9 ' 13 0 47 20 167 1 792 Nosema 1 NKLDCKFEGPYQIIK 15 ABE26648 1 pol polyprotein 0 9987 

7 2008-08 13-09 4642 4642 3 oul 1726 9 1 055 0 51 1 9! 208 0 693 IIV6 1 GLGTTKhEDVPKIFGK 16 NP  149508 1 0451 ' 
17 2008-08 • fis 0H8 i038 3 mi •936 9 ' 9:J 0 « 19. 196 0 693 Nosema 1 AEVRSM'TETSM-NQETIK 19 ABE26664 1 pol polyprotein 0 9918 

26 2008-08 01   '•'  i iSSS 5   id 2361 2 1 665 0 55 1 It 263 0 Nosema 1 AWVEVSDNTPTQVASQUKKNK 21 AB069713 1 Sec61alpha 0 998B 

13 2008-08 •:• 09 ;i72 f; i oui l •'84 9 r. 19 0 V 1 7: r-4 2 079 Nosema 1 IFENIVMGFSGISGDAK 17 AAF91269 1 20S proteasome alpha 5 subunrt 0 9999 

21 2008-08 13-09 2024 2024 3 out 2124 1 ' 33 0 52 1 6i 6 • 1 099 Nosema 1 TGYCPVMDLGSHHVPAKIAK 20 AAS16360 1 Translation elonqation factor 1 alpha 0 999! 

27 2008-08 13-09 1848 1848 3 out 2419 4 ' 892 044 1 6! 254 0 Nosema • KLMVAGGIVIVWAVTVSAWFFT 24 ABV48892 1 hypothetical spore wall protein 0 9902 

11 2008-08 13-09 1379 1379 3 out 1776 9 1 16 04 16: 279 0 IIV6 1 EDNFNTVGGSKIWIGK 17 NP 149538 1 0751 0 9989 

26 2008-08 13 09 1632 1632 3 out 2398 1 1 587 0 45 1  6 •'.: 0 IIV6 1 YM'YYTCGKDGNILMOANGKPK 22 NP 149500 1 037L 0 9975 

23 200608 13 09 1030 1030 3 oul 2249 2 0 607 c •• 16; 192 0 IIV6 ' HVHTIHHYLVRNYRYIK 17 NP  149537 1 074R 1 

24 2008-08 13-09 1930 1930 3 out 2334 2 1 397 0 46 16; 80 3 irv6 1 HPTIKDDQIYDSYLAEKGLK 20 HP  149818 1 155L 0 994 

18 2008-08 13-09 1616 1516 3 oul 2063 0 46 0 4: 1 5 278 ) Nosema ' WE f JYVSSDVDIICEAM'R 19 AABS4170 2 Hypothetical protein C44E4 2 0 6)96? 
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Test 70 

SrNo File Name (M.H) •M •Cn XCorr Sp RSp Reference •lo Peptide AA ID* Protein PP 

38 2008-08 15-01 1989 1989 2 out 1790 9 0 303 0 67 3 16 698 0 Nosema l SYELPDGQVIKIGSER '6 AAB86863 1 actin 0 9952 

15 2008-08 '5-0' '449 1449 2 out ••56 7 0 084 0 68 2 83 702 0 KBV|KBVIKBVIKBVIKBV|KBV 6 IGPISEVASGVK •2 ABN49472 1 VP4 pfotem 1 

35 2008-08 15-01 20612061 2 out 1614 9 0 606 0 38 2 82 722 0 IIV6 1 T1LTTKVQNINIEK •4 UP 149513 1 050L 0 9506 
37 2008-08 15-01 1526 1526 3 out 1776 9 1 226 0 56 2 27 204 0 Nosema 1 MVCEDCNNRQPVIKK 16 AAD12605 1 RNA polvmerase II larqest subunit 0 5^5 

B 2008 08 15-01 682 682 2 out 998 5 ' 434 0 38 2 22 363 0 IIV6 1 IELLNQIR 6 NP 149777 1 314L 0 9784 

21 2008-08 15-01 944 944 2 out ' 344 7 163 0 28 2 15 335 0 IIV6 • IENENNLEEIK " l.P   149776 1 3131 0 9925 

29 200808 15-01 1014 1014 3 out 1496 8 0 377 03 2 01 219 0 693 IIV6 1 TKSVSIVYEDLNK '5 NP  149848 1 385L 0 9766 

11 2008-08- 15-01 1066 1066 2 out 1074 5 1 11 034 1 55 453 0 1*0 = ^1-3 1 ENNVADGLSR 10 ABE26651 1 pol polyprotem 0 9846 

28 2008-08 15-01 552 552 3 out 1469 7 1 257 0 4B 1 98 335 0 tlosema • DFDGESIAAIIYR 1? AAB64170 2 Hypothetical protein C44E4 2 0 9989 

13 2008-08 15-01 2032 2032 2 out 1102 7 0 571 05 1 95 519 0 Nosema • PLKSILVK 5 AB069724 1 unknown 0 9849 

31 2008-08 15-01 2834 2834 3 out 1515 7 0 719 0 56 195 394 3 Nosema 1 IWHHTFYNELR 11 AAB86863 1 actin 0 9928 

36 2008-08 15-01 2192 2192 2 out 1648 8 0 633 0 35 195 193 0 693 IIV6 1 ETTNEEVtJIDEIDK 14 NP 149901 1 438L 0 9692 

1 2008-08 15-01 1282 1282 2 out 700 5 0 352 0 33 194 365 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymerase II largest subunit 0 9967 

3 200808 15-01 860 860 2 out 1016 5 ' 294 0 31 184 249 0 IIV6 ' FMKNFDSK 8 IP  -49543 13 33CR 0 9627 

13 2008-08 15-01 1181 1161 3 out 1070 6 0 625 0 33 183 404 0 IIV6 ' LLWDWLPK 6 NP 149515 1 052R 0 9736 

16 2008-08 15-01 1996 1996 2 out 1229 7 0 993 04 183 494 0 IIV6 • EIQLMKNILK 10 NP 149723 1 260R 0 971 

14 2008-08 1501 1946 1946 2 out 1143 6 0 712 054 182 779 0 NosemalNosema 2 LAVNMVPFPR '0 AAN35161 1 beta-tubulin 0 9943 

46 2008-08 15-01 2098 2098 3 out 2169 2 1 664 034 179 363 0 IIV6 • IDADLQGNGMVEIIKALIKK 20 NP  149618 1 155L 0 9949 

30 2008-08 15-01 233'233'2o.it 150C 7 0 567 0 45 1 73 225 0 IIV6 • DOM-AASYLEGKER '4 NP   149635 1 1721 C 9928 

7 2008-08 ••'.-3' 370 3'C 2 out 997 6 0 61 0 37 1 7 195 0 693 Nosema • HFGVRLLR 8 AAU11093 l unknown 0 9823 

48 2008-08 15-01 2481 2481 3 out 2332 1 1 829 0 43 1 7 373 0 IIV6 ' M'NNYSLLEDNPESPYFGWK 21 NP  149891 1 428L 0 9766 

2 2008-08 15-01 1332 1332 2 out 764 4 0 61 0 38 1 63 353 3 IIV6 ' t,AIFATK 7 NP  149829 1 366R i 

17 2008-08 15-01 1454 1454 2 out 1264 7 1 029 0 57 1 66 ?37 3 IIV6 ' INGLOSEYK " NP  149758 1 295L 0 9923 

24 2008-08 15-01 695 695 3 out '388 6 14 0 46 166 50 2 485 IIV6 ' DFSGFSGGGMIGEK •4 NP 149722 1 259R 0 9989 

6 2008-08 15-01 64 64 2 out 940 6 0 634 0 37 1 61 24 7 0 IIV6 1 EWIKKPK 8 NP 149902 1 439L 0 957 

34 2008-08 15-01 1006 1006 3 out 1604 9 0 177 04 161 114 0 KBV|KBV]KBV|KSV 4 LEIFFEPGSIPTVR •4 YP 308662 1 VP2 0 9993 

41 2008-08 15-01 1472 1472 3 out 1965 1 0 89 0 37 ' 6 253 0 IIV6 1 EAPVKLCDALLPWNNNR -8 NP 149647 1 184R 0 9991 

19 200808 15-01 1955 1955 2 out 1297 8 0 454 3 42 1 56 465 0 IIV6 ' VQIAKIPIWLR •2 NP  149891 1 428L 0 9757 

23 2C03 08 15-01 416 416 3 out •385 7 1 493 044 1 64 119 0 693 fJcsemaiNosema 2 ISDQFSVMFRR " AAN35161 1 bela-iubulm 0 9605 

32 2008-08 15-01 3090 3090 3 out 1562 8 0 407 0 38 1 64 166 3 IIV6 • GFFCLGSALTFLMR •4 NP  149662 1 0991 0 9885 

25 2008-08 15-01 2766 2766 3 out 1406 8 1 121 0 43 1 53 90 0 693 IIV6 ' TFRT1ILDHYK 11 NP  149485 1 022L 0 9642 

•15 2008-08 15-01 2246 2246 3 out 2097 1 1 442 0 45 163 111 3 IIV6 ' ENVFKNCFTWILDQSLK 18 NP   145798 1 335L 0 97 

42 2008-08 15-01 '533 '533 3 ojt 1969 1 912 0 37 1 52 244 0 IIV6 ' RSLFSCLVSLISTPIER •-s NP  149465 1 D02R 0 9831 

Test 70 

SrNo Fi ft Name (M»H) "M •Cn "Con Sp RSp Reference No Peptide AA ID* Protein PP 

13 2008-08 16-02 1444 1444 2 out 1156 7 0 575 0 76 3 53 558 0 KBV|KBV|KBV|KBV|K8V|I 6 IGPISEVASGVK 12 ABN49472 1 VP4 protein 1 

50 200808 15-02 1982 1982 2 oul 1790 9 0 311 0 66 3 52 716 0 Nosema I SYELPDGQVIKIGSER 16 AAB86863 1 actin 0 9914 

45 2008-08 15-02 2058 2058 2 oul 16'4 9 1276 04' 3 45 857 0 IIV6 I TILTTKVQNINIEK •4 NP 149513 1 050L 0 9907 

52 2008-06 1502 1648 1648 3 oul 1827 3 1205 0 45 254 445 0 IIV6 I ENKNLFIPDTDPPLSK 16 NP 149750 1 287R 0 9814 

1 2008-08 1502 183 183 2 out 783 5 0 029 0 36 2 3? 592 0 IAPV|IAPV 2 HVLTWK 6 YP 001040003 1 structural polvprotein 0 3559 

25 2008-08 15-02 974 974 2 out 1344 7 1 596 0 26 23 307 0 693 IIV6 1 IENENNLEEIK 11 NP 149776 1 313L 0 9935 

33 2008-08 15-02 2604 2604 3 oul 1515 7 0 78 0 53 2 29 513 0 Nosema 1 IWHHTFYNELR '1 AAB86B63 1 actin 0 9748 

29 2008-08 15-02 3150 3150 3 out 1384 7 0 824 0 33 2 22 2-2 0 693 KBVIKBV 2 GWPEFPT3YVSK 13 NP 851403 1 non structural polyprotein 0 9882 

22 2008-08 15-02 2067 2087 2 oul 1268 6 1 638 0 43 22 3SS 0 693 IIV6 ' DKMOIYVEDK •0 NP 149676 1 213R 0 9609 

8 1000 6 0 534 0 4" 2 14 2'6 0 Nosema 1 EVAVATAIVK •0 ABE26648 1 pol polvprolein 0 9918 

46 2008-08 15-02 1754 1765 2 oul 1630 8 0 754 034 2 13 44'. 0 IIV6 1 QENMLIESHNM'LR '4 NP   149463 1 468L 0 9874 

41 2008-08 15-02 2351 2351 2 oul 1579 9 0 532 0 29 2 02 698 0 IIV6 1 FLRETVGVLFKDR '3 NP   149770 I 307L 0 9966 

5 2008-08 16-02 959 959 2 out 928 6 0 828 0 25 2 01 376 0 IV6 1 AILR. t.T^ 3 NP   149883 1 420R 3 9956 

37 2008-08 15-02 418 418 3 oul 1500 7 0 345 061 1 99 136 0 Uosen-a 1 ElVTSDENIvVKYR 13 ABY49795 1 hypolhelical spore wall protein 13 0 9553 

2008-08 15 02 316 916 2 oul 144' 5 0 457 0 27 197 333 0 live 1 RFSGVTDVNIVIK 236L 0 9826 

15 2008-06 "-0: 1; -2 ;  lut 1171 6 1 876 0 59 1 94 338 0 Nosema 1 HKGVMVGMGOK 11 AAB86863 1 actin 0 9976 

49 2008 06 15 02 1259 125' 3 oul 1784 9 0 551 0 38 1 89 112 1609 Nosema 1 IFENIVMGFSGISGDAK 1' AAF91269 1 20S proteasome alpha 5 subunit 0 9796 

5 ,    ..     6 15-02 538 5 36 2 oul 943 5 1 374 034 186 235 0 IIV6 1 IILDDNIK 3 NP 149769 1 306R 0 9921 

39 2008-08 15-02 2160 2160 2 oul 1524 9 1 368 0 33 1 88 468 0 live 1 SLGWNEQLKVNPK '4 NP  149859 1 396L 0 9973 

54 2008-08 15-02 2337 2337 2 oul 1947 B 1607 0 47 185 16? 0 Nosema 1 FNEQCGREWEVLMSMK 17 ABV48900 1 hypothetical spore wall protein 0 9968 

4 2008-08 15-02 1666 1666 2 oul 880 5 1 636 0 35 1 82 281 0 IIV6 1 NFVKMNK 
7 

NP   149902 1 439L 0 9933 

' 2008-08 15-02 372 372 2 out 989 5 0 101 0 28 1 82 617 0 IIV6 ' DKKLNESR g NP 149639 1 176R 0 9924 

11 2008-08 •- 02 1174 1"4 2ou' 10706 0 989 0 35 1 82 528 0 IIV6 ' LLWDWLPK 3 NP   149515 1 052R 0 9776 

57 2008-C8 15-02 2823 2823 3 oul 2320 2 1 947 0 4' 1 79 144 0 irv'6 i EHKLDSYSLNFVAKHFLGSK 20 NP 149500 1 037L 0 9542 

30 2008-08 15-02 1990 1990 2 oul 1384 8 0 466 0 37 1 78 ?85 0 693 irv6 1 FVGADWLLEPII 13 NP 149910 1 44 7L 0 991 

1 200808 '5-02 2075 2075 2 oul 1032 6 0 666 034 1 76 2(4 0 VDV1 1 LDMGTLNIR 5 ACF24764 1 polyprotein 0 9578 

56 2008-08 15-02 2097 2097 3 out 2169 2 0 316 0 42 1 75 36i 0 IIV6 1 IDADLQGNGMVEIIKALIKK 20 NP 149618 1 155L 0 9801 

2 200808 15-02 131 131 2 out 789 5 0 282 0 35 1 74 238 0 Nosema 1 KSIEKGK 
7 

ABE26653 1 pol polyprotein 0 9831 

35 2008-08 15-02 2090 2090 2 oul 1458 8 1 176 034 1 7 81 0 IIV6 1 QTRVUNEEIQK •2 NP  149561 1 09 8 R 0 9779 

43 2003-08 15-02 1488 1488 2 out 1596 8 044 049 169 145 0 Nosema 1 EARFNEIKSEWAR 14 BAC15534 1 elonqation factor 1 alpha 0 9624 

28 2008-08 15-02 2112 2112 2 out 1380 6 0 517 0 37 1 63 101 0 693 IIV6 1 MLYYCYFHLK 10 NP  149766 1 303R 0 9667 

16 2008-08 15-02 2493 2493 2 out 1178 6 0 683 0 39 167 ,i 3 ABPV|ABPV|ABPVLABPV 4 HVTIVl'QINSKK '1 NP 066242 1 capsid protem 3 ',-'86 

23 2008-08 16-02 654 65J 3 oul 1244 7 1 091 04 167 210 1 IIV6 1 EMLLLPNESAK 11 NP   149674 1 2111 0 9762 

19 2008-08 15-02 1599 1599 2 oul •223 7 0 359 051 1 66 >'•• 3 live " RIKQGEWLAK 1C NP   149624 1 16'. 0 9777 

26 2006-C8 •5 32 '677 16" 2 001 13667 1415 0 36 1 6- 512 0 IIV6 • INLVLFDHHCR 11 NP   149818 1 355R 1 

40 2008-08 15-02 1257 1257 2 oul 1569 B 1 544 0 42 1 61 SO 1 3B6 live ' M'DETQQLLYKFK 1? NP  14966B 1 205R 0 994 

33 2008-08 15-02 2147 2147 2 out '429 6 0 983 0 41 16 244 3 live 1 RTETTIDEWCSK 13 NP   149633 1 170L 0 9675 

44 2008-08 15-02 2274 2274 3 oul 1604 9 ' 959 0 47 1 57 145 0 693 IIV6 1 DLWQRILETRM'K •3 NP   149548 1 085L 0 986 

53 200808 15-02 2340 2340 2 oul 1911 9 0 642 04 1 56 239 3 SV|SV|SV ? MENIRAGMYDAEVGSLR 17 NP 049374 1 polyprotein 0 9575 

36 2008-08 15-02 1473 1473 2 oul 1485 9 0 305 0 5 1 55 52C 3 Nosema 1 ISRRLTFIPLNR •2 AAT12296 1 chromosome seqreqation protein 3 367J 

21 2008-08 15-02 1433 1433 2 oul 1264 7 C45 0 53 1 54 421 0 live 1 INGLIDISEYK 11 NP 149758 1 29' I 0 Y-^ 

47 2008-08 15-02 1983 1983 2 oul 1763 1 0419 0 45 1 53 J10 0 Nosema 1 RMFVLAV1VLFLITK '5 AAL28057 1 AF406735 6 calmodulin-dependent protein kmase 0 9976 

B-30 



Tt«t 70 

SrNo File Name (M*H| 'M •Cn XCort Sp RSp Refeience No Peptide M ID* Protein PP 

43 2008-08 18-01 1491 1491 2 out 1156 7 0 063 0 68 2 78 634 0 KBV|KBV|KBV1KBV|KBVI 6 IGPlSEVASGVK '2 ABN49472 1 VP4 protein 1 

BO 200808 18-01 2114 2114 2 out 1614 9 0412 0 28 2 26 757 0 irvs i TILTTKVQNINIEK •4 NP 149513 1 050L 0 9806 

77 2008-08 18-01 2476 2477 2 out 1579 9 0 051 22 760 0 irv6 1 FLRETVGVLFKDR 13 NP  149770 1 3071 0 9893 

22 2008-08 18-01 743 743 2 oul 928 6 0 764 0 22 2 14 308 0 nve 1 AILRLNTK 3 NP 149883 1 420R 0 9894 

62 2008-08 18-01 803 803 2 out 1344 7 1447 0 3 2 09 320 0 IIV6 1 IENENNLEEIK 11 ijr  -43"6 • 313. 0 9574 

33 2008 C8 18-01 1308 1308 2 oul 1475 6 0 824 0 23 2 08 442 1 366 IIV6 1 EMNN1CSSGYL.TR 13 NP 149930 1 467R 0 9915 

11 2008-08 18 01 867 857 2 out 801 5 0 638 0 26 20€ 623 0 BQCV ' DLDLWK 7 NP 620664 1 nonslructutal polypiotein 0 9751 

83 2008 08 18 01 2375 2375 2 out 1648 8 0 373 0 39 2 06 3H 0 IIV6 ' ETTNESVNIDEIDK 14 NP 149901 1 4.38. C 11.4 

94 200808 18 01 2204 2204 2 oul 2'53 2 1 337 0 35 2 05 137 • 399 IIV6 1 IDADLOGNGMVEIIKALIKK 20 NP 149618 1 155L 0 9685 

8 2008-08 16-01 26 26 2 oul 778 4 0 702 o i; 2 01 163 1 792 NosemalNosemalNosema 3 KLDM'SAK 8 ABM26981 1 RNA poryrtWM* II laigesl suDumt 0 9863 

79 2008-08 1801 2913 2913 2 oul 1613 1 333 0 34 2 297 0 live 1 IW1GKAGTGKSTUR 16 NP  149538 1 0751 0 9726 

66 2008-06 18-01 2712 2712 2 out 1426 7 1648 0 53 1 96 228 0 IIV6 ' SIDUMYEVSEK 12 NF   -13483 ' 022L 0 9673 

72 2006 OS 18 01 2847 2847 3 out 1515 7 0 619 0 62 1 96 719 0 Nosema 1 IWHHT=YNELR 11 AAB86863 1 actin 09611 

23 2008-08 18-01 1137 11372oul 930 5 0 29 0 48 1 94 390 0 IIV6 i EAIDILEK 8 NP 149624 1 1611 0 9864 

27 200808 16 01 1485 1485 2 oul 552 1 1 441 0 33 1 94 261 0 693 Nosema ' ULSKYKK 8 AB069722 1 unknown 0 9966 

1 2006-08 18-01 1234 1234 1 oul 700 5 1 059 0 14 1 89 4 03 0 Nosema 1 VXDIIK 6 ABM26977 1 RNA polymerase II largest supunrt • 
3 2008-08 18 01 663 663 2 oul 718 4 0 871 0 37 1 86 32 7 0 IIV6 1 QT1NDK 6 NP 149843 1 380R 0 ! 88' 

73 2008-08 13 01 22'6 2277 2 out 1-24 9 1 764 0 39 165 406 0 IIV6 1 SIGWNEQLKVNPK '4 NP 149859 1 396L 0 9879 

56 2008-08 18-01 1496 1497 2 oul 1264 1 064 0 48 1 81 367 0 IIV6 ' INGLIDISEYK 1" NP 149758 1 2951 0 9975 

35 2008-08 18-01 2109 2109 2 out 1102 7 0 469 3 4- 1 78 539 0 Nosema ' PLKSIILYR 9 AB069724 1 unknown 0 9892 

13 2008-08 13 01 3TC r. .    .il 1074 4 0 249 0 18 1 76 172 0 693 nve • MMKNM"EM-K 10 NP 149836 1 375R 0 9935 

29 2008-08 18-01 2105 2105 2 oul 1027 5 1 398 0 3 1 75 664 0 IIV6 1 YKPYVTEK 8 NP  149475 1 0121 0 9961 

48 2006-08 18-01 2140 2140 2 oul 120   : 0 866 0 27 175 242 3 IIV6 • VDVS1QTKTVK 11 HP 149655 1 192R 1 

59 2008-08 18 01 2312 2312 2 oul 1285 1 1 174 3 43 175 1251 3 nve • EAQKIEKIGNR 11 NP 149612 1 149L 0 9922 

82 2C08-C3 18-01 1310 1310 2 oul 133- 3 0 498 341 175 155 0 633 IIV6 I IDADLQGNGM-VEIIK •6 NP 149618 1 155L 0 99O6 

74 2008-08 15 01 1649 1649 2 cul 13 34 3 0 623 0 39 1 73 737 0 Nosema 1 MPFGLVNGPATFOR 14 ABE26655 1 Pol polyprrjtein 0 9819 

14 2008-08 18-01 702 702 2 oul 839 4 1 827 02 171 289 0 693 KBVIKBV 2 EGYSKQK 
7 

NP 851403 1 non-structural poiyprotem l  3'85 

9 2008 03 18 01 320 320 2 oul 781 4 1 768 02 1 7 747 0 nve 1 FINM'IK 7 NP  149674 1 211L 0 9773 

32 200808 18 01 1415 1415 2 out 1071 6 0 262 0 27 1 68 446 3 IIV6 1 GlWEIFHNK 9 NP 149917 1 4>K 0 9931 

52 2008-08 18 01 1928 1928 2 oul 1234 7 C 243 0 24 1 68 645 3 Nosema i YPTLVSKVLSK " A9E266f3 1 pol polyprolein 0 9607 

70 2008 08 18 01 2368 2368 2 oul I--.0" 3 1 379 3 23 1 68 102 0 Nosema 1 IMIPKFSFINGLK 13 AEJY49796 1 hypothetical spore wall prolem 14 0 9963 

89 2008-08 18-01 2440 2440 2 out 1947 B 1 584 0 48 168 151 0 Nosema 1 FNEQCGREM-EVLMSMK 17 ABV48900 1 hypothetical spore wall protein 0 9627 

55 2008-08 18-01 948 948 2 oul 1258 7 0 74 0 42 167 273 0 IIV6 i NKSPLLNESEK •• NP 149523 1 060L 0 9881 

7 2008-08 18-01 431 431 2 out 757 5 0 325 021 1 6-3 346 0 Nosema i INELIR 6 AS069723 1 unknown 0 9711 

25 2008-08 18 01 2075 2075 2 oul 947 5 0 229 034 1 64 465 0 693 Nosema ' NFiPDVSR 8 ABE26651 1 pol poiyprotem 0 9968 

37 2008-08 18-01 1456 1456 2 oul 1113 7 1 077 0 24 1 64 236 3 uve i FIHLLTNKK 9 NP  149485 1 022L 0 9949 

69 2008-08 18-01 2490 2490 2 oul 1500 7 0 586 0 46 163 271 0 IIV6 1 DPM'AASYLEGKER "4 NP 149635 1 1721 0 9938 

58 2008-08 18 01 2091 2091 2 out 1270 8 0 35 0 29 1 62 278 0 Nosema 1 NINTVKEVUK H ASV48897 1 Hypothetical spore wall protein 0 9974 

76 2008-08 16-01 2415 2415 2 oul 1559 8 C 13 0 25 162 170 0 IIV6 1 WDETQQLLYKFK 13 NP 149668 1 205R 0 9608 

78 2008-08 18-01 1556 1556 2 oul 1596 8 0 583 0 45 161 105 3 Nosema 1 EARFIJEIKSEWAR •4 BAC15534 1 elonqation factor 1 alpha 0 9683 

42 2008-08 18-01 1092 1092 2 out 1146 6 0 035 0 23 16 430 0 Nosema 
1 

LSKEMNRIR 9 ABY49795 1 hypothetical spore wall protein 13 0 9864 

47 2006 03 IB 01 1799 1799 2 out 1195 7 1 273 0 38 1 56 120 0 W6 ' KFITENKTSK 10 NP 149525 1 062L 0 9698 

41 200B-08 18 01 2048 2048 2 out 1145 6 1575 0 31 1 56 256 0 693 Nosema ' EGKKNNLQSK 10 ABM26979 1 RNA polymerase II largest subunrt 0 384 '' 

85 2008-00 16-01 2124 2124 2 out 1693 9 0 482 0 35 1 55 336 0 Nosema 1 VGNLOYMRSKIDAAK AAT12296 1 chromosome segregation protein 0 97 

46 2008-08 <' }     ?23 l ?31 3 .   ' 11906 0 632 0 46 154 146 1 099 Nosema i NELQAFIDIK 10 ABE27268 1 unknown 0 9968 

51 2008-06 16 01 -f7? 1673 2 oul 1228 7 0 51 0 35 1 53 239 3 IIV6 1 RIKQGEWLAK 10 NP   149624 1 161L 1 

67 2008 08 1801 2219 2219 2 oul 1746 8 0 148 0 39 153 186 0 693 IIV6 1 NCQEKETIYSONFR '4 NP 149500 1 037L 0 9946 

26 2008-08 18 01 2819 2819 2 oul 953 5 0 02 0 45 1 52 217 0 NV6 1 NQKSVTCK a NP 149485 1 022L 0 9861 

63 2008-08 18-01 2259 2259 2 oul 1355 7 1 616 0 26 1 32 94 1 099 IIV6 1 QLSVDSSVETYK •: NP  149530 1 067R • 

6 2008-08 18-01 918 918 2 out 736 5 0 527 0 52 151 194 0 IIV6 1 IIIIHK 6 NF   -45680 ' 217L 0 9502 

B-31 



SrNo File Name i.M-H) "M •Cn XCorr sp RSp Reference No Peptide AA ID* Protein PP 

48 2008-08-18-02 2676 2676 3 out 15157 0 831 0 52 2 9-: 654 0 Nosema 1 IWHHTFYNELR 11 AAB86863 1 actm 0 9588 

22 2008-08-18-02 95 95 2 out 1171 6 0 589 064 2 '6 -.14 0 Nosema 1 HKGVMVGMGQK 11 AAB86863 ' actm 0 9926 

41 2008-08-18-02 2022 2022 2 out •.<j4 : • 369 C2:- 25 391 0 IIV6 i FVGADVVLLEPII 13 NP 149910 1 4471 0 9809 

4 2008-0818-02 327 327 2 out '33 5 0 257 1 4- 2 28 58? 0 IAPV|IAPV 2 HVLTWK 6 YP 001040003 1 structural polyprotein 0 9767 

31 2008-08-18-02 2838 2838 2 out 1269 6 0 694 C 1' 2 26 325 0 Nosema ' GGMREYCVRAK 11 AAB62549 1 Qtutamyl-tRNA synthetase 0 9921 

57 2008 08-18-02 2163 2163 2 out 1614 9 0 43 0 27 2 ••: ?3L : IIV6 • TILTTKVQNINIEK 14 NP  149513 1 050L 0 9649 

56 2008-08-18-02 2925 2925 3 out 1611 9 1 068 0 ;-4 2 15 . 0 IV6 ' IVREAEVIERELR 13 NP  149695 1 232R 0 9779 

30 2008-08-18-02 2207 2207 2 out 1268 6 1 596 0 32 2 13 42: 0 693 IIV6 • DKMQIYVEDK 10 NP  149676 1 213R 0 9853 

39 2008-08-18-02 1056 1056 2 out 1344 7 1 536 03 21 4'3 0 IIV6 - IENENNLEEIK 11 NP   149776 1 313L 0 9897 

21 2008-08 18-02 1084 1084 2 out 1164 5 C 633 ( 22 2 06 504 0 'j:$en;a • NDCLTIEDNK •3 ABY49795 1 hypothetical spore wall protein 13 0 9872 

'0 2008 08 18-02 2208 2208 2 out 2169 2 1 319 C 64 204 246 0 IV6 ' IDADLOGNGMVEIIKALIKK 20 NP  149618 1 155L 0 952 

I 2008-06-18-02 1288 1288 1 out 700 5 1036 0 22 2 02 39' 0 Nosema • VXDIIK 6 ABM26977 1 RNA polymerase II largest subunit 1 

17 200808 18 02 1233 1233 2 out 1070 6 0 254 0 35 2 01 11 0 IIV6 i LLWDWlPh. 8 NP   149515 1 062R 0 9866 

25 2008-08-18-02 2172 2172 2 out 1205 7 1896 03 2 165 0 ltV6 i VOVSTQTKTVK ii NP 149655 1 192R 0% 

53 2008-08-18-02 2489 2489 2 out 1579 9 0 012 0 48 2 '33 0 IIV6 1 FLRETVGVLFKDR 13 NP  149770 1 307L 8 9938 
11 2008-08-18-02 2666 2666 2 out 994 4 0 '6! 0 25 1 97 '51 1609 KBV|KBV|KBV 3 MNNEALM-R 9 YP 308663 1 VPS 0 9847 

46 2008-08-18-02 1558 1558 2 out 1485 9 : 585 0 38 195 525 : Nosema • ISRRLTFIPLNR 12 AAT12296 1 chromosome segregation protein 0 994 

18 2008-08-18-02 2126 2126 2 out 1102 ' 0 46 0 45 192 57! c Nosema ' PLKSIILYR 9 AB069724 1 unknown 0 9824 

51 2008-08-18-02 2966 2966 3 out 1536 9 1 946 0 55 1 9' 212 0 Nosema 1 NDLVYWGFLNKR 13 ABE26649 1 pol polyprotem 1 

20 2006-08-18-02 1748 1748 2 out 1160 6 0 711 026 19 213 0 693 kBVIKB\ 2 nVENALGESK 11 NP 861403 1 non-structural polyprotein 0 9841 

44 2008-08-18-02 2721 2721 2 out 1426 7 0 433 04 19 260 : IIV6 • SIDUMYEVSEK 12 NP 149485 1 022L 1 

42 2008-08-18-02 3200 3200 3 out 1388 6 1 319 0 39 1 87 265 0 live 1 DFSGFSGGGMIGEK 14 HP 149722 1 259R 0 969 

72 2008-08-18-02 2632 2632 3 out 2332 1 0 32 0 52 186 23' 0 IIV6 • M-NNYSLLEDNPESPYFGWK 2' NP 149891 1 428: 0 9649 

24 2008-06-18 02 3941 3941 3 out 1190 7 1 543 0 36 ' '3-4 1 609 IV6 • WDQALRFDK 10 NP 149691 1 228L 0 9913 

38 2008-08-18-02 1955 1955 2 out •12-: i '39 0 25 1 83 241 0 svisv 2 VWNVRRAVSIK 11 AAK16263 1 polyprotein 0 9943 

14 200808-18-02 3437 3437 2 out 1030 6 0 936 0 35 ' 81 33? 0 BV6 • ISGGALGFPVL -i NP  149737 1 274L 0 9859 

27 2008-08-18-02 3698 36% 3 out 1223 6 0 522 C 43 1 81 5-' 0 DWV|D\W|DWV|Dv.W|DWV|Kakuq 6 FIASHNEHIR •o NP 853560 2 polyprotein 0 9601 

64 2008-08-18-02 2183 2183 2 out 1770 9 1407 0 48 1 77 ri 0 693 IIV6 • FIFKWSHKIDFFR 13 NP  149867 1 4041 0 9594 

66 2008-06-18-02 1592 1592 3 out 1776 9 1 572 0 37 176 ISC 0 Nosema 1 MVCEDCNHROPVlKk. 15 AAD12605 1 RNA polymerase II largest subunit C 9:5.1 

3 2006-08 18-02 568 568 1 out 730 4 1 101 C 4? 1 75 2" 0 IIV6 • NLNVDR 6 NP  149681 1 218R 1 

67 200B-O8-1B-O2 2460 2460 2 out 1947 8 1 752 0 42 1 75 '25 0 693 Nosema • FNEOCGREWEVIMSMK 17 ABV48900 1 hypothetical spore wall protein 0 9778 

60 2008-08-1B-02 1674 1674 3 out 1686 8 1 953 04 1   -4 '93 0 693 Nosema • Gh.YSWNGIYK.DIDk 14 ABE26653 1 pol polyprotein 0 9526 

8 2008-08-18-02 1200 1200 2 out 930 5 ; '95 L 44 1 73 46' : IIV6 • EAIDILEK 3 HP  149624 1 161L 0 9833 

50 2008-08-18-02 1671 1671 2 oul 1534 8 1 77 0 41 1 73 3'4 : Nosema 1 MPFGLVNGPATFQR '4 ABE26655 ' pol polyprotein 0 9945 

58 2008-08-18-02 1912 1912 2 out 1630 8 0 738 0 31 173 2'9 0 693 live ' QENMLIESHNWLR 14 HP   149463 1 468L 0 9555 

33 2008-08-16-02 3285 3286 3 out 1299 8 1 781 05 1 72 240 0 live 1 VKMRAQNVLQL 11 NP  149874 1 4101 0 9796 

49 2008 08 16-02 2289 2289 2 out 1524 3 ' 44 6^ 0 33 172 502 0 IIV6 • SLGWNEQLKVIIPK •4 HP 149859 1 396L 0 9796 

71 2008 08-18-02 2464 2464 3 out 2173 2 0 536 0 45 1 71 242 0 Nosema 1 HFFSVWENDVIATNIIKK •9 AAT12296 1 chromosome segregation protein 0 9958 

47 2008-08-16-02 2505 2505 2 out 1500 7 0 38 0 46 1 63 446 0 live i DDWAASYLEGKER "4 HP   149635 1 1721. 0 9903 

36 2008-08-18-02 2237 2237 2 out 13U 3 •459 0 5 167 219 0 IIV6 • VTLNEEIQKIK •1 NP   149561 1 058R 0 9866 

15 2008-08-18-02 200 200 2 out : 350 6 C 50' 0 39 1 66 334 0 live • IFAEKSSLR 9 NP  149642 1 179R 0 9743 

28 2008-08-18-02 1682 1682 2 out 1223 7 0 643 0 52 1 66 344 0 IIV6 • RIKQGEWLAK 10 NP   149624 1 161. 1 

59 2008-08-18-02 2306 2306 2 out --J 0 476 0 42 164 240 : IIV6 - ETTNEEVNIDEIDK '4 NP  149901 1 438L 0 9915 

40 2008 08-16-02 2526 2526 2 out 1372 7 0 146 0 32 163 2'4 0 Nosema 1 YARSPEFM-IDK •2 ABE26653 l pol polyprotein 0 9916 

69 2008-08-18-02 1994 1994 2 out 2141 1 • 061 C 12 1 61 n 0 ltV6 ' QYPLRDIPDFTIRSEVK •7 NP 149530 1 06'R 1 

35 2008-08-18-02 1530 1530 2 out 1309 8 1694 0 46 1 59 ::<: 0 IIV6 1 IKHIKALDCLR '1 NP 149590 1 12?L 0 9762 

' 2008 08-18-02 419 419 2 out 884 5 1 091 0 39 155 2'4 : nve 1 VLTHSVTK 8 NP 149485 1 022L 0 9507 

19 200806-18-02 3455 3465 3 out 1108 6 0 525 0 39 155 169 c IIV6 • NKEAQCHYK 5 NP  149717 1 2541 1 

9 200808-16-02 756 756 2 oul 940 6 1 101 0 49 1 51 •i: 0 693 live 1 EWLKKPK 3 NP 149902 1 439L 0 9837 

68 2008-08-16-02 1794 1794 3 oul 2041 1 0 435 0 48 1 51 255 0 DWVIBWV 2 WGSXSDQIAQWPTISVPR 'S NP 853560 2 polyprotem 0 9705 

13 2008-08-18-02 2110 2110 2 out '02' 5 0 99 0 33 15 625 0 IIV6 1 YKPYVTEK 8 NP 149475 1 012L 0 9899 

Test 71 

SrNo File Name IWHI •M 'Cn XCorr ^P 
Rsp Refetence No =ecl'de AA ID* Ptotem PP 

47 2008-08-15-04 2004 2004 2 out 1790 9 0 412 0 65 3 59 644 0 Nosema 1 5YELPDGQVIKIGSER '6 AAB86863 1 actm 0 9736 

3S 2008-08-15-04 2883 2883 3 out 15157 0 804 0 5B 3 29 593 0 Nosema 1 WHHTFYNELR 11 AAB86863 1 actm 0 9544 

19 200B-08-15-04 1457 1457 2 out 1156 7 0 126 0 72 2 87 5.1.1 0 KBV|KBV|KBV|KBV|KBVIKBV 6 GPISEVASGVK 12 A=tl454'2 ' VP4 ptotem ' 
44 2008-08-16-04 2126 2126 2 out •614 i 0 268 0 37 2 59 •;.'• 0 live 1 niTTKVONINIEK 14 HP  149613 1 050L 0 9762 

41 2008-08-16-04 2377 2377 2 out 1579 9 04 .1 44 2 56 965 c IIV6 1 = LRETVGVLFKDR 13 HP   149770 1 307L 0 9768 

1 2008-08-15-04 387 387 2 out 783 5 0 207 0 38 24 573 0 IAPVIUVPV : -IVLTWK 6 YP 001040003 1 structural polyprotein 0 SETS 

6 2008-08-15 04 746 746 2 out 892 5 0 851 0 25 2 16 206 0 69: IIV6 • <VM'EELK 8 HP   149750 1 2--R 0 9922 

27 2008-08-15-04 2108 210B 2 oul 1268 6 1 698 0 27 2 23 4" 0 live • JKMQIYVEDK -o HP   149676 1 21 IK 0 9814 

36 2008 08 1504 1935 1937 2 out 1384! 01 03 206 454 0 live • ;VGADWLLEPII 13 HP  149910 1 447L 09641 1 
2008-08-15-04 1256 1255 1 out 700 5 1 02 0 17 2 405 0 Numiii i 2>DI!K 6 ABM26977 1 RNA poiymetase II largest subunit 1 

9J 2008-0B-15-O4 1001 1001 2 out 1 544 7 1 525 0 31 1 97 344 0 irve • ENENNIEEIK 11 HP   149776 1 3131 0 9942 

28 2008-08-15-04 1880 1880 2 out I27C ' 1401 0 52 1 95 459 0 1APVIIAPV 2 VLNAIIPFVAGR 12 YP 001040003 1 structural polyprotem 0 9543 
4 2008-08-15-04 1703 1703 2 out SBC 5 1 5% 0 39 1 88 284 0 irv6 1 IFVKMNK ' HP  149902 1 439L 0 9685 

46 2008-08-15-O4 2071 2071 2 out 1763 1 0 897 0 45 1 85 4 04 0 Nosema 1 wviAvrvLFLnK '5 AAL2B057 1 AF406786 6 calmodulin-dependem protein kinas* 0 9754 

9 2008-08-15-04 2022 2022 2 out 1027 5 0 89; 0 41 1 8 680 0 HV6 ' fKPYVTEK 8 NP 149475 1 012L 0 9729 

30 2006 08-5-04 1EC3 1503 2 oul 1285 8 1 376 0 16 1 8 15? 0 Nosema 1 »CVAKLLWNKK 12 BAC15534 ' elongation factor 1 alpha 0 966 

2 2008-08-15-04 1349 1349 2 out 764 4 0 467 0 36 179 10' 0 irv6 • WXIFATK 7 HP 149829 1 366R 1 

50 2008-06-16-04 2109 2109 3 out 2089 1 1289 0 37 175 2'C 0 Nosema • <GNVISDTKTSPCVIQPACK 20 AAS16360 1 Iranslalion elongation factor 1 alpha 0 9506 

10 2008-08-15-04 1586 1586 2 oul 10415 0 072 i >: 1 74 5 20 0 irve 1 .VQIYVEDK 6 NP  149676 1 213R C 5721 

16 2008-08-1504 4574 4574 3 oul 1100 6 1 816 0 32 173 4 32 0 irve 1 PPIDDFKR 9 U~   '45530 1 067R 0 9997 

20 2008-08-15-04 198 198 2 out 1171 6 1 431 041 1 71 235 0 Nosema 1 -tKGVMVGMGQK 11 AAB86863 1 actm 0 9659 

45 2008-08-15-04 1344 1344 3 out 1747 9 0 673 0 37 169 21' 0 KBVIKBVIKBVIKBVIKBV 5 3VSMQIATPNKSKSTK 16 ABN49472 1 VP4 protein 0 992 

25 2008-08-15-04 3409 3409 3 out 1240 7 1 186 0 39 1 63 195 1 099 irve ' 3RTIGGVTLPGGR 13 HP   149676 1 213R 0 9925 

• 2008-08-15-04 45 45 2 oul 899 6 0 38: 0 42 • 60 ?21 0 Nosema • 5LKILIGR 6 ABE26662 1 pol polvptotein 0 9766 

38 2008-08-15-04 505 505 3 out '50? 8 0 449 036 166 332 0 ABPV|ABPV|ABPV 1 ISET1RKAMIALR 13 AAL05919 1 capsid polvptotein 0 9897 

49 2006-08-15-04 1902 1902 3 out i..; i 1 12! 0 41 ' t-: 8' 1 609 Nosema i ELSQAOSTRIKALVELR 16 AAC47660 1 mitochondnal-type HSP70 0 9797 

24 2006-08 15-04 1623 1623 2 out 1228 7 0 394 0 46 1 64 296 0 irve • WQGEWLAK •o HP  149624 1 1611 0 9924 

11 2008-08-15-04 1355 1365 2 oul 1048 6 0 35 0 3B 163 206 3 VDV1 • DWGTLNIR '0 ACF24764 1 polyprotein 0 9794 

17 2008-08-15-O4 426 426 3 out 11516 1 552 'I 38 162 253 0 irv6 • 3SEFSAGIDLR 1' HP  1499011 4131 0 9668 

14 2008-08-15-04 2786 2786 3 out 1097 6 1 789 i .11 161 •45 0 irv6 ' <IYSKECVK 5 NP  149482 1 ( ' 16 0 9901 

3 2008-08-15-04 1137 1137 2 out 1008 6 0 461 0 39 1 57 253 c irve • VIAIM'GLKTX •o NP   149674 1 2". 0 993 

29 2008-08-15-04 47 47 3 out 1284 7 0 55 0 39 1 57 ''? c Nosema ' .RGSIALAGRDR '2 AAT12295 1 phosphohpase D 0 9636 

32 2006-08-15-04 2439 24J1 2 oul 1296 7 0 741 0 43 1 54 218 0 l'V6 ' 3TYMUIGIDK •1 NP 149513 1 0501 0 9655 

26 2006-08-16-04 1044 1044 2 out 1256 7 0 484 0 42 152 315 0 irv6 • 1KSPLLNESEK '1 NP 149523 1 0601 0 9813 

16 2008-08-15-04 1721 1722 2 out 11225 1 514 054 1 5 "4 0 irv6 • 31MGNCPSSVK 11 NP  149556 1 092R 0 9861 
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Test 71 

St No File Name (?.VH) •'.' •Cn XCorr Sp RSp Reference No Peptide A.A ID* Protein PP 
23 2008-08 15 05 1466 1466 2 out 1156 7 3 233 0 75 2 93 681 C KBV|KBV|KBV|KBV|KBV| 6 IGPISEVASGVK 12 ABN49472 1 VP4 ptotem 0 9901 
42 20C8-06-15 05 28S9 2889 3 out 1515 7 0 858 0 61 29 1167 c Nosema 1 IWHHTFYNElR •1 AAB86863 1 actm 0 95 
49 2008-08-15-05 2016 2016 2 out 1790 9 0 21 0 7 29 596 0 Nosema 1 SYELPDGQVIKIGSER ie AAB86863 1 actin 0 9862 
45 2008-08-15 05 2394 2394 2 out 1579 9 1 361 0 53 ; •;- 730 0 W6 1 ("LRETVGVLFKDR •3 NP  149770 1 307L 0 9767 

22 2008-08-15-05 210 210 2 out 1149 6 0 388 0 67 2 63 1337 0 IAPV IAPV 2 ITSISETENR '0 YP 001041003 • structural polyprotein 0 983 
11 2008-08 15 05 496 496 2 out 974 6 0 503 0 29 2 5 659 0 Nosema 1 IKKELSTR 8 BAF76326 1 heat shock protein 70 0 96" 
46 2008-08-1605 2037 2037 2 out 1614 9 : 233 0 38 2 33 5% 0 IIV6 1 ILTTKVOMtllEK •4 NP 149513 1 050L 0 9889 

3 2008-08 1505 1034 1034 2 out 801 •: 0 61 0 28 2 29 561 0 BQCV 1 DLOLWK 
7 

NP 620664 1 nonstructural polyprotein 0 9671 

31 2008-08 15 05 2027 2027 2 out 1229 7 0 437 022 2 24 693 0 IIV6 l EIOIMKNIIK 10 NP  149723 1 260R [ 972 
38 2008 08-15 05 1125 1125 2 out 1344 ? 0 228 0 37 2 22 400 0 IIV6 l IENENNLEEIK 11 NP  149776 1 313L 0 9718 
24 2008 08 15-05 315 315 2 out 1171 6 0 41 064 2 21 454 0 Nosema ' HKGVMVGMGQK 11 AAB86863 1 actm 0 9897 

48 200808 15 05 1551 1551 3 out 1776 9 06 0 52 22 211 0 693 Nosema 1 MVCEDCNNRQPV1KK 15 AAD12605 1 RNA poiymerase II largest subunrt 0 9722 
39 2008 08-15-05 1948 1948 2 out 1384 8 0 646 0 23 2 17 433 0 irve l FVGADWLLEPII 13 NP  149910 1 44 7L 0 9533 
47 2008-08-15-05 2210 2211 2 out 1648 8 0 713 0 36 2 08 163 1 946 IIV6 1 ETTNEEVNIDEIDK •4 NP  149901 1 438L 0 9869 
34 2008-08-15-05 2008 2008 2 out 1270 6 0 157 0 35 : 0 367 0 Nosema 1 NINTVKEVUK 11 ABV48897 1 hypothetical spore war protein 0 9616 
12 2008-08-15-05 543 543 2 out 989 5 0 536 0 32 Si 461 0 IIV6 1 DKKLNESR 8 UP   '43639 1 ^SR 0 1854 

30 2008-08-15-05 1864 1864 2 out 1213 7 1 333 0 25 1 % 1003 0 IIV6 1 ELNQILDKIK 10 NP   149916 • 4531 0 9745 

29 2008-08-16-05 2061 2061 2 out 1205 7 1 692 0 33 1 94 452 0 ltV6 1 VDVSTQTKTVK •1 NP  149655 1 192R 0 9859 
13 2008-08-15-05 2614 2514 2 out 994 4 0 334 0 32 • 9 190 l 792 KBVIKBVIKBV 3 MNNEALM'R 9 YP 308663 1 VP3 0 986 
16 2008-08-15-05 1587 1587 2 oul 1041 5 0 128 0 26 1 9 503 0 IIV6 1 U'OIYVEDK 9 NP  149676 1 213R 0 9769 
20 2008-08-15-05 2039 2039 2 out 1102 7 034 041 189 527 0 Nosema 1 PLKSIILYR 9 AB069724 1 unknown 0 9745 

6 2008-08-15-05 760 760 2 out 877 6 0 557 0 28 1 88 189 1 099 IIV6 1 QIVKVYK 7 NP  149813 1 350L 0 9809 
8 2008-08-15-05 798 798 2 out 923 5 1 38 04 1 86 98 2 197 KBV|KBV|KBV 3 VASGVSYIK 9 NP 851403 1 non-structural polyprotein 0 971 

33 2008-08-15-05 1894 1894 2 oul 1270 7 0 676 0 47 1 85 407 0 IAPVIIAPV 2 .VLNANPFVAGR ••7 YP 001040003 1 structural polyprotein 0 9812 ;- 2008-08-15-05 2344 2344 2 oul 1947 8 1 341 0 42 1 85 128 0 Nosema 1 NEG   GSEM-EVLMSMK '7 ABV4890C i hypothetical spore wall protein 0 9575 
44 2008-08-15-05 1616 1616 2 out 1534 8 161 0 45 1 82 816 c Nosema 1 VlPFGLVNGPATFQR •i ABE26655 1 pol polyprotein 0 9878 

s 2008-08-15-05 308 308 2 out 859 5 0 967 0 29 1 81 537 c IIV6 1 =,IKN.FR 7 NP  149686 1 223L 0 9596 
15 2008-08-15-05 1433 1433 2 oul 1040 5 1 679 0 27 1 81 257 c live 1 EM-M-KINDK •c NF   149463 i 4A3L 0 9784 
32 2008-08-15-05 2116 2116 2 oul 126B6 0 538 0 42 181 415 G IIV6 1 DKMQIYVEDK 10 NP  149676 1 213R 0 9676 

2 2008-08-15-05 431431 2 out 783 5 0 286 0 39 1 8 624 1 609 IAPV IAPV 2 HVITWK 5 YP 001040003 1 structural polyprotein 0 98 
• 2008-08-15-05 1320 1320 2 oul 700 5 034 0 33 1 "3 366 0 Nosema 1 VXDIIK 5 ABM26977 1 RNA poiymerase II largest subumt 0 9607 

21 2008-03 15-05 1970 1970 2 oul 11316 0 591 0 41 1 71 183 1 336 IAPVIIAPV 2 SWUPSTVIK •3 YP 001040003 1 structural polyprotein 0 9864 
41 2008-08-15 05 2396 2396 2 oul 15 OC 7 0 456 0 41 1 69 277 0 live 1 DDM'AASYLEGKER •4 NP  149635 1 172L 0 9824 
14 2006-08 15 05 820 820 2 out 996 5 0 729 044 1 66 181 0 693 Nosema 1 GQTGM-YPVK •: AB069713 1 Sec61alpha 0 9913 
18 2008-08 15 05 946 946 2 out 1057 5 1492 0 45 1 66 62 1609 IIV6 1 AFM'KNQFR 9 NP  149612 1 149L 0 9657 

43 2008 03 15-05 2194 2194 2 oul 1524 9 0 779 044 1 62 582 0 IIV6 1 SLGWNEQLKVJPK •4 rjp   U93C9 ' 396L 0 9636 
10 2008 03-15 05 1422 1422 2 out 967 5 C 558 0 33 1 59 278 0 KBV!KBV|KBV|KBV|IAPV 6 FFNTTPLK 3 YP 308663 1 VP3 0 9768 
35 2008-08-15-05 2225 2225 2 oul 1285 7 1 344 C 44 159 822 0 IIV6 1 EAQKIEKIGNR •1 NP  149612 1 •4"-L 0 9583 
27 2008-08-15-05 3647 3647 3 out 11896 0 124 04 1 52 212 0 Nosema 1 NGKVFPDEKR 10 ABE26649 1 pol polyprotein 0 9739 
37 2008-08 15 05 2331 2331 2 out 1343 8 1 543 0 36 152 214 0 irve 1 LWLSEDVLKIK '1 NP  M9690 1 127L 0 9646 

50 2008-03 15 05 1997 '997 3 out 1900 9 : 686 04 152 •93 0 IIV6 1 EYM-ir-CNQEHQlK •h NP   '4;7;; • 289L 0 9769 
26 2008 08 15 05 3346 3346 3 out 1186 7 0 086 0 43 1 5 151 0 live 1 iLFIGDPHFk '0 NP  '49707 1 2441 0 9972 

Test 71 
Sr No File Name |M»H) •M *Cn XCon Sf RSp Rafciem *> No Peptide AA ID* Protein PP 

29 2395 Jt 18-04 2061 2061 2 oul 1614 9 1 407 : 4= 3 09 620 c IIV6 • TILTTKVQNINIEh •4 NP 149613 1 050L C9863 
13 2008-08 18 04 89 89 2 out 1149 6 0 197 0 59 2 61 •12 0 IAPVIIAPV 2 ITSISETENR •0 YP 001040003 1 structural polyprolein 1  9792 
16 2008-08 18-04 150 150 2 out 1171 6 0 607 0 66 2 63 705 c Nosema ' HKGVMVGMGQK 11 AAB86863 1 actin r 9591 
3 200808 18 04 308 308 2 out 974 6 C 396 :• 33 244 636 c Nosema ' IKKELSTR 8 BAF76326 1 heal shock protein 70 0 9921 

25 2008-08 18-04 3194 3194 3 out 1515 7 1 122 0 48 2 43 7'7 c Nosema ' IWHHTFYNELR " AAB86863 1 actin 0 9705 
' 2008-08 18-04 1232 1232 2 out 700 5 0 102 02 2 17 370 c Nosema 1 VXDIIK 6 ASM26977 1 RNA poiymerase H largest subunit 0 9656 

17 2008-08 18-04 1994 1994 2 out 1270 6 0 568 0 36 2 13 329 c Nosema 1 NINTVKEVUK 11 ABV48897 1 hypothetical spore wall protein 0 9908 
21 2008-08 18-04 1108 1108 2 out 1344 7 0 772 0 29 2 1 407 c W6 1 IENENNLEEIK 11 NP  149776 1 313L 0 9911 
12 2008-08 13-04 450 450 3 out 1126 6 1 859 0 39 2 02 224 1 099 Nosema • NQGIGPADINK 11 AAK66858 1 DMA repair protein t 9974 
23 2008-08 18-04 1934 1934 2 out •334 8 0 824 041 193 533 0 693 IIV6 1 FVGADWLLEPII 13 NP  149910 1 447L 0 9748 
10 200808 18 04 1191 1191 2 out 1070 6 0 987 0 v 1 92 575 0 IIV6 1 LLWDWLPK 3 NP  149515 1 052R 0 9927 
33 2006-08 18-04 2151 2151 3 out 2265 2 1 -.'2 o 5C 1 92 60 2 079 IIV6 ' PHfTTGWNIF'JFDTTFLLK •9 HP  149500 1 037L 0 9568 
30 200B-08 18-04 2328 2328 2 out 1635 9 1 173 0 43 1 91 7-7 C Nosema ' IQGPDYVPGTSSDMQIK •7 AAT72743 1 translation elonqalion lacloi 2 0 9871 

4 2008-08 18 04 237 237 2 out 7914 0 351 0 34 1 S3 351 0 Nosema • ESKDNAK • ABE27277 1 unknown 0 9918 
24 2008-08 18-04 2817 2817 2 out 1413 8 1 022 0 39 1 79 223 0 SV • FVKWHAQEQIK 11 AAL79021 1 AF469603 1 polyprotein 0 9929 

< 2008-08 18-04 336 335 2 out '3' - 0 053 )45 1 " 579 0 IAPVIIAPV 7 HVl TVVh E YP 001040003 1 structural polyprotein 0 9877 
9 2008-03 1804 1152 1152 2 out 1058 6 1403 : 47 1 75 18S 1 386 IIV6 • SPNVSLTGKR 10 NP  149664 1 201R 0 9807 

2008-08 18 :4 746 '46 2 ou! 923 5 1547 04 1 74 •no 1609 KBVIKBVIKBV 3 VASGVSYIK 9 NP 851403 1 non-structural polyprotein 0 9901 
27 2008-08 18-04 2183 2183 2 out 1524 9 0 472 0 48 166 590 0 iivs 1 SLGWNEQLKVNPK 14 NP  149869 1 396L 0 9573 
15 2008-08 •3-74 933 833 2 oul 1153 5 0 457 0 51 163 456 0 irv6 1 TM-TGLEDASGR 12 NP  149548 1 085L l 93-73 

2 2008-08 -5 "4 1  "4 r   4  1  out 730 4 1218 0 32 161 220 c ifV6 1 NLNVDR 6 NP 149681 1 218R • 
20 2008-08 18-04 2704 2704 3 out 1338 7 0 449 041 1 58 141 0 693 BQCV 1 DDTEIDFLSRK 1' AAP58354 1 RNA-dependant RNA poiymerase RdRp 0 9876 
28 2008 08 18 04 4233 4233 3 out 1604 8 1 19 0 43 1 57 151 0 irve ' LNESREIVSAEMVK 14 NP  149639 1 176R • 
22 2008-08 18-04 4181 4181 3 out 1366 7 1 026 05 1 55 190 0 NosemalNosema -7 LNNKFDLMYAK 1' AAZ23550 1 alpha-tubulin 0 9952 
19 2006-06 18-04 2260 2260 2 out 17 3 7 7 0 17 0 45 1 53 •23 c irv6 • INESEDKYIVK 1' NP  149647 1 •74^ 0 9574 
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Test 71 
SrNo File 'ja-ne IM'H) "M "Cn XCorr Sp RSp Reference No Peptide AA ID* Protein PP 

42 2008-08-18-05 2407 2408 2 out 1473 7 0 653 0 3 87 1840 0 ABPV|ABPVlABPV[ABPVtABPV 5 DYMSYLSYIYR 11 NP 066242 1 capsid protein 
23 200808-18-05 87 87 2 out 1149 6 0 632 068 3 11 906 0 IAPVJ1APV 2 ITSISETENR 10 YP 001040003 1 structural polyprotem 
44 2008-08-18-06 2828 2828 3 out 1515 7 1268 0 62 2 98 1219 0 Nosema • IWHHTFYNELR 11 AAB86863 1 actin 0 9552 
55 2008-OB-1B-05 1964 1964 2 out 1790 9 0 237 06 296 598 0 Nosema • SYELPDGQVIKIGSER •6 AAB86863 1 actin 
n 2008-08-18-05 1910 1910 2 out 1143 6 0 113 0 58 26 1040 0 NosemalfJosema ? LAVNMVPFPR '0 AAN3S161 1 beta-tubulm 
37 2008-08-18-05 1952 1952 2 out 1384 -: 1 6'2 0 29 2 57 379 0 IIV6 ' FVGADWUEPII 13 NP 149910 1 44 7L 
16 2008-08 18-05 1582 1582 2 out 1009 5 1 41B 0 28 2 39 439 ] ltV6 ' EFDLNFPK 8 NP  149758 1 295L 
48 2008-08-18-05 3645 3645 2 out 1614 9 0 451 0 27 2 33 49: D live • TILTTKVQNINIEK 14 NP 149513 1 050L 
13 2008-08-18-05 1385 1385 2 out 967 5 0 63: 0 51 2 29 625 D KBV|KBV|KBV|KBV|IAPV|IAPV 6 FFNTTPLK 8 YP 308663 1 VP3 
25 200808-1805 192 192 2 out 1171 6 0 062 0 5: 2 21 567 3 Nosema * FKGVMVGVGClk •• AAB86863 1 actin 
14 2008-08-18 05 390 390 2 out 974 6 C 52: 0 31 2 19 478 3 Nosema • IKKELSTR 8 BAF76326 1 heat shock protein 70 

e 2008-08-18-05 1005 1005 2 out 801 5 0 558 0 31 2 17 577 0 BQCV 1 DLDLWK 7 NP 620564 1 nonstructural polyprotem 
36 2008-08 18-05 1010 1010 2 out 1344 7 1 52 0 31 2 14 365 0 693 IIV6 • IENENNLEEIK 11 NP 149776 1 313L 

6 2008-08-18-05 286 286 2 out 791 4 0 672 C 3 2 1 977 0 Nosema 1 ESKDUAK 7 ABE27277 1 unknown 
28 2008-08-18-05 1813 1813 2 out 12137 1 319 02 2 1 689 3 live 1 ELNQILDKIK 10 NP 149916 1 453I 
49 2008-08-18-05 1093 1093 2 out 1826 9 0 294 041 204 238 0 IIV6 • KIFSSKWQQSLFK •1 NP 149638 1 0'6L 
21 2008-08-18-05 3893 3893 2 out 1122 5 0 463 0 47 1 97 459 0 IIV6 • SLMGNCPSSVK 11 NP 149555 1 092R 
19 2008-08-18-05 1183 1183 2 out 1070 6 0 556 0 33 1 96 603 0 irv6 ' LLWDWLPK 8 NP 149515 1 052R 
31 2008 08-18-05 2077 2077 2 out 1268 6 161 0 42 1 96 424 0 693 irve : DKMQIYVEDK '0 NP 149676 1 213R 
38 2008-06-18-05 1736 1736 2 out 1389 8 1465 C 3 1 96 219 0 693 VDV1|VDV1 2 LFKTISM'LHQR 12 YP 145791 1 polyprotem 
47 2008-OB-18-05 2201 2201 2 out 1590 8 0 808 0 27 1 95 318 3 IIV6 - EIEPFTGVSASVIGGK It NP 149806 1 343L 
20 2008-08-18-0: 13" ';     I M- 1071 6 0 662 0 27 1 92 622 0 IIV6 • GKVEIFHNK 5 NP  149917 1 454R 

' 2008-08-18-05 1279 1279 2 out 700 5 0 337 044 1 89 364 3 Nosema 1 VXDMK 6 ABM26977 1 RNA polymerase II larqest subunrt 
45 2008-08-18-05 2150 2150 2 out 1524 9 1 502 0 31 1 89 862 0 IIV6 • SIGWMEQLKVNPK •4 NP 149859 1 396L 
40 2008-08-18-05 2564 2564 2 out 1426 7 0 359 03 1 88 223 0 IIV6 1 SIDUMYEVSEK 12 NP 149485 1 C?2L 
50 2008-08-18-05 2209 2209 2 out 164B 8 1 541 0 37 1 87 158 1 792 live i ETTNEEVNIDEIDK 14 NP 149901 1 4381 
52 2008-08-18-05 2213 2213 2 out 1746 8 0 633 0 32 1 84 173 0 693 IIV6 1 NCQEKET1YSDNFR 14 NP  149500 1 037L 
53 2008-08-18-05 1778 1778 2 out 1769 8 1472 0 36 1 83 34 C 3 irv6 1 FEASEMYSWYKSNK 14 NP  149902 1 439L 
33 2008 08-1805 1672 1672 2 out 1309 8 0 006 0 39 1 82 444 3 Nosema 1 HFGVRllRLAK 11 AAU11093 1 unknown 
27 2008-08-18-05 2069 2069 2 out 1205 7 0 4% 0 35 1 81 13' 1 099 irve 1 VDVSTQTK7VK 11 NP 149655 1 192R 
12 2008-08-18-05 1149 1149 2 out 930 5 0 601 044 1 79 386 0 IIV6 1 EAIDILEK 6 NP 149624 1 161L 
26 2008-08-18-05 449 449 2 out 1197 6 0 33 0 42 1 79 193 0 693 IIV6 i NKNISKNSHR 10 NP  149877 1 414L 
17 2008-08-18-05 1552 1552 2 out 10415 0 603 0 28 1 76 590 0 irv6 : M-QIYVEDK 9 NP 149676 1 213R 
34 2008-08-18-05 1844 1844 2 out 1327 8 1278 0 36 1 76 303 0 Nosema 1 ARSGV1VLPCGAGK 14 AAT12293 1 DNA repair helicase RAD25 
32 2008-08-18-05 2177 2177 2 out 1285 7 0 765 0 51 1 75 905 3 irve i EAQKIEKIGNR 11 NP 149612 1 149L 

4 2008-OB-1B-05 3969 3969 2 out 775 5 0 193 051 1 71 116 0 irv6 i EVSLSLK 7 NP 149765 1 302L 
35 2008 08-18-05 1949 1949 2 out 1332 8 0 723 0 32 1 • 216 0 Nosema • VESSIQSTKIIK 12 ABE27277 1 unknown 
56 2008-08-18-05 2500 2500 2 out 1947 8 1521 041 164 148 0 Nosema 1 FNEQCGREM-EVLMSMK 17 ABV48900 1 hypothetical spore wall protein 

5 2008-08-18-05 502 502 2 out 783 5 0 345 04 1 62 558 0 IAPV|IAPV 2 HVLTWK 6 YP 001040003 1 structural polyprotem 
43 2008 08-18-05 2353 2353 2 out 1500 7 0 481 0 37 1 58 326 0 IIV6 • DDM-AASYLEGKER U NP 149635 1 172L 
15 2008 08-18 05 830 830 2 out 994 4 1 395 0 37 1 55 85 1 386 Nosema ' VSASDSEGDK 10 ABV48698 1 hypothetical spore wall protein 

Test 75 
SrNo File Name (M+H) •Cn XCorr Sp_ RSp Reference No Peptide AA ID* Protein PP 

2008-10-17-04 1957 1957 2 out 9614 0 001 021 218 225 SV|SV EASPNSDGGK 10 NP 049374 1 polyprotem 0 9993 

Test 76 - below detection limits 

Test 77 
SrNo File Name (M+H) •M ACn XCorr Sp RSp Reference No Peptide AA ID# Protein PP 

2 2008-10-17-07 1893 1893 2 out 702 4 0 439 0 07 2 03 264 0 693 IIV6 1 NVNIDK 6 NP 149647 1 184R 0 9963 
Note - very weak peptides of no significance value (only 6 AA) 

Test 78 - below detection limits 

Test 79 - below detection limits 

Test 80 - below detection limits 

Test 81 - below detection limits 
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File Name (W-M, •M •Cn XCon Sf RSp Reference No Peptide AA ID* Piotein PI 

103 2008-03-05-06 3925 3925 2 out 1790 9 0 122 0 67 31 134 0 Nosema • SYELPDGQV1KIGSER 16 AAB86863 1 actin 0 9517 

79 2008-03-06-05 2790 2790 2 out 1202 7 109 02 2 26 2'2 c IIV6 1 KFPTLEHNK '0 NP 149688 1 225R 0 9945 

100 2008-03-05-06 3888 3888 2 out 1614 9 14' 0 28 2 25 613 0 IIV6 1 TILTTKVQNINIEK •4 NF   '49<- < • 050L 0 9965 

21 2008 03 05-06 979 979 2 out 802: 0 907 0 69 2 '8 246 ' 336 Nosami 1 KLSLDVIK * AB069715 1 unknown 0 9877 

10 2008 03 OS-OS 1946 1946 2 out 743 5 157 0 " 2 11 393 0 IIV6 1 O.VKKIK 6 NP   149486 1 0231 0 9902 

6 2006-03-05-05 1542 1542 2 out 725 3 0 175 0C4 2 07 ."I 0 Nosema 1 QFSDTQ 6 AAL28057 l AF40678S 6 calmodulin-oepandent protein kinjBft 0 9978 

54 2008-03-05-O5 1545 1545 2 out 986 6 103 0 19 204 •'1 1 099 Noitmi 1 EGTAVLRLK 9 AAB62548 1 glulaminyl-tRNA symhatase 0 9899 

19 20080305 06 2042 2042 2 out 777 5 1 318 0 19 2 03 •66 • 3S6 live 1 EIIFKK 6 NP 149713 1 250L 0 9912 

8 200803-05 06 1429 1429 2 out 730 4 0 478 0 '2 198 290 1 386 irv6 • QIDNLK 6 UP 149923 1 460R 0 9732 

11 200803 05-05 1180 1180 2 oul 744 5 0 751 0 04 197 2'8 0 693 Nosema 1 KLIENK 6 AAB62548 1 glutaminyl-tRNA aynthetase 0 9763 

99 2008-03 05-05 3531 3531 2 oul 1595 8 0 268 0 '5 197 49 1 609 live • EMMFKSLDEEK 13 NP 149611 1 148R 174 

77 2008 03 06-OS 3265 3265 2 out ira 7 0 745 02 19! 4'3 0 693 live 1 UNEIKSFSK •c NP 149600 l 037L 0 9897 

96 200803 0S-0S 4428 4428 2 oul 1492 9 0 446 0 24 192 231 1 386 Nosema 1 VLDNRHLGSIKLK 13 BAF 76326 l heat shock protein 70 1 

l 200603 05 05 3156 3156 2 out 700 5 041 0 29 19 i 0 Nosema • VXDIIK 6 ABM26977 1 RNA polymeiase II largest subunrt 0 9926 

94 200803 05-05 3711 3711 2 out 143' 9 . 92, 0 24 1 89 124 0 DWV|DVW|DWV|DWV|Kakuao|VDV1 ' IXKAVNDEPEILK '3 NF' 1635602 j.c'yf irite ;• 1 

IS 200803 05-05 945 945 2 out '7J 4 0 887 0 04 1 88 303 0 IIV6 1 ELKDNR 6 NF   '49c:• • B8K ; "992 

50 2008-03-05-05 1861 1861 2 oul 949 -: • 051 0 '5 1 86 223 1 099 Nosema 1 AGNMSAGTIK '0 AAC47660 1 mrloohondr al type HSF 7C : -.69 1 

40 2008-03-05-05 3188 3188 2 out 914 6 0 618 0 -6 1 84 •3' 0 IIV6 1 UIOIAKK 8 NP   149647 1 1B4R 0 9948 

67 2006-03-05-05 3106 3106 2 out 1070 6 0 114 - ?~ 1 84 448 0 irv6 1 LLWDWLPK 8 •T-      .-9",; 052R 0 9627 

28 2008-03-05-05 2058 2058 2 out 829 6 1 866 3 • 1 83 "6 0 IIV6 1 IKTiNLK ' NP   149545 1 0821 0 979 

42 2008 0305-06 100S 1006 2 out 919 -- C 166 0 -9 1 82 204 • 356 irv6 1 FSIKDSiK 5 NP   149648 1 0851 0 9938 

92 2008-03-05-06 2888 2888 2 out 1396 8 • -25 9 33 1 B2 96 0 693 t» ' EDERWPVPKTK 12 YP 654579 1 hypothetical protein MIV007R 0 9976 

16 2008-03-0505 1606 1606 2 out 771 5 14 124 i 81 363 0 693 Nosema 1 RIEILK 6 ABE27266 1 unknown 0 9949 

89 2006-03-05-05 3069 9069 2 out 19'2 7 1 19 »21 1 81 rs 1 386 Nosema 1 EVIGIEDCH.KNK •2 AB069725 1 unknown 0 9731 

34 2008-03-05-06 1575 1575 2 out 867 5 0 564 3 2' 1 79 92 2 303 irv6 ' KKLHDVK • NP   149750 1 287R 0 9909 

2 2008-03-05-05 1130 1130 2 oul 718 4 0 743 3 '? 1 78 162 0 693 IIV6 1 Q71NDK 6 NP   149843 1 380R 0 9905 

22 807 5 • 596 3 • 1 78 16' 0 Nosema 1 FMLAGLR 7 AAU11091 1 class-ll pbototyase 0 9968 

81 2008-03-05-05 3786 3786 2 oul 1236 7 0 779 ) 13 1 77 298 c IIV6 ' FVFKMOK IE NP   149561 1 098R 0 9522 

88 2008-03-05-06 2859 2859 2 oul 1310 7 1 35 3 !7 1 77 93 1 946 IIV6 ' LDtLSPSTHSK '2 NP  149695 1 232R 0 9818 

26 2O0B 03 05 05 486 486 2 out 8184 0 338 1 -4 1 73 iV 1 386 Nosema ' EDENGVF) ' ABY4979S 1 hypothetical spore wall protein 13 0 63*38 

83 2008-03-05-05 2732 2732 2 out 126= 5 f -•-- 9 32 1 73 262 0 693 03 ' SDGDICYRLVK II YP 654664 1 hypothetical protein M1V092R 0 9725 

20 2006-03-05-05 2604 2604 1 oul 795 5 1 02 0 3' 1 72 263 0 Nosema 1 UIPRAPK 7 AAC47660 1 mitochondria!-type MSP70 1 

' 2008-03-05-05 456 456 2 out 729 5 0 012 9 " 1 71 358 0 693 irv6 ' KSPAAKK ' NP   149872 1 411L 0 9901 

12 2008-03-05-05 2664 2554 2 out 745 5 0 326 02 1 71 
•'•• 1 386 IIV6 ' EKKVNK 6 NP  149585 1 122R 095 

24 2008-03 05-05 2536 2536 2 out 816 5 0 702 9 23 17 133 2 079 IIV6 • KDTTVIK ' NP  -40.'--;: • 155. 3 9'83 

15 2008-03-05-06 1450 1450 2 oul '55 J 0 469 0 31 1 69 •29 0 693 irv6 ' ECGPPPR ' NP   '41-64 • ' 37SR 0 9671 

45 200803 05-05 4804 4804 2 out 924 6 0 247 3 23 1 69 •39 0 live ' TPRIVPNK e. NF'    149':c   1 295L 9'<44 

60 2008 0 -   I, C» -••'      419- .     ; 1530 e 0 424 9 23 1 69 •94 0 Nosema ' NSVOEIILK 9 ABM269B0 1 RNA polymerase II largest subunrt 0 9657 

85 2008 03-05-05 3853 3B53 2 oul 1288 7 0 644 0 25 169 129 0 live ' NWKTNV1ANRK 11 NP 149482 1 019R 0 9599 

63 2008-03-05-05 J34S 4345 2 oul 979 6 0 56 9 22 168 195 0 693 irv6 1 KTYDIIVK 8 NP  149530 1 067R 0 9:6,8 

33 2008-03-05-05 1626 1626 2 out 8665 0 436 92 167 98 • 336 irv6 ' KNTFKTK 1 NP  149813 1 350L 0 979 

41 2008-03-05-05 1178 1178 2 out 915 5 0 266 0 29 1 67 158 0 Nosema • FFOEVLR 7 AAT72742 1 60S nbosomal protein LlOa 0 9603 

66 2008-03-0505 4053 4053 2 out 1060 6 0 888 0 '9 1 66 68 0 693 Nosema 1 IISSRSEIR 9 AB069727 1 unknown 0 9846 

32 2008-03-05-05 1354 1354 2 out 858 5 0864 0 '4 1 65 '90 0 l(V6 • ELKDLLK ' NP   149920 1 4571 0 9642 
71 2008 03-06-06 2713 2713 2 out 1142 6 0 609 •:• 1 65 •13 1 099 IIV6 • EUVHTST3NK •0 NP   149930 1 467R 0 9% 

55 2008-03-06-05 2602 2602 2 out 989 6 0 064 9 2' 1 63 408 0 irv6 • DKKltJESR 1 NP   149639 1 176R C -954 

62 2008-03-05-05 1695 1695 2 oul 1942 5 1 132 3 2 1 63 177 0 693 sv • NLSSEYSSR 3 AAK16263 1 polyprolein 1 9722 
13 2008 03 05 05 2106 2107 2 oul 749 4 0 764 9 2 1 62 2" C » ' FVQSR P YP 654617 1 hypothetical protein MIV045R 0 9523 
47 2008-03-05-05 4153 4153 2 oul 943 5 0 316 9 24 1 62 '24 1 386 • ' NIPENTKK 8 YP 6646-6 1 hypothetical protein MIV074L 0 9532 

107 2008-03-05-06 1208 1208 3 oul 2030 1488 0 35 162 217 0 IIV6 • YVYGGKTSTAYFVRETR 17 NP   149737 1 274L 1 

43 2008-03 0505 1482 1482 2 oul 921 6 1 211 02 1 6 238 0 IIV6 ' SLRSFAIK 8 NP   149767 1 304R 0 9767 

70 2008-03-05 OS 4244 4244 3 out 1135 5 0 737 3 49 1 6 125 c BQCVIBQCV 2 PDWDKPYSK 9 NP 620565 1 structural polypiotein )>3 

96 2008-03-06-05 2799 2799 2 out 152' 9 0 03' 3 3 123 0 nve. • MF.KNGFVKIVLMK 19 NP  149866 1 403L 0 9979 

59 200B-03-05-05 1527 1527 2 out 1027 6 0 141 3 32 1 58 294 0 • • PEIRDElR 8 YP 664659 1 hypothetical protein MtV067L • 9957 

49 200B-03-06-05 5824 5824 2 out 947 5 1 182 9 24 1 67 266 0 Nosema • LSKEDOIK 6 613:.6-4'. • pol polyprolein 0 9S47 

57 2008-03-06-06 4420 4420 2 out 1001 ! i 44-; 3 3 1 57 290 1 386 Nosema ' VTVDVGAO.GR 10 ABE2665S 1 pol polyprolein 0 9576 

78 200B-03-05-05 4026 4026 2 out 1193 6 1 B22 0 2! 157 •19 0 693 IIV6 ' HOQYRDELK 1 NP   149770 1 307L 0 9535 

38 2008-03-05-05 3274 3274 2 out 896 5 1095 o 19 1 56 358 0 irv6 • NFVKM'NK 8 NP  149902 1 439L 0 9917 

97 2008-03-05-05 4436 4436 2 out 1545 9 0 4   - 0 2? 156 '38 0 live • QKDFHFKEILLK 12 •'!•     ..-:.'. 0301 1 

• 2008-03-05 06 789 769 2 out '2H C4 36 0 22 1 55 359 0 live ' KSQFSK 6 M    149624 361L 0 9517 

9 2008 03-05 06 2530 2530 2 out 732 4 I 499 0 '6 155 400 0 693 Nosema|Hosema|Nosema|Nosema 4 QLWTGK 6 ABM26981 1 RNA polymeiase II largest subuni! 0 9593 

63 2008-03-05-05 1510 1510 2 out 1042 6 0 992 0 32 155 2 = 5 0 SVISVISV 3 EAIGDILALK to NP 049374 1 polyprolein 1 

52 2008-03-05-06 2545 2545 2 out 979 4 1 512 0 24 1 53 •13 • 336 176 • CPMEREDK 3 NP  149562 i 0891 -8'-. 

61 2008 03 OS OS 3170 3170 2 out 1039! ' 689 0 21 ' 53 394 0 SV|SV 2 • VIPDEPK • NF   :J9:-'4 • potyprotem 0 9964 

4 2008-03-05-05 2211 2211 2 out '22 • 0 763 9 22 152 463 0 live 1 IGEM'EK ' NP  149891 1 4281 0 9985 

90 2008-03-05-05 3486 3486 2 out 1379 7 1 947 0 32 ' 51 25 2 833 IV 5 i FDVPIUSSLECR 12 NP   149548 1 085L : 996- 

46 2008-03-05-06 5155 5155 2 oul 933 6 1472 0 33 1 5 '0B l 609 IIV6 • AlVISFhR 3 NP  149672 1 20 9R 0 9944 
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52 2006 33 Of. Cf 1W ?W :•-.• 1790 9 C 287 0 66 3 23 665 ) Nosema ' SVELP0GOVKGSER 11 MB8SK3 1 .Kl.r ;; q'-6? 

42 2006 33-05 C6 3263 3253 2 cu: 1515 7 C 705 06C 3 Z'\ 957 3 riosema ' IWHHTPYNELR 11 AA33686? 1 •cim 0 998? 

22 2008-33-05 06 2T66 2755 2 ou- 1202 7 1 376 0 '8 : 65 4-6 3 itV6 ' KFPTLBMt 1: TJP  M%88 I 225R 0 9536 ; 2008-D3-05-C6 2614 26*4 1 cs. 715 4 1 34' c :• 2 36 34' ) IIV6 • NMDK '-. NP  -49495 1 032R * 1 
2008-33-05-05 920 626 2 out B02 5 C 99 c 2 2 3 266 : Mo mmi - KSlDVLK * AB0697-5 1 jn. nown 0 9619 ':. 2O06-03-05-O6 3641 3841 3wt 2512 3 c rs D S3 2 2S 46 1509 ftOMBM ' NSASTNGKYEQNSLVKNPPPSTSK 24 ABE27276 1 unknown 0 9993 

50 2008-03-05-06 2038 2838 2 out •722 9 C 983 0 2E 2 24 402 . irve • NEiSRFVKTAGEEDK 1! NP  'J9750 1 28 'K 0 9624 

46 2008-03-05-06 4014 4C'4 2 ou; 1614 S C455 0 3: 11) '26 1 irv6 ' TrLTTKVQrJtNtK •4 NP 149513 1 050L :: 9H-: 

33 2006-03-05-06 3104 3104 2 ou: •296 7 1 408 ]  '6 122 211 0 rrOS*r>» • EEMtFCRKlK It ABE27267 1 unknovm 0 9872 

25 2008 03 05 06 2607 2507 3 ou: *215 6 C203 0 32 2 • 236 0 NOMfTll • ELFEEKKHR 9 AAT12292 1 hypothetical piolein 0 9549 

21 2008 03 05 06 3176 3176 2 out 11997 0 573 0 3' 2 0*1 24-o 0 IIV6 ' KVNIONKDIK 1: rjF -4--6-4 1 211L 0 9975 

CO 2008 03 05 06 3218 32i8 3 out 2292 1 1 *64 03 2 M 109 .3 » ' SPVSNOPSPEEDEP'PDLTLK 21 YF  554593 1 lypothw-cal [xotpir M1V321I 0 9672 

45 2008-03-05-06 44'6 44'6 2 cut '579 9 C 7T; 0 49 ; M "4 0 irve : FLRETVGVIFKDR i-1 
NP  -49770 1 3071 0 997 

65 2008 33 05 C6 4101 4101 3 cut 28JT5 1 *96 0 4B 2 ;•• •4 4 007 live • SSND*YSlii.OHSRfJNKLiSYMR 24 NP  -49691 1 22S. 0 979S 

i 20064)3-05-06 322' 3221 1 ou! -00 5 1 0-9 0  1': ' n 420 3 Nosema ' VXDfK 6 ABM26977 1 RNA pctyrr«rn* II HfQf »t »ub-i' ' 
37 2006-03-05-06 3972 3972 2 cut 1384 a 1 447 0 3: 1 38 150 3 M 1 FVGADWLLEPH 13 HP   -49510 1 44 71 0 994 

54 2OO6-03-06-06 4341 4341 2 out 19478 1 798 043 ' 35 149 0 Moumi 1 FNEQCGREM-EVLWSWK •7 AEVJ09CO 1 -lypotr"*- c* >OOf< *•'! OfOMm 0 9513 

2C 2008-03-05-06 3618 36*5 2 out '1757 C 449 0 36 ' 6-: 196 3 irv6 •• QWTRLEKSK 3 NP  '49778 1 3'5L 0 9802 

4 200B-03-05-06 1498 1499 2 ou: 725 3 1 113 0 19 4 ..<; ] Noaenia • QFSDTQ •- AAU805T 1 AF406765 6 caknoilul>r-d«p*n4*m ptoti " kmau 0 9681 

13 2008-03-05-06 3637 3637 2 ou: 380- 1 747 0 4t ' 36 2'9 0 I1V6 • HFVKMNK • NF   149902 1 '331 ,0 3885 

:? 2006 03 06 06 5051 6Q51 3 oui •90'9 C43 0 41 1 33 11: 1099 irve 1 IYACOMHKEMPYP CLK '6 Nf-   -49'5a 1 295L C 9W, 

15 2008 03 05 06 1288 1288 2 out 978 51 G497 0 28 ' 17 r7 0 No semi • KVSRFGER 3 AEE26655 1 po1 porypior^tn 0 979 

44 2OO8 03-0S-06 46l145112out •546 8 1 632 0 28 1 36 T8 0 IIV6 • KKCMSOYSPcSlK n NP   '4%29 1 1661 0 9646 

6) 2008-03-05-06 3193 3193 3 out 232? 2 C 7-5 0 36 1 36 32 0 irve • DAV7XE YVDE IK IND ATVSS-; 21 NP  '49859 1 396L 0 9876 

35 2008-03-05-06 6393 £393 3 c:: 1310 1 ' % 042 ' IS 106 2:79 ltV6 • NSSRrWFWSK IC NP  '4%78 1 2'5R 0 9634 

2c 2OO6-03-O5-C6 2363 2353 3 a,; '2317 1 369 0 34 1 33 23? 0 DWV • F5ISPXSVXXR •1 ABD35714 1 polyproirn 0 9849 

41 2006 03-05 06 4346 4346 2 om ,-494 9 ' 3-9 0 3' ' 32 69 0 693 UOi*"'l ' VEEElDRLLKLK 12 ABE26653 1 pol pofyptoivm 0 9889 

22 2008 03 05 06 *%1 1961 3 oui •292 7 C 389 0 33 1 11 177 a 1 lAWATYNVGELK 12 YP 654666 1 "typrthetic* prole"- MIV094L 0 9847 

11 2006 03 Of 06 2580 2630 2 oui 320 -1 C 304 0 28 1 3 99 1 336 irv6 • fJTSEL'JK H NP   '4^,439 1 025R 0 997 

56 2006 03 05 06 3705 ?7Df, 1 n.: 2086 2 C3'5 04 18 90 2 333 hiOSema ' rv/JASAAVOFirH   .r-.J'JK IS AFJV48897 1 lypotfiet CJI spoft »ail rr«nn 0 957 

12 2O08-31-05-06 2165 2165 2 out 859 5 1 842 0 24 ' 77 193 3 HV6 1 SXNLER 7 NP  '49686 1 2231 0 97T£ 

62 2O06-33-05-C6 4429 4425 3 a.: 2 3-4? 1 077 0 46 1 H 2-- 1 099 l(V6 ' ETIQHLQQVSLP~LKC SKCLK 21 NF  '49854 1 391R 0 9643 

47 2008-03-05-06 4217 42*7 2 ou- 1648 8. C 333 0 32 1 -4 284 ] IIV6 1 ETTTNEEVNDEbK '4 NF   *49901 1 4 ?8. 1 

29 2008-03-05-06 2664 2&W 2 ou: 1268 6. C 3*2 0 3: 1 n 237 1 336 ' SOOOtCYRLVK 11 YP 654664 1 nvpoth«t.cal p/ott •- MIV092R 09611 

3 2008-03-06-06 7359 7359 2 out 717 4 C 334 03 157 2'3 B irv6 ' rrrvGAK 7 NP '49548 1 bm 0 9936 

27 2008-0M6-06 4l4 414 3oot '226 6 1 'IB 0 3-; is; 231 1 299 IFV6 • MLVTGRSPlLK •1 NF  149717 1 254L 0 996 

57 2006-03-06-06 JV';.  :  v- i M 2'08 2 1 323 0 41 15; -2.-, 0 - LQLTSKYNLPTAGW1QFK •5 YF  554692 1 hypoineual p«utei-MIV120R 0 9807 

1 2006 03-05 06 4353 4353 2 oui 789 4 1299 03; 1 66 228 0 ' KNPDSTK 1 YP 654621 1 hypotfet.ca' protein MV049R 0 566 1 

23 2008 .11 Of 06 40'0 J:M 2 • .,* 1205 7 0 539 043 1 66 26? D 693 irve ' VDVSTQTKTVK •1 NP 149655 1 192R 0 977 

1 2006 03 05 05 '659 1659 2 out 308 5 0 9*5 0 33 1 6-. 10? 1792 irve • KIGYSIK 7 NP   -4<*flSB ' 425R • (j7r? 

16 2OO8-03-05-C6 3500 3500 2 oui '.Hi - C 796 •.•   •• 1 5: ;.j? ':• irve • WQfYVFDK a NP  149876 1 213R 0 68S 

17 200833-05 06 -429 1429 2 out 'W2 6 1 06 0 33 • u ?'4 -) SV|SV)SV 3 E:A:GDILALK K NP  349374 1 pol'.-protr..'- 0 9969 

40 2008-33-05-06 •901 1901 3 out 1469 B 1  *47 0 36 1  64 2-5 : Nosema : RCLPCSOSLYR 12 ABV48B91 1 spore weN protein 0 9'95 

43 2008-03-05-06 4821 4821 3 out 1526 8 1 732 0 36 1 54 IOC 1099 ABPV"ABP\1A3PViABPViAeP7|A3PVABP1->ABP^A£pV|A3P WISPCi.TQLBGi", '1 NP 066242 1 c«p*id pro: em 0 9791 

IB 2008-03-05-06 6179 5179 3 out ••33 6 1 173 0 3-; 1 S3 319 : irv6 1 )EDSVDif2HPl K NP 149803 1 .14 QK 1 

•:• 2O08-03-O5-O6 1411 1411 2 out 812 4 0 72 0.' 1 6* 19* J Nosema 1 KYMENK 6 ABE27277 1 jnkn(rwn ,;;   ;,:,•,,. 

36 2008 33 06 C6 6*81 6631 3 OL! 1381 7 1692 0 36 1 6" 2*0 0 IIVC 1 YPOPFSlSOiSK 12 ItF   149784 ' 3021 0 9739 

49 2008 03 05 06 3543 3543 3 oui '688 9 1 095 0 3; 1 6* 127 o irve • EMLLLPNESAKTKSK IS NF  149674 1 2HL 0 9761 

30 2008 03-05 06 6973 6973 3 ou: 1270 7   1 ?45 0 4' 1 H 26? 1 Nosema ' MtCPLLGTTW •1 AB069719 1 unknown 0 9559 

26 2008-03-05-06 2133 2133 3 oui 1217 5     ' - 0 4' : 56 8^ 0 693 irve • M'SDTQEYSIK •1 NP   '49538 1 0751 0 97S1 

1C 2008-03-05-06 7239 ?239 2 ou: B13 6 1 347 0 36 • V- 1" : NOMHI L.V.T,-.K 7 BAG 15634 1 •Tonrjatton factor 1 alpha 0 9831 

14 2008-03-05-06 7463 7463 2 ou: 9164 0 '64 0 4' ' 5! 32* c A6PVlA£^'/|*3PV ABPVlAB^.'IASPViABPV ABPVIAB^'IKev •3 RATT^'CYR E AA-.5E199 1 •trueUral proieti 0 9988 

31 2008-03-05-06 3893 3B93 3 cm 12717 1572 0 39 * 5: 134 0 693 Nosfia £lYTDKlDrK *: AE063726 1 jnknown 0 971B 

55 2008-03-05-06 3925 3925 3 cu: 2024 0 057 0 •:' ' 52 
T4 1 099 Nojema - kf'PM-D-VQTLSVDVPVHK •i AAC47659 1 jnknown 0 9832 

3B 2008-03-05-06 5742 5742 3 out 14'3 9 1 24 0 3d 1 -y .\. 3 Noaema ' EVLIKNKELLSK M AEV48657 1 nypotht'. CSl tpore *»•! protein 0 9723 
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98 200803-0508 4024 4024 2 out 1614 9 0 636 0 26 .142 699 0 IIV6 1 TUTTKVQNINIEK •4 NP 149513 1 050L 0 969 

6 2008 030508 2775 2775 1 out 715 4 0 045 0 07 2 11 335 0 IIV6 l NIIIDis 6 NP  149495 l 032R 1 

76 2008-03-05-08 3237 3237 2 out 1032 5 1 184 0 22 2 1 1 •• 3 693 '.:. = en-3 1 LELGNPFSR 9 ABE26648 1 pol polvprotein 0 9974 

35 200803-05 08 812 812 2 out 802 5 0 705 0 21 2 08 0 ABPV|ABPV[ABPV 3 KAMIALR 7 AAL05919 1 caouid polyprottatl t_0_9514 

86 2008-03-05-08 3997 3998 2 out 1205 7 0 783 0 36 2 07 2'3 ;: live 1 VDVSTQTKTVK 11 NP  149655 1 192R 1 

28 2008-03-05-06 726 726 2 out 773 5 1 635 0 02 2 05 31S 0 IIV6 1 KLDELR 6 NP  149695 1 232R 0 9B47 

16 2008-03-05 08 2158 2158 2 out 743 5 1585 0  U 204 369 0 IIV6 1 OVKKIK 6 NP  149486 1 023L 0 9679 

26 2008-03-05-08 980 980 2 out 759 5 1 411 0 12 2 02 25' 0 In/6 1 KNKEIK 6 NP  149864 1 401R 0 994 

54 2008 03-05 08 2176 2176 2 out 867 5 1 606 0 -6 2 2S7 1 099 IIV6 l KIHDVKK 7 NP 149750 1 28 7R |  •-*,. 

12 2008-03-05-08 670 670 2 out 729 5 C 566 0 16 1 03 169 0 693 IIV6 1 KSPAAKK ? NP  149872 1 411. 0 9789 

63 2008-03-0508 938 938 2 on: 938 • 1 456 0 19 1 95 4-11 0 IIV6 1 NINHSILK 8 NP  149513 l 0501 C 9973 

52 2006-03-05-08 2992 2992 2 out 862 5 0 969 0 19 193 1 1 099 Nosema l KNKMTLK 7 AB069713 1 Sec61alpna 0 9833 

30 2008-03-06-06 1999 2000 2 out 778 4 1413 0 1 1 92 136 1 609 Nosema 1 U-tllhTR 7 AAC47659 1 unknown 0 9549 

36 2008-03-05-OB 2631 2631 2 out 807 5 i T:s c • 1 92 i-f. 0 Nosema 1 -'.': ••..,. R 7 AAU11091 1 class II photolyase 0 981 

97 2O08-03-05-O8 3280 3280 2 out 1608 8 3 4: 1 9 134 0 KBV I WFADIVGGVAAIFGW IS YP 308661 1 VP4 c 99S i 
46 2008-03-05-08 3146 3146 2 out 828 5 1 019 o •• 1 87 36< 0 Nosema 1 ELGGLLAR 8 AAQ91616 1 unknown f 9502 

81 2008-03-05-08 1612 1612 3 out 1142 7 1 756 0 39 187 936 0 IIV6 1 XOIAISKM , 10 NP  149485 1 022L 1 

99 2008-03-05-08 3907 3907 2 out •^   3 C 143 0 23 187 141 1 609 W6 1 FKGELRDNQWIVR •4 NP  149624 1 161L c 58ft 
68 2008-03-05-06 1015 1015 2 out 978 5 0 647 0 24 1 B4 293 1 386 Nosema 1 KVSRFGER 8 ABE26655 1 pol polvprotem 0 «969 

72 2008 03-05 08 2710 2710 2 out 989 5 0 187 022 1 83 4-4 1 099 IIV6 1 OKKLNESR 8 NP  149639 1 176R 0 9972 

13 200B-03-05-06 698 698 2 out 731 4 1 491 0 M 1 81 IS3 1 386 irv6 1 VKDELK 6 NP 149469 1 0061 0 9869 

14 2008-03-0508 992 992 2 out 731 5 1 415 0 08 1 81 22' 0 693 IIV6 1 QTKKVK 6 NP  149705 1 242L 0 9949 

19 2008-03-06-08 949 949 2 out 746 4 0 867 0 13 1 81 24 9 1 099 IIV6 1 EDVKKK 6 NP  149832 1 369L 0 9924 

64 2008 0305 06 2883 2883 2 out 1164 6 1203 0 32 1 6' 24 1 3 l(V6 1 KVMOCESTk i0 NP  149813 1 350L 0 9953 

10 2008-03-05-06 1098 1098 2 out •;-. :< r. 357 3 -7 1 8 i 3 2 708 Nosema 1 QFSDTQ 6 AAL28067 1 AF406785 6 calmoduim-dependent protein kinase ( "6. ' 

20 2008-03-05-08 2662 2662 2 out 749 3 C HI 0 13 1 8 2 3 2 079 l.jse-va 1 DMNCVR 6 ABE27264 1 unknown 0 9-1' 

60 2008-03 05 08 3255 3255 2 out 914 6 0 485 0 18 1 '9 131 0 W6 1 UNDLAKK 8 NP 149647 1 1B4R 0 9974 

18 2008-03 05-08 664 664 2 out ~44 5 C 62: C ' 1 78 4 34 0 Nosema 1 KLIENK 6 AAB62548 1 qlutammyl-tRNA synthetase 0 9646 

71 2008-03-05-08 991 991 2 out 983 4 0 284 0 21 1   7? IV 2 398 IIV6 1 DTEM-KTDK 
r 

NP  149856 1 393L 0 9696 

55 20080305-08 3525 3525 2 out 880 4 0 643 0 19 1 76 11- 1 792 IIV6 1 IDGVDSFK 8 NP 149486 1 322- 0 983 

29 5032 33-0  us •'•••-   '••   i   ', 777 4 1 388 0 1 1 74 •6' 0 IIV6 1 KSDNGEK 7 NP  149746 1 285L 0 9903 

53 2008-03-06-08 1502 1602 2 out 866 5 0 385 0 21 1 74 18C 1 099 Nosema 1 FASFAPAR 8 AAT12295 1 phospholipase D 3 994 

85 2008-03-OS-08 4118 4118 2 out 1181 7 1 917 0 26 174 2'2 C IIV6 1 AGDAIPQI1GVK •2 NP  149668 1 205R 3 996 

94 2008-03-05-08 4560 4560 3 out 1430 7 1 098 0 45 •  '4 21' 0 693 IIV6 1 NDYKSDLYIDGK 12 NP  149618 1 155L C 93 m 

16 2008-03-05-08 2020 2020 2 out 732 4 0 46 0 14 1 73 236 1 386 MoMma 1 EINNOK 6 ABE26643 1 pol polyprotein 0 9982 

40 2008-03-05-08 2846 2846 2 out 817 5 0 798 02 173 356 1 099 irv6 1 UCEALR 3 NP  149585 1 122R 0 5M2 

45 2008 03 05 08 622 622 2 out 826 5 3 91 0 16 1 73 1T1 1 386 IIV6 1 Kll DIPR 3 NP 149707 1 244L 0 9983 

7 2008 03-05-08 1423 1423 2 out 7174 0 647 0 '4 1 71 13' ' 399 IIV6 1 ITTVGAR 7 NP  149548 1 085L 0 9827 

47 2008-03-05-08 2800 2800 2 out 830 5 0 406 0 22 171 203 2 079 01 1 GGQLAGVTK 9 YP 654600 1 hypothetical protein MIV028R 0 9941 

1 2008-03-05-08 3333 3333 2 out '00 5 C 536 0 46 1 7 231 0 Nosema 1 VXDIIK 1 ABM26977 1 RNA polymerase II larqesl subunii jse 
3 2008-03-05-08 1243 1243 2 out 7C3 4 0641 0 15 1 7 13c 0 8i 1 ENVITK 6 YP 654658 1 hypothetical protein MIV086L C 9956 

31 2008 03 05 08 1668 1668 2 out 780 4 0 854 0 21 1 7 13 1 609 IIV6 i PFQWGGK 6 NP  149731 1 268L 0 9527 

48 2008-03-05-08 1087 1087 2 out 832 5 0 495 0 14 1 7 266 0 DVW |DWV|DWVIKakuqo 4 OIRM'LR 7 NP 853660 2 polyprotein 0 9512 

64 2OM-O3-O5-08 4'42 4M2 2 out 942 6 0 86 0 29 1 7 199 0 IIV6 1 LVMIDL-, 8 NP 149527 1 064L 0 9887 

70 2008-03-05-08 1687 1687 2 out 980 6 0 343 0 2 1 7 .<• 0 irv6 1 SPNISIPPR 9 NP 149910 1 447L 0 9888 

62 2008-03-06-08 1278 1278 2 out 921 6 1 106 041 1 69 247 0 IIV6 1 SLRSFAIK S UP   U9T67 • 304R 0 9506 

100 2008-03-05-08 3993 3994 2 out 1763 1 0 32 0 29 1 69 463 0 Nosema 1 RMFVLAVIVLFLITK •5 AAL2SI -' ' AF406765 6 calmodulin-dependent protein kinase 0 9924 

57 2008-03 05 08 2001 2001 2 out 892 • 054 0 19 167 33 0 IIV6 1 ETVGVLFK 8 'IF   149770 ' 307L 0 93131 

25 20080305 08 2398 2398 2 out 759 4 0 636 0 31 1 66 243 0 693 Nosema 1 LAVNM-VP 8 AAB12038 1 beta-tubulm 0 9984 

61 2008-03-05-08 1110 1110 2 out 921 5 1 355 0 17 166 209 0 8i 1 SSLMDQLK 6 YP 654601 1 hypothetical protein MIV029R 0 9504 

73 200B03-05-08 3960 3960 2 oul 1008 6 0 9 034 1 63 12' 69 - Nosema 1 SLSHPNILK 9 AAL28053 1 AF4067B6 2 checkpoint protein kinase 0 9661 

67 2008-03-05-08 2082 2082 2 out 949 5 0 977 3 22 1 6 1il 0 IV6 1 ELM-DA1_NK 9 •11    149864 ' 401R 0 993 

38 2008-03 06 08 1316 1316 2 out 812 4 0 493 0 22 1 58 212 0 693 Nosema 1 KYMENK 1 ABE27277 l jnxnowri 0 9966 

17 2008-03-05-08 1143 1143 2 out 744 4 0 847 0 25 1 67 199 1 099 IIV6 1 QALWAR 6 NP  149878 1 415R 0 9967 

87 200803-05-08 6068 6068 2 out 12086 0861 03 1 57 1-9 1 386 Nosema 1 DPFPEIDWTK n ABV48892 1 hypothetical spore wall protein 0 9717 

24 2008-03-06-08 1663 1653 2 out 756 4 0 509 0 18 1 55 339 0 693 Nosema 1 FEAYVK 6 AAL28063 1 AF406786 2 checkpoint protein kinase 0 992 

32 2008-03-05-08 1314 1314 2 out 784 5 0 443 0 21 1 55 166 1 099 VDVWDV1 2 QVRUR 6 YP  145791 1 to jrprotfwi 3 95' 

93 2008-03-06-08 2868 2868 2 oul 1383 7 0 098 0 22 1 54 136 0 693 Nosema 1 ENMAGKRSFDTK 12 ABE26650 1 pel polyprotein 0 9962 

43 2008-03-05-08 2701 2701 2 oul 820 6 0 212 0 23 1 63 -.46 0 fl' 1 RAVTM'VK 8 YP 654627 1 hypothetical protein MIV055R 0 9881 

78 2008-03-06-08 4695 4695 2 oul 1055 6 1 804 0 42 l  -3 < 33 0 693 Nosema 1 LVKEPNLSR 9 AAT72743 1 translation elongation factor 2 0 9667 

% 2008-03-05-08 3871 3871 2 out 1516 8 0 693 0 37 152 120 3 ABPV|ABPV|ABPV 3 NNPNKMTTPVKEk 14 AAL05919 1 capsid polyprotein 1 

Test 89 

Si No File Name jM*H) •M •Co XCort Sf RSp Reference No Pepttde V. ID* Protein PP 

3 2008-03-05-09 2302 2302 2 out 892 5 0 654 0 48 2 15 442 C IIV6 1 ETVGVLFK 8 NP 149770 1 307L 0 9713 

17 2006-03-05-09 3936 3938 2 out 1143 6 1727 353 2 15 213 c NosemalNosema 2 LAVNMVPFPR 10 AA'135-f- " beta-tubulm 0 9749 

18 2008 03-05 09 3063 3063 3 out 1171 7 0 764 0 22 2 14 337 c IIV6 1 EDKLPLSEIK 13 '.!= U$TM i 2891 0 9525 

5 2008-03-06-09 2720 2720 2 out 607 5 1 682 02 2 07 2'6 c Nosema 1 FMLAGLR 1 AAU11091 1 class-ll photolyase 0 9771 

29 2008-03-05 09 4027 4027 3 out 1528 8 1 352 0 28 1 33 •63 c ABPV|ABPVIABPV M DNISPDLTQLDOK •4 NP 066242 1 capsid protein 0 9583 

19 2008 03 05 09 2998 2998 2 out 11978 0 136 0 38 183 21: 0 693 IIV6 l ESILILLLRK •3 NP 149671 1 203L 0 9818 

11 2006 03 05 09 2630 2630 2 out 976 4 0 684 0 23 1 82 46C C Nosema ' ENVENDEK 8 ABV48898 1 hypothetical spore wall protein 0 9776 

24 2008-03 05 09 2366 2366 3 out 1234 7 0 9! 05 182 258 c a1 • AQHPELKHFK 10 YP 654658 1 hypothetical protein MIV086L 0 9691 

10 2008-03-05-09 1927 1927 2 out 950 6 0 309 0 36 18 299 c DV6 ' KFAST1GVK 9 NP 149864 1 401R 0 9984 

28 2008-03-05 09 1485 1485 3 out 1510 8 1 589 03 1 79 224 1 336 gi • SIFVEWAQQGFAK 13 YP 654692 1 hypothetical protein MIV120R 09622 

14 2008-0305-09 3379 3379 2 out 10716 0441 0 27 1 76 is: C live ' GKVEIFHNK 9 NP 149917 1 464R 0 994 1 

30 2008-03-05 09 4160 4160 3 out 1538 7 0 13 05 1 71 286 c Nosema • SWGWGTGSPGTM-AVR 18 AAT12294 1 beta liansducm repeat contammq protein-like 0 9999 

4 2008-03 06 09 2332 2332 2 out 802 4 0 913 0 41 1 7 36' c SVISV|SV|SV 4 TLDQLGR 7 NP 049374 1 polyprotein 0 977 

1 2008-03-05-09 3313 3313 2 out 700 5 0 715 0 27 1 63 36' c Nosema ' VMXK 6 ABM26977 1 RNA polymerase II largest subuml 0 9975 

21 2008-03-05-09 3476 3476 3 out 1214 7 1 124 0 29 1 69 3,1 c fli ' IECRRTPIVK 10 YP 654658 1 hypothetical protein MIV086L 0 9933 

2 2008 03 05 09 2728 2728 2 out 705 4 0 14 0 27 1 65 332 c IIV6 ' DDLKSK 6 NP 149463 1 468L 0 9893 T 
2008-03-06-09 2811 2811 2 out 3.16 6 0 683 034 1 65 39c 0 693 Nosema • HIPKTLK 7 ABE26648 1 pol polyprotein 0 998- 

6 2008-03-05-09 1624 1624 2 out 820 4 0 227 0 32 1 61 304 c KBV ' QIDVSMQ 7 YP 308662 1 VP2 • 
15 2008-03-05-09 27612761 3 out 1076 6 1 514 0 33 1 59 •50 1 099 IIV6 

1 
KVNFLMRY 8 NP   149494 1 031R 0 9941 

23 2008-03-05-09 2008 2008 3 out 1231 7 1 16 04 1 58 264 C fli I LM'IAGTTPRKK '2 YP 654588 1 hypothetical protein MIV016R 0 9933 

9 2008-03-05-09 857 857 2 out 922 4 1 105 0 32 1 56 •62 c irvs ! DREMM K 7 'IP   143469 1 MM. 0 9827 

31 2008-03-05-09 2763 2763 3 out 1552 7 1 029 03 156 22C c NosemalNosema 2 MPFGLCNAPATFQR 14 ABE26664 1 pol polyprotein 0 9712 

3 2008-03-0509 2775 2775 2 out 755 4 0418 036 1 53 •33 1 099 SV1SV|SV|SVISV • LGFPHGK I NP 049374 1 pojypratwi 0 9616 

33 2008-03-06-09 4657 4657 3 out 1939 9 c 61 0 37 1 52 224 0 II'25 1 STM'PGIPFETPVGVGSGAR 20 NP 149676 1 213R 0 9547 

B-37 



SrNo cilf Name IjMeHl "M •Cn > Ion St RSp Reference •Jc Peptide AA D» Prolem PP 

65 2009-03 180' 3996 3996 2 out 1790 9 i 433 0 61 3 62 "34 0 Nosema 1 SYELPDGQV1KIGSER '6 AAB86863 1 actin 0 9815 

55 2009-03-18-07 4065 4065 2 out 1614 9 0 591 0 38 27 •'-;• : IV6 1 TILTTKVQNINIEK 14 IP  149513 1 050L 0 9714 

52 2009-03-18-07 3280 3280 3 oul 15518 1 42' 0 62 2 • 653 0 IV6 1 WDETQQLLYKFK 13 IP 149668 1 205R 3 9694 

46 2009031B-0? 3735 3735 2 oul 1432 8 0 466 •: 4' 2 35 13! 0 oi 1 AM'VLDILKELGSK '4 YP 654651 1 hypothelical protein MIV079L 0 9599 

60 2009-03 18 07 4281 4231 3 oul 1668 1 811 0 33 23 
; 

0 Nosema 1 IKVIQEVO.IDIt.EK '4 AJ3E27269 1 unknown 0 9894 
41 200903-1807 3894 3894 2 oul 1329 8 1 558 0 33 2 14 "9 1 099 IV6 1 VEKGLSISQIKK li IP   149608 1 '451 0 9832 

58 200903-18-07 4206 4207 2 oul 1648 8 0 668 0 39 2 11 270 0 IV6 ' ETTNEEVNIDEIDK "4 IP  149901 1 4381 0 9571 

39 2009-03-18-07 4009 4009 2 oul 1270 8 1 449 ; 2; 2 09 39« 0 Nosema • HINTVKEVUK •' ABV48897 1 hypothetical spoie wall protein 0 9964 

51 2009-03-18-07 3809 3810 3 oul 1536 8 0 587 0 3 2 02 236 c IV6 • SPKSM'TVQSIAFPK '5 IP  149829 1 366R 0 9915 

22 2009-03-18-07 2839 2839 3 oul 11186 1799 0 31 2 339 0 ABPV ' VDLCAEVKNK IC IP 066241 1 repltcase polyprotein 0 957 

42 2009 03-18-07 30% 3096 2 oul 1344 7 0 363 0 25 1 97 43' 0 IV6 1 IENENNLEEIK •1 NP 149776 1 313L 0 994 

48 2009-03-18-07 1461 1461 3 oul 1468 8 0 32 3 5 1 9: 271 0 Nosema 1 KYELEGAPGHVIR *3 ABM26977 1 RfLA polymefese II lamest subunrt 0 968 

25 2009 03-18-07 3905 3905 2 oul 11346 1 43" 0 3' 1 91 303 0 lAPVIIAPV 2 VQKNNPSGYK 10 VP 001040003 1 structural polyprotein 0 9864 

63 2009 03 '8-07 40'2 4072 2 oul 1765 9 1 615 0 35 1 91 511 c IV6 1 TYTPAGM'DKWPVEVR '6 NP 149530 1 067R 0 9951 

8 2009-03-18-07 22'2 2272 2 oul 892 5 0 513 02: 1 9 :~4 c IV6 i ETVGVLFK 3 JP  149770 1 30'. 09944 

43 2009 03-18-07 3873 3873 2 oul 1377 7 0 554 0 26 1 9 110 0 IV6 i NENNSVGRTQMK 1] •IP  149530 1 06-R 0 9834 

61 2009-03-18-07 '109 "0: 3 oul 1750 5 0 425 0 46 1 81 131 1 099 lAPVIIAPV 2 VDLCAEVRNKVEFTK ••: YP 001040002 1 polymerase polyprotein 1 

35 2009-03-18-0'2917 291'2 out 1243 1 0 591 0 32 1 84 636 : IV6 1 IEELKIEELK •: JP  149512 1 04 9L 0 9928 
7 2009-03-18-07 3768 3768 2 oul 880 5 1 623 0 42 1 8: 230 0 IV6 l NFVKMNK ' NP  149902 1 4 39L 0 9873 

32 2009 03-18-07 3862 3852 2 oul 1213 ' 1 609 0 28 1 83 m 0 IV6 1 ELNQILDKIK 10 IP 149916 1 453L 0 98% 

20 2009-03-18-07 4564 4564 3 oul 1099 6 0 488 : si 1 81 '25 0 693 ff i QSSGGPSPVKR 11 YP 654646 1 hypothetical protein MIV074L 0 9724 

64 2009-03-18-07 3507 3507 3 oul 1776 9 1 763 0 35 1 79 156 0 Josema ' MVCEDCNNROPVIKK 15 AAD12605 1 RNA polymerase II largest subumt 0 9943 

23 2009-03-18-07 2779 2779 3 oul 1120 5 031 C 33 1 77 223 1 386 Nosema ' IDEMGADIEK 10 ABE27267 1 unknown 0 9956 

5 2009-03-16-07 7278 7276 2 oul 762 4 0 304 : 3' 1 76 1-36 2 -57 Nosema|Nosema|Nosema 3 KLDMGAK - ABM26981 1 RNA polymerase II largest subunit 0 9946 

37 2009-03-18-07 4593 4593 3 oul 1255 7 034 04 175 142 1099 Nosema ' RFDNSVYARK 10 ABV48899 1 hypothetical spore wall protein 0 9719 

4 200903-18 07 2584 2584 2 oul 759 4 0 -141 0 29 i 73 203 0 Josema 1 LAVHWVP 8 AAB12038 ' beta-tubulin 0 9721 
67 2009-03-18-07 4395 4395 2 oul 1947 8 1 803 I 46 1 72 126 0 losema 1 FNEOCGREM'EVLMSMK 17 ABV489001 hypothetical spore wall protein 0 9794 

<3 2009-03-18-07 3046 3046 2 oul 1268 7 0 781 I 4< 1 7 26; 0 IV6 1 NKSPLLNESEK 11 IP 149523 1 060L 0 9779 

69 2009-03-16-07 3661 3661 3 oul 2599 6 1 429 0 36 16! 132 0 693 IV6 i MILILTIIVGFLIYFVTAKRFK .'. NP 149820 1 357R 0 9839 

31 2009-03-1B-07 2391 2391 3 oul 1207 7 ' 53 04: 1 66 378 0 ABPV 1 KIAGIHVAGDAR 13 ':' ifciSv, replicase polyprotein 0 9658 

53 2009-03-18-07 1662 1662 3 oul 15': 9 c oc-: 0 38 1 66 I3« 0 693 IV6 1 SLRSFAIKMAITVR 14 IP   -49-6- 1 304R 0 9738 

10 200903-18-074523 45232out 964 4 1 036 0 44 1 65 '35 1 099 Nosema 1 DTDSFEIK 1 ABV48893 1 hypothetical spoie wall protein 0 9659 

33 2009-03-18-07 5260 5260 3 oul 1223 6 1 957 9 4 165 0 Nosema 1 IYSLDFWER 5 ABV48S91 1 spoie wall protein 

3 2009-03 18 07 2668 2668 2 out 762 4 0 696 0 23 1 64 233' 0 IV6 ' ISEYIK 6 4P 149722 1 259R 0 9877 

18 2009-03-18-07 4417 4417 3 oul 108O6 0 399 0 33 164 2C1 1 099 uosema 1 QKSYDQRR 3 ABV48899 1 hypothetical spore wall protein 0 9923 

49 2009-03-18-07 3912 3912 2 oul 1476 7 0 336 0 34 1 64 336 0 ABPV i NNSNKM'ATPVKEK •4 NP 066242 1 capsid protein 0 9965 

59 2008-03-13-0' 3453 3453 3 out 1664 8 0 266 0 62 1 54 '-6 0 Nosema 1 M'VCEDCNNRQPVIK \i AAD12605 1 RNA polymerase II largest subunit 0 9695 
57 200903-18-07 4719 471920UI 1639 9 1 623 0 4' 162 152 0 Oi 1 ULYLVALQYALDVK '4 YP 654660 1 hypothetical protein MIV088R 0 9874 

13 2009-03 18-07 6105 6106 3 oul 1064 6 1 336 g 31 16 340 0 IV6 1 QLKIYDFK 3 IP   149902 1 439L 0 9648 

29 2009-03-18-07 2953 2953 2 out 1194 6 0 '39 0 44 1 59 141 0 IV6 i EAM'EEIKSNK 11 NP   149465 1 022L 0 9942 

62 2009-03-18-07 4002 4002 2 out 1763 1 1 237 0 41 ' 57 383 0 Nosema ' RMFVLAVIVLFLITK 15 AAL28057 1 AF406785 6 calmodulin-dependent protein kinase 0 9865 

17 2009-03-18-07 5400 5400 3 oul 10" 5 0 89 043 1 55 '18 1 609 ABPV 1 INSDGELDSK '0 ip .s...:. i - replicase polyprotein 0 9993 

21 2009-03-18-07 2485 2485 3 out 11156 1 606 0 48 155 '45 0 gi 1 LNIDSKGQIK 10 YP 664669 1 hypothetical protein Mrv097L 0 9703 

34 2009-03-18-07 1846 1846 3 oul 1231 7 1 58' 0 33 1 55 .146 0 gi 1 LM'lAGTTPRKK 12 YP 654588 1 hypothetical piotem MIV016R 0 9789 

24 2009-03-18-07 7234 7234 3 out 1127 6 1 453 0 3' 1 61 321 0 Nosema ' KAFYTGTLVK -.33: 3     •.   1 oeta tubuin 09998 

47 2009-C3-I8-07 4O43 4043 2OU1 1468 7 0 374 0 43 1 51 351 0 lAPVIIAPV 2 NAGIKMTMRDFGK 13 YP 001040002 1 polymerase polyprotein 0 9758 

27 2009-03-18-07 5987 5987 3 out 1188 7 0 131 0 3! 1 5 '22 0 693 Nosema 1 VRVMEGKTLR IC ABV2698I ' RNA polymerase II largest subunit 0 954 

50 2009 03 1807 4059 4060 2 out 1513 1 634 0 39 1 5 138 0 IV6 1 LILIASLVLLLFGK 14 IP  149676 1 2'3fi 09666 

Test 91 

SrNo File Name M+HI •M •Cn 'Con Sp RSp Reference Mo Peptide AA ID* Prcie 1 PP 

71 2009-03-18-08 4003 4003 2 out 1790 9 0 649 064 35 762 0 Nosema 1 SYELPDGQVIKIGSER 16 AAB86863 1 actin 0 9957 

1 2009-03-18-08 3243 32-13 2 out 700 5 0 14 0 28 2 ' 369 0 Nosema 1 VXJOIIK 6 ABM26977 ' 3NA polymeiase 11 larqest subunit 0 954 

67 2009-03-18-08 4283 4284 2 out 1648 8 0 71 0 26 2 1 282 ' 3 593 IIV6 I ETTNEEVTIlDEIDK 14 IIP 14 9'.: 1 - 438L 0 9834 

63 2009-03-18-08 4463 4463 3 out 1640 7 0 426 0 26 2 1 466 0 IIV6 1 HMYESIESYLLR 12 IIP   149-40 ' 077L 0 9749 

29 2009-03-18-08 3327 3327 2 out 1071 6 0 501 0 24 2 1. 459 0 693 IV6 1 VNIQNKDIK 1 NP   149674 1 2111 0 9666 

A- 2009 03-18-08 3345 3346 2 j.;l 1213 7 1 567 0 25 2 ti 696 0 HV6 1 ELNQILDKIK IC NP   149916 1 453L 0 990' 

52 2009-03-18-08 3113 311320U1 1344 7 0 32 0 22 2 421 0 IIV6 1 IENENNLEEIK " NP 149776 1 3131 C9747 

65 2009-03-18-08 4297 4297 2 out 1614 9 0 542 03 2 0- 669 0 IIV6 1 TILTTKVQNINIEK 14 IIP   '49-3'3 ' 050L 0 9863 

54 2009-03-1808 3941 3941 2 out 1362 8 0 522 C 2 J 20 232 0 IIV6 1 PFFANLLSVLNK 12 NP 149508 1 04 5L 0 9844 

57 2009 03 18 08 3963 3963 2 out 1384 8 1 776 0 25 20 422 0 IIV6 1 FVGADWLLEPII '3 NP 149910 1 447L 0 9606 

6 2009 03-18 06 664 664 2 out 763 5 0 81 0 17 246 0 IIV6 1 KFNKVK 1 IIP   149758 ' 2951 0 9601 

66 2009-03-18-08 3780 3780 3 out 1630 B 1 576 0 33 ' 9S 355 0 693 IIV6 1 QENMLIESHNWLR '4 NP 149463 1 468L 0 9843 

£ 2009-03-18-08 1009 1009 2 oul 759 5 • 339 0 13 1 * 171 0 IIV6 1 KNKEIK 6 NP 149864 1 401R 0 9575 

22 2009-03-18-08 2148 2148 2 out 392 5 0 489 0 33 1 5" 434 0 IIV6 1 ETVGVLFK 3 NP 149770 1 307L 0 9832 

2i 2009-03-18-08 3377 3377 2 out 978 5 0 592 0 23 ' 9 324 0 693 IIV6 1 SMLKQMLK b NP 149751 1 283R 0 9891 

48 2009-03-18-08 3967 3967 2 oul 1263 3 1 603 0 45 1 9 447 0 IIV6 t IFIKFMLKTK '[ NP   149718 1 255L II 956 -: 

20 200S-33 18-08 256J 256-1 2 out 878 5 0 13 0 22 1 9f 275 0 693 a 1 KGCKTTIK 3 YP 664693 1 hypothetical protein MIV021L 0 9593 

36 2009-03-18-08 1674 1674 2 oul 1142 7 0 706 0 3 ' 9. 438 0 IIV6 i KDLAISKVLR •2 NP  149485 1 022L 0 9959 

61 2009-03-18-08 3734 3734 2 out 1432 8 0 523 031 1 9' 724 0 OI t AM'VLDILKELGSK '4 YP 654651 1 hypothetical protein MIV079L 0 9737 

11 200903-18-08 7263 7263 2 out 775 4 1 516 C 34 • 9 470 0 Kakugo 1 VOJSSNK - YP 015696 1 polyprotein 0 9928 

10 2009-03-18-08 1866 1866 2 out 771 5 1 517 r. 26 ' 533 3 Nosema 1 RIEILK 6 A8E27266 1 unknown 0 9992 

60 2009-03-18-08 4062 4052 2 out 1428 7 1 416 0 33 1 237 3 KBV 1 AAVRMTM-RDFSK •3 AAF21998 1 RNA polymerase 0 9941 

27 20(35 03 18-08 4589 4589 2 out 994 4 0666 0 27 ' 6 183 1 792 KBVIKBVIKBV 3 MNNEAIWR 1 YP 308663 1 VP3 0 9931 

51 2009-03-18-08 3585 3586 2 out 1333 6 1 701 0 33 ' 3 428 0 Nosema 1 EM'EIYNESFR 11 ABE27264 1 unknown 0 9956 

55 2009-03-18-08 3993 3993 2 out 1377 7 1 684 c 41 ' 8 10( 0 IIV6 1 NENNSVGRTQMK 12 IIP 149530 i )67R 0 9872 

49 2009-03-18-08 4223 4223 2 oul 1285 7 1 056 0 52 1 8 1279 0 IIV6 1 EAQKIEKIGNR 1' NP 149612 1 1491 0 9827 

23 2009-03-18-08 14C3 1403 2 oul 920 5 0 87 C23 ' I 381 0 Nosema 1 MSEIITVK 3 AAT72741  ' deoxyuridme 5 tnphosphate nucleotidehydroJas 0 9881 

6! 2009-03-18-08 4302 4302 2 out "46 6 1 584 0 36 208 0 IIV6 1 NCQEKET!YSDtlcR 14 IIP  149500 i 037L 0 9851 

72 2009-03-18-08 41214121 3 out 2627 3 0 954 0 42 ' 7c 313 0 Nosema 1 FSSGQNTKSYELPDGOVIKIGSER 24 AAB86863 1 actin 0 9752 

16 2009-03-18-08 1226 1226 2 out 822 5 0 086 6 22 ' 7- 441 0 IIV6 1 KLPSHLK 7 NP 149590 1 127L C 9908 

68 2009-03-18-08 3584 3584 2 out 1691 1 736 0 37 ' '. 237 0 VOV1|VOV1 2 FCKVKVWLQAIIDK 14 YP 145791 1 polypi oi em 0 9639 

19 2009-03-18-08 2275 2275 2 out 867 5 1 8 0 33 '6 230 1 099 IIV6 1 KLHDVKK 7 NP 149750 1 28 7R 0 978 

3t 2009-03-18-OB 5868 5868 3 oul 1076 5 1 919 0 39 ' 6 i  '- 0 live 1 TVIDIGCGNGK i NP 149698 1 2351 0 9849 

17 2009-03-18-OB 1B23 1823 2 out 859 5 0 433 0 28 i 5 147 0 693 Nc sema 1 VILTDNGK : ABE26655 1 pol polyprotein 0 9821 

24 2009-03 18-03 3162 3162 2 out 930 5 0 483 0 42 ' fi 297 0 IIV6 1 EAIDILEK I NP  149624 1 1611 0 9934 

50 2009-03-18-08 3489 3489 2 out 1285 8 1 264 041 l 6 364 0 Nosema 1 ACVAKLLWNKK '2 BAC15534 1 elongation factoi 1 alpha C 9939 

14 2009-03-18-08 2009 2009 2 out 812 4 1 B06 0 47 i ! 193 0 Nosema 1 T1EM-M-R 8 ABV48900 1 hypothetical spore wall protein 0 9973 

26 2009-03-18-08 1729 1729 2 out 989 6 0 375 0 27 i •: 376 0 oi 1 TVCRLLER 3 YP 654695 1 hypothetical protein MIV123L 0 9854 

38 2009-03-18-08 3381 3381 2 oul 11545 0 463 0 28 15 369 0 Nosema 1 MEDSKSSENK 10 AAQ91615 1 group ii large subunrt catalase 0 9721 

47 200903-18-08 3025 3025 2 oul 1258 7 0 518 0 37 15 296 3 IIV6 1 NKSPLLNESEK 11 NP 149623 1 060L 0 9954 

13 2009-03 18-08 2484 2434 2 out 808 5 0 558 0 29 i Si '4 C 693 IIV6 1 KIGYSIK - NP 149888 1 425R 0 9918 

12 2009-03-18-08 1411 1411 2 out 784 5 C 452 0 29 1 E 197 0 693 VDV1|VDV1 2 QVRLLR 6 YP  145791 1 polyprotein 0 9688 

B-38 



Test 92 
Si NC File Name (M*H) •M •Cn XCort sp RSp Reference Nj Peptide AA ID* Protein PP 

4' 2009-03 18 09 2670 2670 2 out 11716 0413 0 37 2 63 864 3 rvDMflli ' HKGVMVGM&QK 11 AAB86863 1 actin 0 9663 
68 2009-03 18-09 4037 4037 2 out 1614 9 0 452 0 27 22 693 3 live ' TILTTKVQNINIEK •4 NP  149513 1 050L 0 9527 
22 2009-03 1809 2158 2158 2 out 892 5 0 599 0 32 211 355 0 irv6 1 ETVGVLFK 3 NP 149770 1 3071 0 9606 
59 2009-03 18-09 3493 3494 2 out 1485 9 0 601 0 39 2 07 591 0 Nosema ' ISRRLTTIPLNR 12 AAT12296 1 chromosome segregation protein 0 9721 

8 2009-03 18-09 723 723 2 out 731 4 1 661 0 07 2 05 217 1 386 irve 1 VKDELK 6 NP 149469 1 0061. i 9716 
55 2009-03 16-09 3962 3962 2 out 1384 8 0 125 0 32 2 02 456 0 IIV6 ' FVGADWUEPII •3 NP 149910 1 44 7L 0 9603 
.•3 :co9 o? 18-09 1036 1036 2 out 938 5 1 144 0 22 1 99 379 0 live • NINHSILK 3 NP 149513 1 050L 0 9737 
24 2009-03 18-09 3278 3278 2 out 914 6 0015 0 14 1 85 IK 0 693 IIV6 ' UNXAKK 8 NP 149647 1 184R 0 9685 
50 200903 18 09 3863 3863 2 out 1213 7 1 509 022 1 85 867 0 nv6 * ELNQILDKJK 13 NP 149916 1 453L 0 9646 
70 2009-03 18-09 4106 4106 2 out 1763 1 1 224 0 47 183 222 0 Nosema • RMFVLAVIVLFLITK IE AAL280E7 1 AF406785 6 celmodutin-dependent protein kmasi 0 9708 
71 2009 03 18 09 444 7 444 ' 2 out 1773 1 0 524 0 45 1 83 353 3 Nosema • HVGLEAKDNILIHPK 16 BAF76326 1 heal shock piotem 70 0 953 
61 2009-03 18-09 4494 4494 2 out '492 9 0 623 0 27 1 81 219 1 792 Nosema • VLDNRHLGSIKLK 13 BAF76326 1 heat shock protein 70 0 9777 
65 2009-03 •8 09 3255 325! 2 out 1557 9 1 382 0 39 ' 3 85 0 0' • WKIISTIQDKWK 13 YP 664658 1 hypothetical protein MIV0861 0 9777 
60 2009-03 18-09 4663 4663 2 out 1492 8 0 264 022 1 79 474 0 Nosema • AMKAMGLGTTIGLK 15 AAF91269 1 20S proteasome alpha 5 subunit 0 9748 
30 200903 18 09 2736 2736 2 out 989 5 0 216 0 31 1 74 351 0 irve ' DKKLNESR 8 NP  149639 1 176R 5 1?. 
67 2009-03 18-09 1843 1843 3 out 1607 8 1 516 C 3i 1 73 195 1099 live 1 •JVLSU".VS'j! SMRR 14 NP  149790 1 327R 0 9689 
:•: 200903 18 09 918 918 2 out 915 5 1439 0 17 212 D live 1 KA1KNADR 3 NP  "49764 • 30 n 0 9697 
66 2005-03 18-09 3517 3517 2 out 15% 8 0 291 0 26 1 68 179 3 Nosema 1 EARFNEIKSEM-AR 14 BAC15634 1 elonqation factor 1 alpha 0 9648 

3 200903 •£ 19 1264 1264 2 out 712 5 3 381 0 28 1 67 261 0 NosemalNosema 5 QPV KK 6 ABM26981 1 RNA polymerase II larqesi subunit 0 9801 
37 2009-03 18-09 7122 7122 3 out i07a' 1 13 C 46 1 64 235 3 IIV6 • KHNVRPWK 5 N-   149*98 1 335L 1 
18 2009 03 18 09 1415 1415 1 out 817 4 0 043 0 36 163 7?8 3 Nosema • NESNLLK • ABE27273 1 uc«-io*vn 1 

1 2009-03 18-09 7019 7019 2 out 700 6 o at 0 25 1 61 165 3 Nosema • VXDHK 6 ABM26977 1 RNA polymerase II iarqest subunit 0 9549 
11 2009-03 18-09 7473 7473 2 out 747 4 1 553 03 1 61 4-3 0 BQCV 1 AKESKGK ' NP 620665 1 structural poryprotein 0 9601 
31 2009-03 18-09 1766 1766 2 out 989 6 0 354 C 24 16 385 0 gi 1 TVCRUER ! YP 654695 1 hypothetical protein MIV123L 0 9552 
40 2009-03 18-09 4070 4070 2 out 1122 5 0 618 0 39 16 150 0 693 trv6 1 SLMGNCPSSVk 11 NF   149555 1 092R \ C 9538 
44 200903 18 09 1652 1652 2 out 1142 7 0 701 0 28 ' 5 144 1 386 iiV6 1 KDIAISKVIR 1C NP  149485 1 022L 0 95 
58 2009-03 18 09 2858 2858 2 out 1472 8 3 44 2 C 32 • 57 142 0 qi 1 FIPTATWWCPSK •4 YP 654681 1 hypothetical protein MIV109L 0 9602 
32 X   - 5 18 09 3408 3408 2 out 1040 5 1 623 0 38 • 56 233 0 IIV6 1 EM-WKINDK '0 NP  149463 1 468L 0 9732 
45 2009-03 18 09 3689 3689 2 out 1160 6 0 654 0 34 • 53 296 0 KBV|KBV 2 [TVENALGESK NP 851403 1 non structural polyprotem 1 979* 
56 2009-03 1809 3501 3501 2 out 1400 7 1 386 0 26 1 52 157 0 693 IIV6 1 NQQRHWQFEK 10 NP  149726 1 263L 0 9559 
34 2009-03 18 09 3348 3348 2 out 1048 5 0 476 0 31 1 51 138 1 099 VOV1 1 LDWGTLNIR 10 ACF24764 1 polyproteir 0 9693 
57 2009-03 18-09 4209 4209 2 out 1416 7 1 253 0 33 1 51 144 0 693 IIV6 1 LDTLVDQNEE-K '2 NP  149675 1 212. 0 9701 
20 2009-03 s >' ?.v"i3 m*. i IUI 859 5 1 61 0 33 1 5 65 2944 Nosema 1 IQAESIAk 3 AAT12295 1 phospholipase D 0 9577 
39 2009-03 18 09 3333 3333 2 out 1113 6 0 779 0 31 1 5 452 0 693 Nosema • RQEAQRLGR 9 AAT12293 1 DNA repan helicase RAD25 0 9551 
72 2009-03 18-09 3261 3261 3 out 1784 9 0 24 04 1 5 104 2 303 Vsena 1 IFENIVMGFSGISGDAk 17 AAF91269 1 20S proteasome alpha 5 subunit 0 9843 

B-39 



Test 93 
Si r-io File I4»n»e (M+HJ •M •Cn • ;<j" Sf RSt, R»'«t*nc« No betide &A :> Prottm Of 

104 2005-C5 16 10 3992 3992 2 out ,-..,,   :•, ; -43 C 59 3 04 52C 0 HQMTM 1 SWELPOGQV80GSER K AAB86863 1 Kim 0 9%3 
60 2009-03-18-10 2624 2624 3 out 1171 f. 0 65 C" 2 65 •309 0 Nowmj 1 HKGVMVGMGQK 11 AAB86863' •tin 1 
27 2D05-C3-1810 1599 1599 2 out 800 5 0 7&4 0 26 2S1 :25 0 Nosema 1 ROlAGR 7 AA386863 ' aclin 0 9831 
95 2009-0 3-i8-10441344132out i-:'?9 1 552 0 49 231 667 0 IIV6 1 F\RETVGVl.FkD$ I: f4P  U9770 1 3071 0 9839 
36 2005-03-18-10 2085 2085 2 out 892 5 G '•% 011 2 '7 255 0 IIV6 1 ETYGVLFk 6 HP 14'-",;, • 3071 0 9625 
90 2009-03-18-10 3827 38272 out 1514 a 0 52 0 13 2 07 425 0 Mortmt 1 EGAELOSVLDWR 14 AAB12038 ' twla-tubulin 0 9962 
96 2009-03-16-10 4295 4295 2 out 1614 9 0 32* 034 : :V, 393 0 live 1 TLTTKVQMNIEK 14 f*P  149513 1 0501 09868 
62 2009-03-18-10 4012 4012 2 out 1205 7 09i5 0 11 204 273 0 693 HUG 1 VDVST3TXTVK 11 f*P  149655 1 192R 0 9744 
97 2:CS-C3 18-10 4298 4296 2 out 1648 8 0 479 0 41 2 02 444 0 ICV6 1 ETTNEEVNIDEIDK 14 •4P 149901 1 4384. 0 9879 
20 200^03-18-10 1069 1070 2 out "? •:• 0 277 0 CT : Iff 0 HV6 • -.LDELR f 'if   1456 9{ 1 232R 0 9924 
99 2SC9-C 3-18 104415 44152out I'OO '   142 C 36 2 2;6 0 Nos»~a • LNIETEOKKMEiLK 14 4flF2'2'-  ' unknown 0 9924 

7 2:C5-C3-18-I0 2220 2220 2oui 743 5 • r*:. 0 26 - 99 236 0 IIV6 * iVkkk 6 NP  149486 1 023L 0 9931 
21 2CC9.03-18-10 1231 1231 2 out ?'J4 0 262 c -i • 9" 351 0 live 1 ELKDNR E HP  1J9851 1 388R 0 9973 
83 ?:c9c.i '8 IG yw v,ia ? nut 1459 8 • 515 0 4c ' 87 JIT 0 irve 1 M*PHWVVKSPMR 11 NP  149567 1 1041 0 9963 

105 20094)3-18-10 4474 4474 2 out 1331 3 • 3:< 0 39 • 9" 214 c Nosema 1 RM-VHSDOfDPEVA£R '5 AAC47660 1 miiochoodnai-lvM HSP70 0 9572 s 2:C9-03 18-10 674 674 2 out 7314 * 754 j '1 • 9{ 264 1 386 irve - VKDELk 5 •JP  145469 1 OO61 0 9978 
65 2009 03 18 10 3?% 32% 2 out U'-' 6 0 74 0 -T • H 4-4 1 099 'IV 5 • EMNfJTCSSGYLTR 11 "JP  149930 1 46"*K u 989- 
11 2JCS-C3-1B-10 310 310 2 out 7614 D 237 0 14 ' 94 ?46 0 irve • EIQLMK 5 MP  149723 ' 260f; 0 964 
54 2:C9-C 3-18-10 4651 465' 3 out 1070 7 • 885 0 36 • 93 17? 1099 irve 1 ILSORINVK 9 'JP  145548 1 086t 
87 2009 C3 18 10 4475 4475 2 out 149;   9 0 908 C24 •  91 22C 1 386 Nos<"-a 1 VLDNRHUGS»aK •- BAF76326 1 heat shock prottin 70 0 9779 
94 2009-03 IB 10 3263 3263 2 out 155" 9 1422 0 44 • 93 108 0 693 1 WKIISTIOOKWK 1- VP 654658 1 hypothetical prottm M1V086L 09*17 
30 2009-OJ 18-10 988 988 2 out 858 5 0 463 0 1 " 92 • 14 0 IIV6 1 ELKDLLk 7 NP  149920 1 4-;.\ 0 9942 
46 2005 C3 18 10 2781 278' 2 out 9896 0 073 0 33 • r 452 0 HV6 1 DKKLNESR e NP  149639 1 176R 0 998' 
26 2009-03-18-10 505 505 2 out 791 * 0 45" 025 • 9 226 1 946 Nosema 1 5:S-.D-tA.-. 1 ABE27277 1 unknowm 0 9743 
a 2005-C3 18-10 3170 31T0 2out 957 6 0 402 0 15 • 87 304 0 Nose"ia 1 ElN-EVLk 1 AF3E27271 1 ml MMn 09966 
77 20C9C3 18 10 3890 3890 2 out 1377 7 0 394 0 18 • 8' MC 0 nv6 1 'JE'JNSVGRTQMK 1; NP  149630 1 067R D %91 

26 2QC9-C3-18-10 3095 3095 2 out 801 5 1 499 0 15 ' 84 c.-C c B.Jv 1 DLDLWk ' NP 620664 1 nonstiuctuiaJ potyprottin G 95,33 
31 20C5-C3-16-10 3091 309' 2 ou! 8605 0 -39 0  14 • B-: 206 : live 1 kTIELEk 7 NP  149914 1 451L 0 9917 
88 23CSC3 18 10 4406 4406 2 out 1510 8 1 3'7 D 24 " 3.1 231 0 live 1 .-O^f-ASRISFDK 13 NP 149923 1 460K 0 9935 

100 2009-03-18 10 868 858 3 out 1 -• U 9 • '59 0 4y ' 83 24' c HV6 i IVENLVLGN'QNGIR 15 NP 149586 1 123R 0 9&«i 
55 ;:C9-C3-18-iC 3405 34052 out 1071 6 0 14' 0 32 • '8 117 0 693 live 1 GKVElFHNK 5 •iP  14991' 1 454R 0 9764 
52 2009-03-18.10 2655 2655 2 nil 1034 5 1 28 0 11 • 77 233 0 Ho%er*a 1 KM*EEVRAR 9 AAC47660 1 minrhond'ia IJD* HSP70 0 9f'4 

92 2009-03-18-10 3601 360'2 oul 1633 8 0 566 J 22 • n 34' 0 593 1 PWYS7RDGA£VLK 14 YP 654688 1 hypothetical prottm MrVQ16R 0 9952 
1 20O9-C3-18-1Q 2071 207' 2 out 746 4 0 804 02 • 76 ;:- C NoSfB 1 KSALCPK 7 AAT12292 1 hvpothetica. fHO'* n 0%3 

2S 20C5C3 18 10 1191 119*2ou< 802 5 0 432 1 17 ' '6 2:7 0 Noserr>a 1 KSLDVL-^ 7 AB06971*. ' unknown 0 9935 
106 20C5-C3-18-10 4005 4006 2 out 184] 1 51 C j '    !i a 1 099 HV6 1 RSCr=f_.-,VGPT.E.NK H fJP  14S758 1 296L 0 9652 

7C 2O09-03-18>10 4231 423" ? out 1285 T •! 036 )47 1    7" m 0 live 1 EAQKIEKiGNR 11 NP U9612 1 1491 0 9972 
?• 20C5C3 18 10 2271 22" 2 out 86T 5 1 163 0 23      • 7 266 0 693 IIV6 1 i-.LHJV-r T NP  149750 1 287R 0 9857 
65 20C9-C3-18-1Q 4.013 4013 2 out •n c 153 0 24      '7 26C 0 693 Nottmi 1 Nir."','kLVLlk 11 ABV48B97 1 hvpothettcai apore wall pry.t-c 0 9978 
76 2009-03-18.10 3478 347B 2 out U0C  " • 136 0 23    1 69 ,-fi 1 609 IIV6 1 HQQRMWQFEk 1C fJP  149726 1 263L 0 9898 
31 2009-03 18 10 3227 3227 2 out 915 6 - 474 02    168 217 0 693 UV6 • OLEGKliK 6 NP 149548 1 085L 0 995 

101 2QC5-C3-18-10 4l84 4184 2out 1Mb a C bJ! 031    1 67 266 0 nv6 
1 

rKQEKETIYSDNFH 14 NP  145500 1 037L Q 990' 
37 20C9-C3-18-10 1060 1060 2 out 901 5 0 50i 0 27    1 66 •4' 2 .103 No**~i» i EROLK.-. 7 ABE 26652 ' pot polvo'ot §10 0 9764 
56 2009-03 18 10 1828 1828 3 out 10':. 6 0 07 0 3: • 66 112 2 079 Nosema • KDKSNU4EK 9 ABV48896 1 hypothetical spore wat' protein 0 9955 

102 2CC9-03-18-I0 4009 4009 2out 1 '63 1 • 156 04 • 68 187 0 NMffffll 1 RMFVLAV1VLFLITK 1'. AAL28067 1 AF406786 6 calmodulin-aepeodert protein kinast 1 
12 2009-03-13-10 727 727 2 out 763 5 :_-. 0   IT • 65 23C 0 IIV6 ' KFNkVK 5 'jp   U9?;3 1 295 L 0 9976 
15 2009-03 18 10 1012 1012 2 out 768 4 J 84 02 '65 T4 1099 Nose"! a 1 EIYTDK \ AB069726 1 unknown 0 9952 
'6 20C5-C3-l8-1Q4352 4352 2oul 1374 ' • 456 0 29 ' 65 •1 0 693 Nosema 1 S'JMz^fcRLEIK 11 AAT12296 1 th-omosomt. »*j<*qm or ptotem 0 9974 
14 20C5 C3 IS v: 1491 149* 2 out 767 4 0 203 0 26 •53 234 0 irv6 1 YTOIDK 6 'JP  145920 1 4"; 0 9603 
44 2009 03 18 10 4300 4300 2 out 956 4 • '46 0 24 ' 6? 172 0 Nosema 1 FEMOACK 8 AAD12605 • RNA po-ymeras* II b'pest sufxinil 0 9651 

2 20C9-U18-1Q3320 3320 2oul 700 5 0 082 C 29 1 61 17* 0 Noaema 1 VXCHIK 6 ABM26977 1 RNA poiymerase 11 largest sjOunii n re 

S7 2009-03-16-10 4036 4036 2 out 1122 5 0 63B 0 26 1 81 157 c irV6 1 SLMGfJCPSSVK 11 •JP    14-;f5  1 092P. 09695 
19 2009-03 18 10 1884 i BB-i 2 txn 7716 * 424 0 29 • 6 539 1 099 Nnspma 1 RIE L K 6 APF?'2W ' unknown 0 9969 
41 2009-03-18-10 3323 3323 2 out 921 5 ' 324 0 25 • 6 188 0 1IV6 1 SLRSFAK 8 NP  149'6" 1 304 R 0 9639 
ec 20C5-O 3-18-10 3151 3151 2 out 1413 S 0 57; ' 6 2'cS 1609 Nosema 1 EVLIKNKELLSk 12 ABV48897 1 hvpothttct) ipore wait protein 0 9945 
10 2009-03-18-10 6670 66T0 2 out 747 4 ' 614 0 32 ' 59 11c 1 386 live 1 LIJEESR 6 NP  149642 1 I79R 0 971" 

73 2009-03-18-10 3070 3070 2 out 1323 -: 1 3*2 0 24 ' SS 107]        C Nosema 1 EDCCSEKMDDK 11 ABV48893 ' hypoth«ticai spoie wall pote,r 0 9977 

32 2005-03-18-10 1101 1101 2 out 865 4 02 • 56 25?         C 1 •EDAQFk T vp 6546 7B 1 hypothetical proiem MIV106R 0 997^ 
71 2009 C3 18-10 3949 3949 ? out • -,•• "' ' 0:4 0?7 • f7 1-'C C BV8 1 "JMkT'jvAJ.Rk 11 •JP  149482 1 019R 0 997? 

103 2009-C3-1B-t0 3800 3800 2oul 1769 8 • 82' 0 33 ' 57 4/2 0 irve • FEASEM^SWYKSNK 14 NP 149902 1 439L 0 9902 
24 2DC9-C3-18-10 344'*3447 2out 779 4 •57 0 3' • 56 113 0 IIV6 • •JSSLKCK T •JP 149869 1 406R 0 9874 
•M 2009-03-18-10 3994 3994 2 out 1327 8 • 598 0 26 • EC 377 1 099 KV6 I LINLLKMNKIK 11 'JP  149877 1 4141 0 9975 
42 2009-E3 18 10 826 826 2 out 922 4 0 493 0 2S • 54 224 C live 1 DREW.1IK ' •jp 148488 ' 0061. 0 9929 
9B 2009-03-18-10 7103 7103 3 out 16% 9 ' 396 0 51 ' 54 ."• 0 ABPVVABPV[ABPV,ABPV J VA'JGtER'PV'GEMAK 16 NP 066242 1 capsid pfottii 0 9645 
23 2009.03-18-10 4747 4747? out 777 4 0 328 023 • 52 201 0 HV6 I VESSOK 

T 
NP  149795 1 3321 0 9924 

93 2CC9 C3 18 10 n*i 387- 2 out 1542 7 0 523 0 3 • 62 118 c DW.13V.V|D'.W|D\WIKa*uoo|VDV1|VDV1 7 TDLMEM-GSNPVR 14 NP 853560 2 0 9928 
39 2:C5-C3-16-10 2804 290J2out 916 4 0 267 0 39 " j 238 1 099 ASPVlABPV14fiP\/lABPWu3PVlABPVlABPVlAePVlASPVlKBV It RATMXVR B AAK58199 1 Structural protein 
40 2009-C3-18-10 1833 1833 2 out 9215 0 582 i" 29 • E •11 1 099 live ' NSFMPWK I NP  149647 1 184R 0 99 
86 2009 03 16 10 3910 3910 2 out 1476 7 0 6'6 0 33 • 5 217 0 ABPV 

1 
fJNSNKM'ATPVKEK 14 NP 066242 1 capsid ijtoteif 09962 

B-40 



SrNo r.:* Name |M.H| 'M •C- XCon S| RSp Reference '.: Peptide •VI ID* Prolem PP 

137 2009-03-18-113984 3984 2 oul 1790 9 0 58 C 61 3 23 w : NOMUM 1 SYELPDGQVIWGSER 16 AAB86863 1 act." 1 

113 2009-03-18-11 3321 3321 2 oul 1515 7 0 65 0 63 3 14 933 0 Nosema • IWHHTFYNEIR 1! AAB86863 1 acti" '.54 

76 2009-03-18 11 2647 2647 2 oul 1171 6 0 522 0 44 3 09 '62 0 Nosema • HKGVMVGMGQK 11 AAB86863 1 act!" 0 9551 

125 2009-03-18 11 4323 4323 2 oul 1614 9 • 6" 1  J 2 62 '36 0 live • TllTTKVCNINIEK 14 NP  149513 1 0500 9 983 • 

15 2009-03-16 11 790 790 2 oul 760 4 0 502 0 2 43 26' 0 W6 1 ELKNEK 6 NP 149921 1 45BR 0 9838 

68 200903 18 11 3550 3550 2 oul • 132 3 1 619 t 46 2 35 366 1 a • RGO.MMJEGGR 10 YP 654692 1 hypothetical protein MIV120R 0 5721 

123 2009-03 iB 11 3349 3349 2 oul 1592 8 0 499 0 38 2 22 249 1 386 live ' NYPT1QDEMKLLK 13 NP  149675 1 2121 0 9903 

94 2009-03 '3 11 3051 3051 2 oul 1334 6 C 33' 0 12 2 15 423 0 693 1.V6 ' Vr.CDIQNENID", 12 NP  149698 1 235L 0 9763 

93 2009-03 •a 11 3781 3781 2 oul 1320 7 1579 C  16 2 14 236 1 099 IW6 • VQFNDTTILKNK 11 NP 149852 1 389L .'.-: 
110 2009-03 13 11 4269 4269 2 oul 1498 8 ;668 0 23 211 6=3 0 irv6 1 EIFICYREGIKK IS NP 149500 1 037L 0 9706 

22 2009-03 18 11 1327 1327 2 oul "3 4 3 '33 C 08 2 96 33' .3 live 1 ELKDNR 6 NP  149851 1 388R 0 9607 

12 200903 ia 11 1441 1441 2 oul 744 5 0644 0 09 2 03 456 3 Nosema • KLIENK 6 •.S3!,   3,.- Qlutammyt-tRNA synthelase 0 976 

39 2009-03 18 11 2313 2313 2 oul 859 5 1256 0 09 2 03 30' 0 693 IIV6 1 OLKITEK 7 NP 149821 1 358L 0 9706 

42 2009 03 ie 11 2036 2036 2 out 392 i 0 741 0 26 2 02 43' 0 M 1 ETVGV.F.S 6 NP  149770 1 307L 0 997B 

128 '•' t 18 11 4275 4275 2 oul •543 3 0 812 0 29 2 4-'6 0 693 irv6 1 ETTNEEVNIDEIDK '4 NP 149901 1 438L 0 9855 

28 200903 13 11 3031 3031 2 oul 8015 0 671 0 23 197 605 0 BQCV 1 DLDLWK ' NP 620564 1 nonstrucluraJ pon/protein 0 9646 

82 2009 03 18 11 3736 3736 2 oul 1213 7 1 B46 g 1; 196 271 0 IIV6 1 ELULENIIKK 10 NP  149748 1 285L 0 9593 

30 200903 13 11 503 503 2 oul 814 4 0 649 0 27 1 93 462 0 IW6 1 F3'Jr9IK 6 NP 149750 1 287R 0 9628 
61 200903 '3 11 3374 3374 2 oul 1071 6 056 0 27 1 93 ;13 .3 irv6 1 3ih,ve!c6-\- - NP   149917 1 454R 1 

88 200903 18 11 4270 4270 2 oul •23-3 ' 0311 f 35 191 .,.- = 3 irv6 1 EAQKIEKIGNR 11 NP 149612 1 149L 0 9938 

26 2009 03 13 11 1045 1045 2 oul 792 5 0 043 C 16 1 9 -346 1 099 Nosema 1 EFKJ.KK 6 •-.-•:    \    V.   • translation elongation facto' 1 alpha 0 9669 

38 2009-03 13 11 2660 2660 2 oul 857 6 1 675 0 31 1 9 100 2 773 IIV6 1 KTV1KIR ' IIP   149733 • 270R 0 9892 

106 2009-03 18 11 3499 3499 2 oul 1459 8 1497 t 34 1 9 43' 0 irv6 1 WPHYVWKSPMR 13 NP 149567 1 1041 0 5323 

126 2009-03 13 11 4191 4191 2 oul 1627 9 1 698 0 24 1 9 1   .3 0 live 1 EEW1NLANVFKHK 13 NP   149804 1 341R 0 9748 

32 200903 13 11 531 531 2 oul 3-8-: 0 353 0 24 ' 35 297 2 303 DWWWVIDWVIKakugo 4 UIRVLR 6 NP 853560 2 polypictei'i 0 9713 

65 2009-03 In 11 4018 4018 2 out 1102 7 t 918 c 5 • 38 4r.6 0 Nosema • PlKSIILYR 9 AB069724 1 unknown 0 9722 

41 2009-03- IE 11 3672 3672 2 oul 880 5 1 99' • 5- 281 0 693 IIV6 1 NFVKMNK i NP  149902 1 439L 0 836 7 

56 288S 03 tl 11 2790 2790 2 out 989 5 0 001 1. It 187 346 0 693 irv6 1 DKKLNESR s NP 149639 1 176R 0 985 

100 2009-03 18 11 3877 3877 2 oul 1377 7 1739 0 89 187 10-3 0 I!'.''- 1 NENNSVGRTOMK 12 NP 149530 1 067R 0 9941 

Si 2009-03 13 11 3633 3633 2 out 1243 7 0 477 C . 185 192 1 386 1W6 1 LNQSML.LAIK 11 NP 149883 1 420R 0 9B21 

105 2009-03 18 11 3919 3919 2 out 1458 7 1 595 0   '6 185 2" 0 01 • VSTHITEDlNQPK 13 YP 654647 1 hypothetical protern MIV075R 0 9918 

127 2009 03 13 11 3339 3339 2 out 1631 8 0604 0 26 185 16' 1 099 live 1 IDADLQGNGM'VEIIK 16 NP 149618 1 155L '.j.-.i 

111 200903 19 11 3301 3301 2 out 1510 8 1 742 0 35 1 84 106 1 099 live 1 LKTMNASRISFDK 11 NP 149923 1 460R 0 9B67 

52 23:9 03 13 11 1947 1947 2 oul 933 8 0 503 02 183 436 0 Nosema 1 EATTRLKK 9 BA6 '6326 ' heal shock protein 70 0 9861 

138 .•::<• 0' 18 11 4430 4430 2 oul 1947 8 1 832 0 51 1 83 1-2 0 Nosema 1 FNEQCGREM'EVLMSMK 17 ABV48900 1 hypothetical spore wall protein 0 9959 

109 2009-03 18 11 3464 3464 2 oul 1485 9 0 33 3, 1 82 -805 c Nosema 1 ISRRLTFPLNR 12 AAT12296 1 chromosome segregation prolem 0 991 

44 2009-03 13 11 3487 3487 2 oul 911 5 1667 I 1 181 241 0 live 1 ILDFYLK ' NP  149648 1 1851 0 9968 

56 2009-03 '3 11 1655 1655 2 out 989 6 0 016 f i' 18 6-2-3 0 9 • TVCRLLER 3 YP 654695 1 hypothetical protein WIV123L 0 9811 

90 2009-03 13 11 3190 3190 2 out •23- ' 109 t   16 18 246 c Nosema - EEMLFCRM>\ 12 ABE2'287 ' unknown 0 986 

108 ,     . 13 11 2635 2635 2 out 1475 7 0 568 C 47 1 8 33 0 Nosema 1 AAELASEIO*WR 13 ABE26655 1 pol polyprolein 0 9937 

•22 2009-03 IE •1 43" j3i- 2 ou! 1589 9 C '6' 0 22 18 172 0 693 91 • IGEKTKFGELNPTR 14 YP 654697 1 hypothetical protern MIV126R 0 9921 

36 2009-03 •3 11 949 949 2 oul 841 4 0 331 0 V 1 79 14": 0 NosemalNosemalMosemalNc • QNADHEK 7 AA223650 1 alpha-lubulm 0 9761 

21 2009-03 18 11 1437 1437 2 out 773 5 1659 0 IS 1 75 331 0 693 IIV6 • IQKVTGK ' NP 149859 1 396L 0 9533 

135 2009-03 16 11 3530 3530 2 oul 1760 0518 0 19 1 75 354 0 » 1 DSVaSlKTOLDELKR 1! YP 664621 1 hypothetical protein MIV049R 0 9821 

25 2009-03 13 11 1062 1062 2 out 784 5 0 31 C22 1 74 240 C VDV1(VDV1 2 OVRLlR 6 YP 145791 1 polyprolein 0 9B14 

14 200903 18 11 2433 2433 2 out 759 4 . '43 C 1! ' "3 323 - Nosema • LAVNM'VP 8 AAB12038 1 bela-tubulm 0 9868 

20 2009-03 13 11 1955 1955 2 oul 772 5 • 588 C 24 • 33 21/ 1 3 36 Nosema ' KAPTDIh ' ABE26648 1 pol polyprotem 0 9966 

33 2009-03 i8 11 1210 1210 2 out 822 5 3 39 1 0 16 1 73 :21 0 IIV6 1 KLPSH.s 1 NP  149590 1 127L 0 9947 

50 200903 •3 11 1180 1180 2 out 946 5 1 006 C2S 1 73 115 1 792 IIV6 1 RNDSTUK 8 NP  149768 1 295L 0 9748 

130 200903 13 11 4305 4305 2 out 1712 7 0 637 0 24 1 73 121 1946 IIV6 1 ENDET1YDEQSIIK 14 NP 149642 1 179R 0 9934 

98 2009-03 if 11 3602 3602 2 out 1370 B 0 88 0 22 1 72 397 0 Nosema 1 NAFG4EHKm.K 12 ABE26649 1 pol polyprolein 0 9896 

63 200S-03 13 '' 2''56 2938 2 0..! 133-3 6 • 333 0 21 1 7 189 0 IIV6 1 ELNLENIK 9 NP  149748 1 2861 .' 9901 
120 2009-03 16 11 4009 4009 2 oul 1560 9 1 248 0 31 1 69 •1.. 0 irv6 1 QYIC1QILKLEGLK 11 NP  149716 1 25 31 996 

103 200903 •E 11 5434 5434 3 out 1492 8 095 0.41 169 353 0 Nosema 1 AHIKHDLSLRGR 12 ABE26653 1 pol polyprolein 1 

4 30.3. r- '6 11 1286 1286 2 oul 712 5 0 345 0 22 1 67 14' 1 946 'JosemalUosemalNosemalNo • QPVIKK 6 A8M2698I 1 RNA polymerase II largest subunrt 0 9956 

3 2009-03-16 ill!  v    I  ? -2' 3 : 593 C 13 167 231 0 ' lose" * • QFSDTC 6 AAL2B057 1 AF4067B5 6 calmodulm-dependent protein kinase 0 9849 

48 2009-03-18 11 1056 1056 2 out 940 6 1 888 I • •6' 356 3 IIV6 ' RWIQLPK ' NP 149778 1 3151 0 9881 

102 2009-03 •3 11 3685 3685 2 oul 1392 8 0 431 0 21 167 63' 0 Nosema ' SUM'KANMILDK 13 ABV43854 1 hypothetical spore wall protein 0 9956 

3 2009-03 '3 11 2360 2360 2 out 704 4 0 644 0 22 166 8.-4 0 IIV6 1 QVDNTK 6 NP 149618 1 165L 0 9535 

53 2009-03 18 11 2130 2130 2 oul 979 5 0 537 0 22 166 344 0 693 live '. WSLEEKVK 9 NP  149578 1 115R 0%55 

72 2009-03 i8 11 3070 3070 2 out 1140 7 0 423 0 22 166 456 0 Nosema 1 UDIVKAQLK •8 ABE26648 1 pol polyprotem 0 9813 

136 200903 '8 11 4072 4072 2 oul 1763 1 0 232 1 4 1 66 296 0 NOMttU I RMFVlAVrVLFUTK 19 AAL28057 1 AF406785 6 calmodulm dependent prolein kinase 0 9922 

80 2009-03 •8 11 4252 4252 2 oul 1199 7 0344 0 39 165 568 0 IIV6 1 AO.DINA<KAI.K •1 NP 149701 1 238R 1 

49 2009-03 •6 11 2844 2844 2 oul 943 5 0 967 0 36 164 293 0 IIV6 1 HOONLK 8 NP 149769 1 306R 0 9864 

62 2009-03 •8 11 3682 3682 2 out 10815 0 542 0 38 164 IK 1 099 DWVIOWVIDWVIDVWIKakm ' LFWCQKEK 3 NP 853560 2 E2JM   Vl" 0 9924 

2 2009-03 18 11 3354 3354 2 oul 700 5 0 389 0 28 163 332 0 Nosema 1 VXOIIK 6 ABM26977 1 RNA polymerase H largest subunrt ' 
23 775 5 1 374 0 24 163 212 0 693 live 1 EVSLSLK ' NP 149765 1 3021 0 9929 

29 2009-03 18 11 1488 1488 2 out 812 4 0413 1 13 1 63 283. 0 Nosema 1 KYMENK I ABE27277 1 unknown 0 9658 

B5 -. • -1 13 11 2907 2907 2 oul 1264 B 1 137 0 23 163 242 8 » 1 FLKFICPLRK •3 YP 654588 1 hypothetical protein MIV016R 0 9B97 

10 2009-03 •-3 11 2463 2463 2 out 739 4 0 026 0 23 162 124 1 099 live ' KLHDVK 6 NP 149760 1 287R 0 98B9 

'3 200903 13 11 3687 3687 2 out 1175 7 1 347 0 2-2 162 232 0 11V6 1 QWTRLEKSK 9 NP 149778 1 315L 0 9621 

89 2009 03 18 11 3465 3466 2 oul •23-3 3 ' 461 0 44 162 321 0 Nosema 1 ACVAKl IWIJKh. •2 BAC15534 1 elongation factor 1 alpha 0 9852 

96 200903 ',8 11 4770 4770 3 out 1340 3 • 343 0 36 ' 62 238 3 HV6 1 VDSEM'AFERIK 12 NP 149606 1 143R 0 9792 

107 2009-03 18 114123412320U1 1468 7 0 403 0 3' • 62 363 0 1APVIIAPV 2 NAGIKI/TMROFGK 13 YP 001040002 1 polymerase polyprotem 0 9646 

114 2009-03 '8 11 4042 4042 2 oul 1516 8 0 464 0 39 161 138 0 live 1 IHCLPFLLNYQR 12 NP 149487 1 024. 0 9744 

121 2009-03 •8 11 4406 4406 2 oul 1579 9 0 466 0 26 16 793 0 live 1 FLRETVGVLFKDR '3 UP  149770 1 307L 0 9951 

67 200903 13 11 3238 3238 2 oul 1122 6 1 185 02 1 59 390 c Nosema 1 DVNQAMAFVK 10 AAG47419 1 atpha-tubulin 0 9796 

35 2005 03 18 11 4911 4911 2 oul 839 4 0017 0 26 1 5B 2-83 : KBVIKBV 2 EGYSKOK 7 NP 851403 1 non Structural polyprotem 0 9966 

46 2009 03 •3 11 1902 1902 2 oul 921 6 1 318 0 24 1 58 281 : nve 1 SLRSFA3K 8 1.6'   •48'6' 1 3C4U 0 9628 

• 2009-03 13 11 6037 6037 2 out 700 4 0 334 0 2^ • M 166 1 099 Nosema 1 DPNVK6 6 AABS41'C 2 Mypomeiicai prolein C44E4 2 0 9912 

116 2005 03 13 11 4032 4032 2 oul 1532 7 1 703 0 38 1 53 400 0 693 ABPV 1 NKDEFTKM-CWSK 13 NP 066241 1 replrcaae polyprolein 3 9853 

133 200903 •3 11 4294 4294 2 oul 1746 8 0 796 0 28 163 194 0 693 IIV6 1 NCQEKETIYSDNFR 14 NP 149500 1 037L 0 9906 

37 2009-03 13 1126012601 2 out 866 5 1 793 0 23 152 146 1099 IIV6 1 LE7XPLR 7 NP   149674 1 211L 0 9514 

104 2009-03 18 11 34'9 34 76 2 c 19. •4 12 8 0 52 D 41 1 52 10.3 0 Nosema • GAAENFLNSKBR 13 BAF76326 1 heal Shock cioleir Tfl • 

131 2009-03 •3 11 4370 4370 2 oul 17159 0 326 0 32 • 52 9-8 3 SV • HVQGVNEIEAHTLLR 16 AAK16321 1 polyprolein ; - 8 

71 2009-03 •3 11 1432 1432 3 out 11366 1 687 041 1 5 194 0 irv6 1 FYLCGQIHR 9 UP  149533 1 COR 0 9946 

119 2009-03 '3 11 4306 4306 2 oul 1553 9 0 726 0 24 15 462 0 11V6 1 FSEEGLKT1VFKR 13 NP  149820 1 357R 0 9976 

132 2009-03 •3 11 41624162 3 out 1737 8 0844 0 36 15 IBS 0 MSCUT 1 KDESYFDEGGRSYGK 16 «&s<je 97 vasa 0 9893 

139 • i: 13 11 4272 4272 3 oul 1980 ' 6 0 5 1 5 \X 1 792 01 1 SLKOM'EEEYHLQKSr 17 YP 6546321 hypothetical protein MIV060L 0 9663 

B-4] 



r.n 95 
Si NO File flame lM.r-| •M "In iCm Sr- RSp Reference No. Peptkle AA ID* ^101* n PP 

168 2309-03 IB 12 4049 4049 2 out '790 9 0 524 3 55 3 33 722 0 Nosema - SVE.P0GOVIH:1GSER 16 AAB86863 1 •cut 0 9532 
ea 2009-03-18-12 2532 2532 2 out '17'6 0'S 3 59 .53 558 •3 Nosema HfcGvWGMGGK 11 AAB86863 1 Kill 0 9962- 
64 2009 03 18 12 2258 2258 2 out 892 5 0 561 3 56 2 42 4 :< 0 in/6 ETVGVLFK 8 NP 149770 1 307L 0%! 

104 2309 03 16 12 3826 3826 2 out 1320 7 1 782 3 26 2 42 223 1609 irv6 1 VQFNDTNIKNK 11 NP 149852 1 3891 09566 
107 2309-03-18 12 3059 3069 2 oul •Uu * • 61 0 26 2 19 349 0 irv6 - IF'JFNILEEIK H NP 149776 1 3'3L 3 9945 
23 23C9 03 18 12 442 442 2 lot 76' 4 0 07 3 11 2 18 124 3 693 irv6 ' EI3LMK 6 NP 149723 1 260R 0 9824 
22 20C9-03 18-12 770 770 2 out 760 4 1 303 I 2 25 201 rTc99 irv6 EIKNEK 6 ',1    149701 1 238R 0 982 

HO 2309 03 18 12 4662 4662 2 out •546 8 3 5*6 PJ1 2 25 261 3 693 11V6 • YLQ'INIEKEAPk 13 NP 149642 1 179R 0 9B5 
30 2009-03-18-12 1013'013 2 out 792 5 3 345 : 19 771 5*3 3 693 Nose-na • EFKLKK 5 AAS'6360 1 tftnslatior elonoetion facto' 1 alma 3 5631 

119 7309 03-18 12 2915 2915 2 out 1447 8 3 332 I'- 2 17 124 3 693 irv6 • RFSGVTDl/NrviK 'i NP 149699 1 716 3 9979 
143 2309 0: -18 12 4437 44872-oU 1679 9 154 llS 217 55- 0 live • FLREWGV.FKDR 13 NP 149770 1 30*. 3 9958 
101 2309-03 18-12 2978 2978 2 out •345 7 1 622 : 19 2 16 234 1609 Not alia NCIVNGIVLASDK 13 AAC41564 1 BOteucvl-tRNA svmhetase 0 9981 
144 20C9 03 18 12 3350 3350 2 out •692 8 : 444 3 18 2 15 101 3 693 I6V6 NvpTiGCEtilKUK •J •p   14%': 1 2121 0 952 

31 20C903-18-12 747 747 2oul 802 5 169 0 1 2 12 133 3 693 A53PVIABPY1A53FV 3 KAMLALR ' AA105919 1 capsid potvptotem 3 5833 
146 73C9-05-18 12 3896 3886 2 out '607 9 3 958 3 1-1 2 ' IM 0 1IV6 LYEAGAuf'KRVMDH •4 NP 14%12 1 14 9t 3 9585 
57 20C903-18-I2 1062 '062 2 out 9015 3 522 0 07 2 09 207 0 Nosema ERDLKLK 7 ABE26652 1 (Ml polypioteio 0%34 

128 20C9-03-18 12 4551 4561 2 out '494 8 194 5 28 2 09 121 L live M-ESIISCPKTEuK •1 •1=   14965:  ' 2021 0 9803 
147 20C9-O5-18-12 4124 4124 2out •614 9 2 -9' 3 '6 .09 562 0 IFV6 TinKVUNNIEK •i NP 149613 1 0S01 3%16 
153 2909 05 13 12 4436 4466 2 oul 17C0 1 326 3 49 2 01 361 0 Nosema LNIETEQKKIC1LK '4 A3E27271 1 jnnunr 3 5776 
159 2009-0318 12 4427 4427 2 oul 17% 9 1 ill 3 '9 2 01 4-4 0 IIV6 EIKSIOUMYEVSEK \i NP 149486 1 022L 3 5799 

65 2009-03-18-12 1889 '889 2 out 5*4 6 33-1 3 29 ' 99 3'9 3 693 irv6 • GEEKASIIK 9 IP   149526 ' 483. 3 9508 
15 200903-18-12 637 637 2 OU1 *!-: 6 3 539 902 • 98 175 0 Noseiia • KlIENK 6 AAB6254B1 aljlao-iryURNA svimetase 3 9705 

161 20C9-O.i-I8124'1647162oul 1869 0 508 541 • 97 15' 0 DWVlDWVlDVWjDW D\W|Kakurjo 6 M'SGaSGEIDLLNLPFt •9 IP 353560 2 ooiipote n 0 9553 
13 23C9 03 18-12 614 6'4 2 out 7314 1683 3 17 • 95 185 1946 irv6 VKDEL* 5 NP  149469 1 306. 3 9988 

154 2309 03-18 12 4396 4396 2 oul "12* : 165 3 11 •  .4 18C 1 609 10/6 • EIIDE7EYDE3SIIK •4 NP  149642 1 119= 3 5646 
61 2009-03-18-12 954 954 2 out 5-    S 1 555 3 '9 • 93 497 0 HV6 • RWIQLPK 7 NP  149778 1 3151 3 9611 
64 2009-03 -8 12 2*53 2763 2 oul 973 5 5 *29 3 -1 • 91 161 1 099 Nntimi EINNDK.K 3 A53E26655 1 Pol polyP'Oteil 3 9931 
94 2009-03-18-12 3837 3887 2 oul 1213 7 1 543 3 16 • 91 Mil ' C99 HV6 ElNGI.DKk 13 NP 149916 1 453L 0 9951 

127 2009-03-18 12 4604 4604 2 out '492 9 0 587 3 26 • 93 262 0 693 Nosema VLDNR1LGS1KLK 13 E1AF76326 1 leal sloe* ptotem 70 0 9929 
133 20C903 18 12 3656 .1666 7 out 16219 1 342 3 19 • 93 421 0 tl.-.-p-im ISPIINETILAVIK 14 ABE27267 1 unknown 3 i--32 
63 2309-03-18 12 1879 18792out 958 6 3 566 3 '9 • 9' 4-9 0 llo'ema ' EAtTRLKK 3 BAF76326 1 i«-a' sin- pioteir 7[ 0 9B99 

122 2009 03-11 12 3522 3524 2 out 1459 8 3 1*7 3 42 1 3 400 £ 1026 • M'PHYWVKSPMR •3 NP 149567 1 104L 3%96 
62 23C'j-o:-l8 '2 2*«2'86 2oul 943 5 1 576 3 16 • 81 269 0 693 IIV6 ' IILDONLK 3 NP 149769 1 306R 3 5825 
H 2309-37-16-12 4036 4088 2 out 1102 7 1 542 3 4* • 83 5-11 0 Noseiia ' PLKSIILYR 3 AS069724 1 jnk 101*1 3 9971 
91 23C9-33-18-12 322- 3221 2 oul 1199 7 0 783 3 27 ' 93 4-4 0 IIV6 ' KVNiQfllOlk •3 MR 14%74 1 2'IL 0 996 
96 23C9-03-16-12417341732ou! 1268 6 0 6-4 3 2! ' 83 16' 0 irv6 ' DKMQHVEDK '3 NP  149676 1 213R 3 9636 
•9 2009-03-18 12 435 436 2 oul 733 4 3 336 : -4 • 8' 2-.1 0 693 IIV61HV5 2 OTKQTK 5 FP 149897 1 434L 5 5656 
46 2009-03-18 12 1349 1349 2 out 858 6 3 608 • 67 7'7 0 IFV6 1 ELKEXLK * NP 149620 1 457L 3 9736 

116 2309-03-18-12 4607 4607 2 oul 1438 8 1 802 3 23 • 67 19* 2 0*5 irvB • LDQKWTECYLK 12 IP'  1494-5 • 0121 3 9956 
126 2009-03-16-12 3551 3561 2 oul 1485 9 0 544 3'1 ' 86 125 0 Noseiia • ISRRLTFIPLt'R 12 AAT12296 1 cniomosome segregation pioteir 3 5944 

77 2009-03-18 12 3372 3372 2 oul '07' 6 0 595 526 ' 54 '18 0 irv6 GKVEIFHNK 5 ND 149917 1 464R 0 9946 
13C 2009433-1812 4161 4161 2 oul 1513 0 522 3 26 • 64 251 0 KV6 Ulu*.SLVLLOFGK 14 NP 149676 1 213R 9 9974 
114 2309-03-18-12 4266 4266 2 oul '624 9 104 3 i! • 84 •111 3 HV6 • SIGWNEQLKVNP* '4 IP 149659 1 396L 0 9% 
67 2009-03-16 12 2702 2702 2 oul 989 5 3 107 0 26 • 63 264 2 303 IIV6 ' DKK.NESR I NP 149639 1 1 .'6- 3 9946 
72 2009-03-16-12 2788 2788 2 out 1014 6 0 148 5 -8 • Bl 165 0 693 Nosena • ENGWLKKK 3 A3E26653 • POJ pOiYpfOtein 0 9938 

132 2309 03 18 12 3966 3966 2 out •52' 8 0 2O4 3 23 • 81 64 1 792 irv6 ' FIFPUVDTDINVK 1.1 NP 149597 1 134L 3 6'77 

112 2009-03-18-12 3630 3630 2 out '370 8 • 433 : ;2 ' 82 403 C Nosena • NAfGIEHKITLK 17 ABE26649 1 pot potYPfotein 0 9514 
121 23C9-03 18 12 2996 2996 2 out •460 9 3 444 519 " 61 176 0 • I1ST1QDKWKSK 11 YP 554658 1 lypotteiica proten M1V0B61 1 

10 2009-03-18-12 225' 2251 2 oul 722 3 3 9'9 341 IB 328 0 IIV6 • iGEVEk ' tp   11-69' ' 428L 3 5857 

58 230903-18-12 2629 2529 2 out 92'6 1 584 0 16 ' 3 230 3 693 irv6 • SlRSFAlk 3 NP 149767 1 304R : 56JJ 
139 2309 05 18 12 3918 3918 2 oul 1542 7 C39 3 4 ' • i 1'4 3 695 DuWIDWVID^WIDWV Kak jgofVDVI * TDLtVCM'GSNPYIR 14 NP 353560 2 potvpiotein 0 9766 

16 2309-03-18-12 687 687 2 out 746 4 1 536 0 11 • '9 229 1099 676 EDViKk 6 NP 149832 1 369. 0 9804 
55 2009-03-18-12 2483 2483 2 out 892 6 0 61 0 7 • *9 200 2 079 Nosema IV..RY7K 7 AAC41564 1 -soleuc/l-tRNA svnttielase 3 9944 

66 23090: 18 '2 1407 '40' 2 oul 978 5 3 254 5/6 • *3 275 0 693 Nosema KVSRFGER 3 ABE26655 1 pot poiyp-otein 3 5'26 
136 2009-03-18-12 3602 36O22M '533 6 3 671 3 24 • *9 2*9 0 693 0' - PWYSTRDGAEVLK 14 YP 654588 1 nypotneiica ptoiem MIV016R 3 9935 

3S 20C9 03 18 12 1209 '209 2 out 8285 0 569 3 1' 1  '8 2'6 0 Nosema • ELGGLLAR 3 AAG91616 1 jnknown 3 9532 
27 2309-03-16-12 1153 '163 2 ou! 773 5 1 713 3 14 1 *7 2*2 0 695 IIY6 • KLCEIR 6 NP  149695 1 232R 0 9949 

14S 2009-03-18 12 3666 3666 2 out '612 * 3 215 3 2? • ** 209 0 693 irv6 LCPGFQM'YCPCER '4 NP 149667 1 1041 0 962 
9 2309-03-18-12 2511 2511 2 out 721 4 1 719 3 25 • '5 410 3 593 Nosema AKIDW'K ' AAB62549 1 glutamyl-tRNA synttietase 0 9738 

116 2009-03-18 '2 12-16 -12-16 ; oul •429 6 1 733 3 39 • -5 71-- 0 irus Rnr-TIDEVCS^ '1 1R   1i5€.ll 1 170L 0 5967 
36 2X9 03 IS '2 1682 l6822oul 815 5 1 364 3 29 • *3 44' 0 0' - kAVKVDK ' YP 554691 1 nvpolheiica ptotem MIV019R 0 9551 

167 2309-03 18-12 4559 4559 2 oul 2417 2 0 583 321 • -1 182 0 W6 ' VEDSENS.FRrVTVTTANFFK 21 NP 149758 1 295, 1 
26 2309-01-18-12 181? '812 2 out 77' 5 1 43 3 22 • *2 1-7 3 691 Nosema • RJEIK 5 ABE27266 1 jnknown 0 5559 
36 2009-03-18 12 1054 '054 2 out 316 6 3 364 3 16 • 72 325 0 DWVlDWVpVWlKaKuqc 4 QrftMLR 6 NP B53560 2 polvpiotein 0 9771 
43 2009-03-18-12 3322 3322 2 out 36C -1 C67 07 ' *2 464 1099 «V6 • OVM*t3tTK 3 IP   --1985-8 1 395R 0 9834 

62 2009 03 18 12 3958 3958 2 out "3J6 1 629 6 2 • '2 334 0 IAPVIIAPV 7 VQKNNPSGYK 10 YP 001040003 1 strjctuiai poiycotein 0 9713 

33 2309-05-18-12 223' 2281 2 out 8045 .1 it; 311 151 0 irvs ' KVIFGIK ' NP 149508 1 34 5. 3 9977 
12 7309 OP-18 17 Ml'' '1 -1 7  •   • 730 4 0 392 1 "6 1 ' '94 3 693 irv6 • OONLk 5 NP 149923 1 460R 3 5926 
24 2309-03-18 12 3336 3336 2 oul '6-: 4 0 477 : '4 1 * 766 0 live • NA1FATK 7 NP 149829 1 ^66S 0 9614 

59 2309-03-18-12 3140 3140 2 oul 930 5 044 6 < 1 7 10! 6 live • EAIOILEK 5 NP 149624 1 161L 0 9853 
69 2309 05 18 12 3434 3434 2 out 9906 0 071 3 18 • 61 ':. 1 792 * • IIYAVRKK 5 YP 654658 1 nypotreiica pioten MrvC86L : 994' 

73 2009-03-18-12 1754 1754 2 out 1042 6 0 336 I '1 • 63 w 0 SVISVISV 3 EA1GDI-A1K 13 NP 049374 1 poly p/otein 3 5547 

162 2009-01 18-12 469-4691 7 out 1947 6 0 672 1 15 • 69 111 0. Nosema • FNLOCGRFM'FVIMSMK 1* ABV485O0 1 trypotheticai spore wel protein 3 9887 
6 2309 05 18 12 81U6114 2 oul 7174 0 297 3 24 ' 63 '77 2 773 IIV6 • Dt-WQR 1 NP 149548 1 385. 3 9823 

34 230903-18-12 508 508 2 out 814 4 0 501 3 18 • 63 4" ' 0 IIV6 - ENF INK 6 NP 149750 1 287R 3 9553 
36 2009-03-18-12 113' '1C12oul 826 5 0 736 1 1* • 6' 775 0 irv6 - KILDIPK * NP 149707 1 244_ 3 9931 
66 2009-03-18-12 1627 1627 2 out 969 6 j 5*9 1 19 ' 65 S23 0 ' TVCRLLER 3 YP 854695 1 lypottieiica proten WFV123t 0 9752 
70 2309-03-18 12 3446 3446 2 oul 992 7 0 405 3 25 ' 6: 3-6 0 Nosema - UISKY-.K 3 AB069722 1 unknown 3 99% 
86 2309-03-18-12 3756 3756 2 out '1606 : *92 3 35 • 65 73: 1 386 KBVKEV 7 rrvENALGESK 11 NP B51403 1 ion st'JCtuual OOiviXUHW 3 9874 

102 2309-03-18-12 4299 4299 2 out •285 7 0 924 5 It • 6 = 17-7 0 irve • EAQKIEKGNR 11 NP 149612 1 149. 3 9897 

131 23C9 05 16 12 4911499* 2 0u1 •513 9 1448 5 1 ' 6' 8' 0 HV6 TIGAINLACKLRLK 14 NP 149624 1 161L 3 9808 
32 2309-03 16-12 5472 5472 2 out 803 5 1 499 0 2 • 64 433 0 Nosema|Nosema|Nosema|Nosema|Nc 6 QA1EKSK 1 A3M26981 1 RI^V poiymerase 11 largest suOunrt 0 9607 
95 2309-03 18 12 4034 4004 2 out 1143 6 1 553 3 44 • 64 52.1 0 NosemalNosema 7 LAVUMVP^PR 15 AAN35161 1 Oelatubulin 0 9959 
28 2009-03-18-12 1885 1885 2 out 7744 C68 5 25 ' 61 •54 5 699 1IV6 G63PRr.DK * NP 149929 1 466R 31812 

150 2009-03-18 12 4334 4334 2 oul '648 8 0 476 3 28 ' 81 2-4 3 693 IIV6 ETTNEEVN:D€iDK 14 NP  14960' 1 438L 3S8B2 
81 2009-03-18 12 3891 3891 2 out •122 5 0 586 3 2* ' 62 153 3 693 irvs SLMGNCPSSVK 11 NP 149555 1 092R 0 9572 

4 2009-03-18 12 1218 '218 2 out 712 5 0 39 3 25 • 61 149 1792 NosemalNosemariosemalNosemaINo 6 QPVIKK 5 ABM269B1 ' RNA potymerase II largest subunrt 0 9966 
47 2009 05 18 12 2051 2061 2 out 869 6 1 461 321 ' 6' 0 Nosema IQAEStAK 3 AAT12295 1 phospnolpase L 0S743 

IOC 2309-05-16-12 3320 3320 2 ou! 1275 7 3 824 3 52 • 61 '57 1 386 Nosema ' EILFDRNIKK '3 AB069722 1 unknown 3 9932 
113 23C9-03-1B12 3940 3940 2 oul '375 8 1 539 3 22 '61 7-7 0 irvs ' IENKFGKLSVK •3 NP 149647 1 184R 3S8B6 
111 23C5 C: *fl '2 3'23 V77 2 ou! '366* 1 507 : 36 1 6 900 0 IIV6 • tiLVLFDHHCR •1 NP 14981B 1 355R 0 98* 
9' 200903-18-12 4019 4019 2 oul 1268 B 1 -5*9 3 52 ' 55 168 0 IIV6 • tFKFMLKTK '3 NP 14971B 1 255L 0 9679 

129 2309-03 18 12 4532 4502 2 oul 1500 7 3 6% J 98 * -,5 2-0 0 I1V6 OOM'AASYLEGKER 11 NP 149635 1 172L 3 5877 
41 2309 05 18 12 1616 1616 2 out 837 4 3 384 3 26 • '6 774 0 live MDSKaiK * NP 149856 1 3931 0 9776 
46 2009-03-18 12 5769 5769 2 out B62 4 C 78 3 24 • 66 2-0 1 609 IIVo EVSEENR ! NP 149891 1 428L 0 9945 
92 2309-03-18 12 4125 4125 2 oul •206 7 0 738 3i3 1 66 165 0 irve VDVSTQTKTVK 11 IP'  14965:' ' 192R 0 9848 

115 7309-01 16 12 4079 4079 2 oul '411 7 0 266 3 38 • 66 169 0 irv6 FkERASHFCPk •1 NP 149816 1 355R 09968 
40 2009-03-18 12 1141 '1412out 332 6 0865 3 23 • 54 220 0 693 DWVlDVWIDVWtKakooo 4 QIRM'.R * NP B53560 2 polyproterl :•!' 

98 2009-03-18 12 4056 4056 2 oul '273 6 1628 03 ' 54 182 1 946 Nosema GEENH3ADO.SR 17 ABE26650 1 pol polyprotein 0 9737 
105 2009 03 18 12 4040 4040 2 oul ' .127 8 1 517 3 2' ' 64 768 3 693 10/6 ' U64LLKMNKIK 11 NP 149877 1 414L 0 9667 

142 20C9 05 18 12 4020 4020 2 out IS73 9 0 407 3 31 ' 64 152 0 Nosema ' ALVlOTGSlVNLIRSk ': AE3E2665S1 pot polYorotein 1 
19 23C9-03-18-12 2566 2566 2oul *52 4 0 749 3 25 ' :3 770 1609 irv6 • ISEY1K 5 NP 149722 1 259R 0 9907 
51 20O9-O3-16-12 794 794 2 out a** 1 1 563 121 ' "3 195 1 irv*6 ERERQR 5 NP 149674 1 2111 0 9959 
93 2009 03-18 12 2693 2693 2 oul 1207 7 1 845 1 11 • 51 7M 1 irv6 ' IDELIYASKR '3 NP 149776 1 3131 0 9985 
75 200903-18-12 3795 3795 2 out 1077 6 1 118 0 29 • 52 774 1609 IIVG ' LFLSKLSNR 9 NP 149871 1 408R 3 5899 

155 2009-03-18-12 4354 4354 2 out 1746 8 0 601 0 3* ' 52 '35 0 693 M ' NCQEKETTYSDNFR '4 fP  149600 1 3370 0 9951 
125 2009 03 18 12 4349 4349 2 out 147- 9 0 453 3 51 ' 51 '69 1 099 IIV6 ' RRIQPtPFGIfK •2 NP 149731 1 768. 09988 
135 2009-03-16 12 4686 4686 2 out 15288 0 68 0 3 • 11 150 0 NosemalNosemelNosematNosemajNo 6 RlNNKfrXM-YAK 13 AAZ23550 1 alpfa-tuoukn 0 9897 
160 23C9B3 18 12 4541 4541 2 oul •815 B 1 75,7 3 35 • 51 '•54 1 099 Nise-na ' RF/VHSCGFDPEVAER 15 AAC47660 1 mrtochoodnal tjrpe HSP70 3 3895 
10? 230909-18 12 1796 3786 2 out 1306 7 3 654 1 '6 76a 0 IIVT5 ' NLTGG'DfJLYAR 1? NP 149647 1 164R 0 95S 
106 2309 03-18 12 3970 3970 2 out 1339 8 1598 0 4' ' 5 '74 3 693 IIV6 1 IAELKQLNVLAK 12 NP 149695 1 232R 0 994! 

B-42 



Test 96 

Si No File tome [M-l-l 1U •Ci icon Sf RSf Refetence l.c Pepnoe AA ID* P'olem PP 
48 2009413 1! V •%• 196: 2 oui l'90 3 0 384 0 5- 1 is '37 0 Moiwni 

1 
SYEIPDGCIVIWGSER 16 AAB86863 1 actm 0 9752 

50 2039 03 18 13 3349 3349 2 out 1552 3 • 501 3 2: 2 36 24:- 1 C99 SV6 • NYPTrODEMKUK •3 NP 149675 1 2121 0 9659 

52 2009-03-18-13 4092 4052 2 out 15'4 3 0 6-3 C 31 2 32 62' C HV6 1 Ht.TTKVONIMIEh '4 •IF   149:13 ' 0501 0 "58 

23 2039 03-18 13 3187 11872(44 1070 8 15-4 C44 2 31 497 0 IV6 1 UWDWIPK 8 NF  149515 1 047R 0 9886 

X 2039-03-18-13 3977 3978 2 out 1205 7 0 646 0 38 2 26 271 0 M • VOVSTQTKTVK '7 NP 149656 i 192R 0 9977 

5J 2009-03-18-13 4143 4-43 3 out 1668 1425 0 46 2 18 460 1 Nosema 1 IKVQEVQ1D1LEK •4 ABE27269 • unknown 0 9938 

J2 203903-18-13 3762 3762 2 out 1320 7 1 6i C 26 2 05 226 1099 HV6 1 VQFNOTNLKNK '1 NP  149852 1 3891 0 99C1 
11 200M3-1813 2489 2485 2 out 892 5 0 656 0 28 it* 140 0 nv6 I ETVGV-PK 8 NP  149770 1 30 7L 0 9866 
41 2009 03 18 13 4086 4086 2 out 1268 5 1604 0 41 2 07 44- 3 693 •V6 7 DKMOIYVFDk 10 NP 149676 1 213R 0 9925 
53 2039 03 18-13 4175 4176 2 out 1646 8 0 796 D 15 2  I1 204 1095 IV6 1 ETTNEEV4IOE DK 14 'IF   149331  ' 4381 0 9956 

s 2009-03-18-13 2049 2049 2 out 763 5 1 325 021 7 06 740 0 <V6 ' KFNKVK 6 •-JP  149758 1 295L 0 9863 
(2 2009-03-18 13 4002 4002 lout 2667 3 • 332 04i ' 59 176 0 IV6 ' MEHfJlAE!SVS53Ll'3PMFLRENK 23 NP  149750 1 28 7R 0 1942 

'6 2009 03 18 13 1170 117C2out 944 6 • %• 0 28 ' 88 219 0 IV6 1 RW1QIPK 7 'If   I49'?8 ' 3151 0 9764 

41 2039 03-18-13 4445 4445 2 out 1492 9 0544 0 3 • 38 774 3 693 NOHMMJ I VLDNRH-GS1KLK 13 BAF 76326 1 heal shock piottm 70 0 9849 
B 203903-18-13 1126 11262014 8'6 5 0 437 0 26 '  34 ?4( 0 DVW|DWV]DWV|kakuoci 4 OIRMLR 6 NP 853560 2 polyproleei 0 9922 

1 2039-03-18-13 2427 2427 2 out 747 4 1659 0 26 1 SI 395 3 693 IIV6 1 LNEESR 6 NP  149642 1 179R. 0 9889 
44 2009-03 18-13 3873 3873 2 out 1387 7 0 803 0 3 • 31 •3' 3 693 «V6 7 MSGGYTSIESSIR •3 •4P 149878 1 415R 0 9531 
59 2035 03-18 13 3479 34 79 3 oul 1824 8 1622 0 4' ' '5 4 3 593 HV6 1 IFLDGYIYCNKCDEE '4 \5     '43'04   " 241L 0 9622 
29 2039-03 18 1349064905 3 oul 1129 6 0 273 0 17 ' -3 202 3 693 IIV6 • M'TSRGHt-FcR 10 NP   149733 1 240R 0 9992 
30 2039 03 18 13 1700 1700 Soul 1142 7 1 H5 0 32 ' "8 562 0 IIV6 1 KD1AISKVIR 10 '4P 149485 1 0221 0 9698 ' 203503-18-13 3293 3293 2 oul 700 5] 0 339 0 2' i 77 34' 0 No semi • VXD«K 6 AEM269'' ' R'iA potymetase ti 141 jest suhuni 0 9546 
•9 2039 01-18-11 2971 297 1 2 mil 10-6 5i 1 554 0 V' 1     7 = ;-.• 0 ltv6 • FMKNFDSK fl 14= 149843 1 MR 3 979 
27 2039 03 18-13 3985 3985 2 oul 1102 7   0 591 0 46 1 75 434 0 Nosema 1 PLKSHYR 5 AB069724 1 unknown 0 9633 
21 2039 03 18 13 3385 3365 2 oul 10-40 5; 1 625 0 3! • »;. 211 0 IIV6 1 EMWKt6.DK 10 NP 1494631 4681 0 9521 
17 2009-03-18-13 1419 1419 2 out 978 5; 0 122 0 26 • 72 31' 0 Nosema ' KVSRFGER 6 ABE26655 1 pot potvprotein 0 9668 

26 2009433-1B-13 4263 4263 2 out 1102 5 0 536 0 39 "2 24' 0 01 • OVGEGAPSTTR •1 YP 654576 1 hypothetical piolem MIV0O4R : »}, 

61 2039-03-18-13 3342 3342 3 out 2063 1007 :4; 1 72 11! 1 946 BOCV 1 UVACSGPVMSQSLSDRV33R '5 NP 620564 1 nonst-uctutal po yptoleir 0 9892 
47 2039-03 18 13 3492 3492 2 0U 1459 8 144 0 1 1   7 399 0 HV6 1 M'PH-r^WKSPMR '3 NP  149567 1 1041 0 9932 
•4 2039-03-18-13 3475 3475 2 out 9-B3 1598 0 13 i 69 1'6 3 403 * 1 CECTTCMK 3 YP 654533 1 hypothetical protem MIV021L 0 9645 

35 2009 03 18 13 6102 6-02 3 out 1200 5 0'23 0 55 1 67 13:- 1 586 NosemalNosema : PSSM'SM'WLLR '7 KP 001392466 1 hypothetical protein AnO8g0339O 0 9798 

40 2009-03-18-13 3180 3'80 3 out 1265 5 127! I 45 ' 66 151 0 BQCV 1 LYNM'GVSYM'R '•- 'ir 620544 • nonstuclu'BI polyproleih 0 9612 
7 2039 03 18-13 2507 2507 2 out 604 4 0 151 0 3 ' 64 205 3 693 IIV6 • KGVCL.ER ' NP  149610 1 147L 0 9888 

'0 2039-03-18-13 3721 3721 2 out 880 5 1 76! 0 16 ' 6' '4 7 0 UV6 7 NFVKMNK 7 NP   149902 1 439L 9 9SI 
24 200903.18-134525 4629 3 out 1083 5 i 337 0 36 •6 291 «V6 1 VDSEVAFER ! NP  149636 1 143R 3 963 
39 2009 03-18-13 3027 3027 2 oul 1258 7 ; 662 0 35 1 53 3:9 0 «V6 1 NKSPUNESEK 11 NP 149523 1 0601 0 9649 

25 2009 03 18 13 48314831 3 oul 1090 6 0 227 0 36 I 57 263 0 Nosema 1 VFRGKAEQR 9 AAT12293 1 DNA iepa.1 helicase RAD2S 1 

43 2009 03-18-13 4877 4877 3 out 1377 7 0 165 a ! -46 '33 1 099 HV6 1 RSSFSGVIM'FCK •3 NP 149699 1 236L 0 9927 

'3 2009-03 18 13 5297 5257 2 oul 9164 C 37' 0 36 1 54 '32 0 693 ABPVlAEPV|ABPi7W4BPV.AePvlABPVlABPVlABPVlAfJPVlKBV 13 RATM'CYR f AAK58199 7 sttuclu'al L-iolein 1 

31 2009-03-18 13 2565 2565 3oul 1147 6 0 93 0 34 1 44 47 0 Nosema 1 EILFDRMK 9 AB069722 1 unknown 0 9776 
12 2009 03 18 13 3516 3616 2 014 896 5 Q 193 0 34 1 4 .us 0 I1V6 1 NFVKM-JK 8 NF   1144:3 - 4 391 -  4-18 
'B 2009-03 IB 13 3415 341! 2 oul 990 6 0 529 0 37 ' : •;3 1099 01 ' 1IYAVRKK 8 YP 654658 1 hypothetical protein WIV086- 0 9651 
20 2039 03 18 13 2538 2538 2 oul 1034 6 1 307 0 37 • 4 1'. 0 HV6 ' LNGKSFKIK 9 NP 149647 1 184R C 9664 

Test 97 

SrNo - .- Nan • (M-H| •M •Cn XCorr Sp RSf. Reference Nt Peptide AA ID* Protein 5'l 

It 2009-03-18-14 3338 3338 3 out 1515 7 0 171 066 36 1393 0 No:-?'- a 1 rWHHTFYNELR AAB86863 1 actm 0 986B 

36 2009-03-18-14 4824 4824 2 out 1457 9 0613 0 73 3 27 1364 0 Nosema|Nosema|Nosema 4 IIAQWSSITASLR '4 AA223550 1 alptia-tubulin 0 959 

4 2009-03-18 14 1472 1472 2 out 800 5 0 175 0 39 3 06 793 0 Nosema 1 RIDIAGR 7 AAB86863 1 act. 17 0 9846 

42 2009-03-16-14 5063 5063 3 out 1615 8 1 091 0 5 2 94 546 0 IIV6 1 MFOSSWIILLYk '2 NIP 149636 1 072R 0 9963 

16 2009-03-18 14 1264 1264 2 out 1077 5 0 517 0 33 2 61 721 0 NosemalNosemalNosema 1 IREEYPDR 8 A/'-N.34!6'  | beta-tubulm 09961 

50 2009-03-18 14 4116 4116 2 out 1614 9 1545 041 2 56 577 0 irv6 1 TILTTKVQNINIEK •4 NP  149613 1 050L 0 9833 

24 2009-03-18 14 2428 2428 3 out 1171 6 0 024 0 47 2 37 708 g Nosema 1 HKGVMVGMGQK 11 v 43863: adin C %" 

8 2009-03-18 14 1514 1514 1 out 904 4 1 056 0 18 2 19 263 e IIV6 - EEELQEK 7 NP   149469 1 0061 1 

30 2009-03 18 14 4213 4213 2 oul 1268 6 1 55 0 37 2 19 420 1 099 IIV6 • OKMOIYVEDK 70 NP 149676 1 213R 0 993 

11 2009-03-18 14 1763 1763 2 out 958 6 C '5- 0 22 2 18 508 C Nosema - EAI1W.KK 8 BAF76326 1 heat shock protein 70 0 9704 

2 200903-18 14 1122 1122 2 oui 792 5 0 137 0 25 2 13 450 0 Nosema • EFKLKK ! AAS16360 1 translation elongation factot 1 alpha 0 9552 

57 2009-03-18 14 4444 47444 3 out 1722 0 381 0 33 2 1 108 2 708 9' 1 IFKQKISQGM'VGLLR 16 YP 654610 1 hypothetical ptotem MIVC38R 0% 

59 233', 03 18 14 3804 3804 3 out 1895 1492 041 2 02 225 0 01 - ATKPGDWFQISCIFNR •7 YP 654692 1 hypothetical piotem MIV120R 0 9877 

20 2009-03-18 14 5918 5918 3 out 11186 1 547 0 33 1 99 456 0 ABPV ' VDLCAEVKNK 10 NP 066241 1 replicase polyprolem 0 9739 

15 2009-03 18 14 3404 3404 2 out 10716 0 237 0 31 1 97 337 0 live • GKVEIFHMK 5 NP  149917 1 444R 09%1 

6 2009-03-18 14 7398 7398 2 out 819 4 0 726 0 32 1 % 328 3 live • 1IEKGEDK 7 NP  149500 1 037L 0 9612 

34 2009-03-18 14 2162 2162 3 oul •334 7 1 32 034 • 94 206 0 693 NosemalNosemaillosema 'i ISEOFSLMFRK 11 AAZ23552 1 beta tutjulm 0 9505 

45 2009-03-18 14 3745 3745 2 out 1548 9 1291 034 1 93 638 0 Nosema • LETLFCIKNLSKIK 13 ABE27269 1 unknown 0 9934 

37 2009-03 18 14 3576 3576 2 out 1485 9 0 443 0 48 191 557 0 Nosema • ISRRLTFIPLNR •2 AAT122% 1 chromosome segregation protein 0 9897 

'.' 2009-03-18 14 1060 1060 2 out 940 6 1 809 0 35 1 89 369 0 IIV6 1 RWIQL=K 7 NP   149778 1 315L 0 9768 

10 2009-03-18 14 3626 3626 2 out 946 6 0 461 0 61 1 89 346 0 Nosema • LGFLKRGR 4 AAT122% 1 chromosome segregation protein 0 9795 

49 2009-03-18-14 3384 3364 2 out 1592 8 0 351 0 38 1 88 314 3 IIV6 • NYPTIQDEMKLLK 13 NP  149675 1 212L 0 995 

25 2009-03-1) •4 3365 3364 2 ud; 1187 7 0 453 0 36 187 562 0 IIV6 1 IAAQKT1LTTK 11 NP  149613 1 050L 0 997B 
7 2009-03-18- 14 3732 3732 2 out 880 5 1633 0 38 1 86 338 0 lrV6 - NFVKMNK 7 'IP 149902 1 434. [ 3892 

19 2009-03-18 14 7864 7864 3 out 11165 169 C 36 ' 83 398 3 IIV6 1 LPEIFDDNR 5 NP  149731 1 268L I 9631 
51 200903-18 14 4196 4196 2 out 1629 8 0 634 041 163 240 0 IIV6 1 WTIENEENKIPEK 1' '.-   749:"0 ' 127L 0 9783 

52 2009-03-18 14 4207 4207 2 out 1635 9 1 554 0 53 ' 83 435 0 Nosema • RCAAAFRSAVLAPFR '•' AAT12296 1 phosphoiipase P 0 9976 

32 200903 18 14 3895 3896 2 out 1338 7 1632 0 36 1 76 154 0 Nosema 1 MLTSNSITVSASK 73 AAC47659 1 unknown 0 9'I4 

56 2009-03-18 14 4546 4546 3 out 1790 9 0 289 034 175 140 1609 IIV6 1 DEELESEKEKGIOTO 14 NP  149883 1 420R 0 9652 

68 2009-03-18 14 4573 4573 3 out 2509 3 1 836 0 46 1 74 285 0 Nosema 1 VWtJYVSSOVDIICEAMRilIK 22 Hypothetical protein C344E4 2 0 9958 

44 2009-03-18 14 401940192out 153- 8 0 921 0 42 1 7 130 3 gi 1 LLTQPAANFDVTTJK '4 YP 654697 1 hypothetical protein MIV125R 0 9922 

- 2009-03-78 •4 '293 3293 2 out 'CO 4 0 431 031 1 69 361 3 Nosema 1 VXDIIK 5 ABM26977 1 RNA polymefese II largest tubunit 4 S784 

22 2009-03-18 14 1516 1516 3 oul 1158 5 0 441 0 37 168 554 0 Nosema - YIKDVHEVR '' AAL28052 1 AF406785 1 unknown 1 'i8?c 

31 2009-03-18 14 2899 2899 2 out 1309 7 0 585 041 168 1% 0 Nosema - NLNSILWFDAR '2 AB069725 1 unknown - 5835 

35 2009-03-18 14 3218 3218 3 out '44 7   5 1 36 • 044 167 322 0 693 IIV6 1 KNIVKEOEWH 12 NP 149513 1 050L 0 9616 

40 ."   7      'fj 14 5068 5068 3 out 1511 7 1654 034 166 410 0 693 live 1 TTIISENDSEM-KK 14 NP 149856 1 393L 1 

28 2009-03-18 •4 534; 6347 3 out 1226 8 1 171 0 37 165 161 1 099 V6 1 MLVlGRSPLLK 11 . 4   US/i 254L 0 9729 

39 2009-03-18 14 4372 4372 2 out 1498 8 02 0 49 165 530 0 irv6 - EIFICYREGIKK 12 NP  149500 1 037L 0 9818 

13 200903-18 14 3348 3348 2 out 10447: 0 5<7 0 37 164 168 0 VOV1 • LDWGTLNIR 10 ACF24764 1 pctyprotein 1 

23 2009-03-18 14 6613 6613 3 out 11706 1593 0 38 1 64 175 0 693 * • TIOYDYLVR 9 YP 654601 1 hypothetical ptotem MIV029R 0 '3843 

27 20090318 14 3280 3280 2 out ,1597 • 471 C 38 l 444 209 G IIV6 1 KWIQNKDIK •0 NP  149674 1 2111 0 9968 

43 200903-18 14 4157 4167 2 out 1516 8 0 401 0 46 1 64 186 C IIV6 • IHCLPFLLNYOR 12 tip   '4948' ' 0241 0 9925 

66 2009-03-18 14 4642 4642 3 out 2292 1 0 939 0 48 - 45 174 0 693 31 • SPVSMQPSPEEDEPIPDLTLK 21 YP 654593 1 hypothetical protein MIV021L 0 9B41 

61 2009-03-18 14 3380 3380 3 out 2063 0 972 ; 4 1 57 119 1 735 BOCV • MVAQSGPVMSOSLSDRVDR 19 NP 620564 1 nonst'uctural polyptotein 0 9978 

46 2009 03-18 14 4516 4516 2 oul 1S79 9 0 466 7 46 1 46 371 c irv6 ' FLRETVGVLFKDR 13 NP   149770 1 307L 0 9712 

53 2009-03-18-14 3310 3310 3 out 1638 8 1401 0 35 1 51 2-4 3 irv6 ' WAISFFSDTSYIIK -4 NP   149489 1 326R 0 9829 

B-43 



Test 98 

SrNO r e Name (MfHl 'M "Cn  IXCoit Sf RSp Reference No ^'ec'i.> AA ID* Prclein PP 

'35 2009 03-18-15 4060 4060 2 oul i>9l  3 : 601 0 65 3 32 6:3 0 Nosema 1 SYELPDGQVIKIGSER •6 AAB86863 1 actin 0 9968 

8' 2009-03-18-15 3354 3354 2 om 151; - 0 474 0 58 27 684 0 hose "ia 1 IWHHTFYNELR 11 AAB86863 1 ac: n 0 9545 

54 2009 03 18-15 2603 2603 2 out 1171 6 0 2% : 4 2 52 '32 c Nosema 1 HKGVMVGMGQK '1 AAB86863 1 actin 0 9656 

95 2009-03-16-15 4240 4240 2 out 1614 9 0 472 0 32 2 49 3'6 0 653 IIV6 1 TlLTTKVQfllNIEK '4 NP  149513 1 KM. 09511 

5 2009-03-1B-15 705 705 2 out 759 5 1 137 0 04 2 32 225 0 irv6 1 KNKEIK 6 NP 149864 1 401R 0 9917 

90 2009-03-16-15 3669 3669 2 oul 1534 6 0 699 0 23 2 21 1051 0 Nosema 1 MPFGLVNGPATFQR '4 ABE26655 1 pol polyprotem 0 9572 

56 2009-03-18.15 3372 3372 2 om 1178 7 0 498 0 26 2 18 4'4 0 693 IIV6 1 LINE1KSFSK 10 NP 149500 1 0371 0 9864 

• 2009-03-18-15 289 289 2 oul '25 5 0 372 0 24 2 09 24 0 0 693 IIV6 1 hSPAAKK ' NP  149872 1 4'1L 0 9669 

22 200903 18-15 1824 1824 2 out 844 5 0 768 0 08 2 09 3'9 C IIV6 1 KNDLNIK - NP 149852 1 389L 0 9864 

32 2009-03-16-15 3279 3279 2 out 914 6 0 514 0 22 2 09 •96 0 IIV6 1 LLINDLAKK 1 NP 149647 1 184R 0 9967 

38 2009-03-18-15 1336 1336 2 out 973 6 0 51 0 18 2 08 1-2 2 639 IIV6 1 KEAQKIEK 8 NP 149612 1 '451 0 9933 

6 2009-03-18-15 1630 1630 2 out 732 4 0 513 0 08 2 06 455 0 693 NMMVJ 1 EINNDK 6 ABE26653 1 pol polyprotem 0 9886 

79 2009-03-18-15 3706 3706 2 out 1450 6 0 59 0 28 2 06 35' 1 099 IIV6 1 WNDNDOIVEIEK 13 NP  149765 1 302L 0 9981 

8 2009-03-18-15 702 702 2 out 746 4 1 13 C 2 1 98 25' 0 IIV6 1 EDVKKK 6 NP  149832 1 3691 0 9881 

35 2009-03-18-15 3205 3205 2 out 948 5 1 13 0 32 197 2 15 0 Nosema 1 VEFIWDK 5 ABE26655 1 pol polyprotem 0 9969 

10 2009-03 18-15 1852 1852 2 out 771 5 1 662 02 1 95 662 c Nosema 1 RiEHK 6 ABE27266 1 unknown 0 9792 

13 2009-03-18-15 1266 1266 2 out 792 5 0 3 0 18 1 95 252 0 693 Nosema 1 EFMMs 6 •kA51636C ' translation elongation factor 1 alpha 0 9558 

63 2009-03-18-15 4255 4255 2 out 1223 6 1 568 0 24 ' 94 652 0 Nosema 1 EDKILHGAANR 11 AB069713 l Sec6lalpha 0 9875 

23 2009-03-18-15 1386 1386 2 out 856 5 0 717 0 18 ' 93 263 c IIV6 1 ELKDLLK ' NP 149920 1 457L 0 9857 

94 2009-03-18-15 4985 4985 2 out 1613 1 3' 0 48 193 235 0 I1V6 1 IWIGKAGTGKSTUR •6 NP 149538 1 075L 0 9781 

20 2009-03-18-15 1255 1255 2 out 83C 5 0 535 0 26 192 206 c IAPVIIAPV 2 LDKDLVK ' YP 001040002 1 poiymerase polYprotem 0 9918 

86 2009-03-18-15 3804 3804 2 out 1513 7 1 4'- 0 22 191 5" c IIV6 i MASLNDVCYEKIK •3 NP   149776 1 313L 0 9967 

88 2009-03-18-15 4993 4993 2 out 1518 3 0 262 034 191 222 0 MSCUT 1 SGRM-SILVATAVAAR 16 ABQ96192 1 visa 0 9616 

98 2009-03-18-15 41714171 2 oul 1648 9 0 58: 02' 1 91 225 0 693 IIV6 i MGITIEDTREEVKK 14 NP 149674 1 2111 0 98 

68 200903 18-15 3169 3169 2 oul 1344 7 0 164 3 23 188 4 53 c 1IV6 1 IENENNLEEIK •1 NP U9776 1 313L 0 5-6-' 

45 200903 18-15 1596 159620U1 1050 6 0 043 3 24 1 87 37-3 0 nve i IFAEKSSLR 5 NP  149642 1 179R 0 9686 

18 2009-03-18-15 1089 1089 2 out 816 5 0 438 0 If 1 86 366 0 DWVIDWVIDWVlKakuqo 4 QIRMLR 6 NP 853560 2 polyprotem 0 9858 

61 2009-03-18-15 4049 4049 2 out 1209 7 1605 0 18 186 270 c Uoseo-ia 1 UESPAJNKPK 11 A8M26979 1 RNA poiymerase II larqest subunrl 0 9582 

85 2009-03-18-15 4269 4269 2 out 1524 9 1439 0 33 186 814 0 irv6 1 SLGWNEQLKVNPK •4 NP 149859 1 396L 0 9963 

2 2009-03-18-15 2410 2410 2 out 716 4 0606 0 14 185 453 0 Nosema 1 IOLISR 6 AAD04234 1 translation initiation factor 2 gamma subunrl 0 9932 

83 2009-03-18-15 45814581 2 out 1492 9 5 598 0 28 185 231 1 505 Nostma • VLDNRMLGSIKLK 13 53AF'6326 1 heat shock protein 70 1 

104 2009-03-18-15 4139 4139 2 oul 1764 8 1 881 0 26 185 124 0 693 IIV6 1 YRAAEGEGNQFYGM-R •6 NP 149672 1 20 9R 3 9566 

36 2009 03-18-15 1966 1%6 2 oul 958 6 0 504 32' 1 84 551 0 Nosema 1 EAITRlKk 3 BAF76326 1 heal shock protein 70 0 9589 

28 2009-03-18-15 2213 2213 2 out 852 ; 0 657 123 183 T4 C693 nve ' ETVGVLFK 3 NP 149770 1 307L 0 9574 

40 2009 03 18-1! 2?" 2755 2 out 989 5 0 011 0 23 183 310 2 197 nve ' DKK1NESR 8 NP 149639 1 176R 0 9922 

77 2009-03-18-15 3605 3605 2 oul 1431 8 0 682 0 37 183 43 2 398 KBV|KBV|KBV|KBV|KBV 5 QVSMQIATPMKSK '3 A8N49472 1 ',•^-4 rule ' 0 9941 

70 2009-03-18-15 4105 4105 2 oul 1356' 1495 0 24 1 82 311 0 IIV6 • MQTGNNLHSLNK 12 NP  149767 1 304R 0 9724 

99 2009-03-18-15 4782 4782 2 out 1672 8 0 128 0 39 1 82 227 0 Nosema 1 ESVCFYCKKPGHFK •4 ABE26655 1 pol polypfolein 0 9763 

24 2009-03-18-15 3154 3154 2 out 661 5 1 558 3 17 1 3 333 0 IIV6 ' 556,^0-, - NP 149600 1 137R 0 9602 

39 2009 33 '8 It 3'54 3354 2 oul 5-6 5 o res 3 15 18 358 0 nve ' SMIKOMLK. 6 NP 149751 1 288R 0 5515 

47 200903-18-15 333' 33"2 oul 1086 6 0 6" 0 24 1 8 330 1 099 IIV6 1 LKNLEINDK 3 NP 149609 1 '46K 1 

78 2009-03-18-15 3991 39S1 2 out 1437 7 1 691 0 21 1 8 244 c IIV6 ' MTINQIMASIMGK •3 NP 149891 1 428L 0 9952 

32 2009-03-18-15 3582 3582 2 out 1485 9 0 481 0 J7 1 79 452 0 Nosema • ISRRLTFIPLNR i; AAT12296 1 chromosome seqreqation protein 0 9933 

J3 2009-03-18-15 4109 4109 2 out 1102 7 0 493 0 38 1 74 365 0 Nosema 1 PLKSNLYR 3 AB069724 1 unknown 0 951 

46 2009-03-18 15 3217 3217 2 out 1058 6 0 571 021 - '3 273 0 nve ' SPNVSLTGKR •". NP  149664 1 201R 0 9634 

i 2009-03-18-15 8144 8144 2 out '43 5 1 685 0 25 1 72 '"• 1 792 Qi ' WERIK 6 YP 654652 1 hypothetical protein MIV080R 0 9625 

15 2009-03-18-15 6049 6049 2 out 803 5 1 734 0 35 1 72 261 0 Nosema|Ncsema|Nosema 6 QAIEKSK - ABM26981 1 RNA poiymerase II largest subunrt 0 9607 

37 2009-03-18-15 1803 1803 2 out 5614 0 378 0 25 1 72 254 C SVISV 2 EASPMSDGGK •3 NP 049374 1 polyprotem 09956 

52 2009-03-18-15 3673 3673 2 out 1132 6 0 388 0 28 1 72 403 0 91 ' RGQMKNEGGR 10 YP 654692 1 hvpothelical protein MIV120R 0 9883 

73 2009-03-18-15 4062 4062 2 oul 1377 7 0 911 04' i " 2io 0 nve 1 NENNSVGRTQMK 12 NP 149530 1 067R 0 9688 

103 200903-18-15 4206 4206 2 out 1763 1 0 287 04 1 72 4 70 0 Nosema 1 RMFVLAVIVLFLITK •5 AA128057 1 AF406786 6 calmodulin dependenl protein kmase 0 553' 

60 2009-03-18-15 4175 4175 2 out 1205 7 1 574 3 23 1 71 262 0 nve ' VDVSTQTK'VK •1 NP  149666 1 192R 0 9968 

29 2009-03-18-15 3390 3390 2 out 8% 5 0 221 32' 169 4'' 0 nve 1 NFVKM'NK 3 NP  149902 1 439L 0 9544 

21 2009-03-18-15 2807 2807 2 out 843 5 1 971 3." 1 68 309 0 Nosema i KVIATGVR S AAT72741 1 deoxyundine 5' tnphosphate nucleotidehydroias 0 984 

66 2009-03-18-15 4653 4653 2 oul 1283 8 0 632 3 25 •68 590 0 653 nve 1 LVNSGNAIRLVK •2 NP 149639 1 176R 0 9955 

72 2009-03-18 15 4213 4213 2 out 1374 8 0 902 3 4? 1 68 406 0 irve i LNKSLT1SENKK •2 NP 149508 1 045L 0 9951 

84 2009-03-18-15 4497 4497 2 oul 1500 7 0 626 3 43 1 67 22= 3 635 IIV6 1 DOM'AASYLEGKER 14 NP 149635 1 172L 0 9923 

69 2009-03-18-15 4422 4422 2 oul '343 3 0 721 0 n 1 65 334 0 IIV6 1 KFKDILIATGDK •2 NP  149612 1 149L 0 9978 

97 2009-03-18-15 4276 4276 2 out 1648 8 0 778 o 3-: 165 208 0 IIV6 1 ETTNEEVNIDElDk •4 NP   149901 1 438L 0 9983 

26 2009-03-18-15 2808 2808 2 oul 877 6 1 394 C 3 164 209 1 099 IIV6 i QIVKVYK 7 NP 149813 1 350L 0 9954 

101 2009-03-18-15 4083 4083 2 out "12 3 0 574 0 36 1 64 112 1609 IIV6 1 QAUNTAGSSIWYISK 17 NP 149618 1 155L 0 9891 

30 2009-03-1B-15 1592 1592 2 out 502 5 1 63' 0 2' 1 63 118 1 609 IIV6 ' VLVYAPLK 6 NP  149612 1 149L 0 9973 

102 2009-03-18 15 4398 4398 2 oul 1746 8 1 533 0 31 1 63 •5-4 1 099 IIV6 : NCOEKETTYSDNFR 14 NP  149500 1 03-L 3 952 

112 2009-03-18-15 4997 4997 3 out 2653 4 134 0 3? 163 26? 0 BQCV 1 VKFATNHVSRLWLLNHVQCDIAK 24 NP 620565 1 structural polyprotem 0 9672 

25 2009-03-18-15 6991 6991 2 oul 875 5 0 912 0 3! 1 6 •34 0 Nosema 1 DAGGRIUR 8 ABE26648 1 pol polyprotem 0 9974 

33 2009-03-16-15 7086 7086 2 oul 921 6 1404 04 1 6 185 1 605 IIV6 • SLRSFAIK 6 NP   149767 1 304R 0 9662 

59 2009-03 '6 1! 324- 324 i 2 oul 1199 7 0 051 0 '3 1 6 245 0 853 IIV6 1 KVNIQNKDIK 10 NP   149674 1 211L 0 9629 

81 2009-03-18-15 3076 3076 2 out 1458 9 0 436 0 26 1 6 323 0 • ' IISTIODKWKSK 13 YP 654658 1 hypothetical protein MIV086L 3 9787 

S6 2009-03-18-15 3306 3306 2 out 1631 8 0 302 0 2' 1 6 1-2 0 IIV6 ' IDADLQGNGM'VEIIK 16 NP   149618 1 155L 0 9977 

42 2009-03 18-15 3430 3430 2 out 1040 5 149 0 35 1 59 255 c IIV6 ' EM'M'KINDK 10 NP 149463 1 4681 0 9973 

111 2009-03-18 15 4699 4699 3 out 225: • 0 133 0 44 159 75 2 079 1IV6 1 ESWDCISFGLTFNCSFTTPK 21 NP 149662 1 399R 0 9901 

31 200903-18-15 3489 3469 2 out 911 5 0 464 0 28 157 •60 0 693 live : ILDFYLK ' NP 149648 1 185L 0 9848 

50 2005-03 18 1' 4066 40M2M 1122 5 0 616 3 26 157 26' 0 IIV6 • SLMGNCPSSVK 11 NP 149555 1 092R 0 9735 

75 2009-03-18-1545164515 2 out 14 •- , 0 555 o •• 157 183 1 099 Nosema I LKEIINV'AMIIR 12 AAD12605 1 RNA polymetase II largest subunrt 0 9817 

17 2009-03-18-15 1328 1328 2 out 815 5 1 691 3 2' 1 55 203 0 IIV6 ' KRSLSPK ' NP   149629 1 366R 0 9729 

107 2009-03-18-15 4582 4582 2 oul 1947 8 0 706 0 32 155 175 c Nosema • FNEQCGRErXEVlMSMk i' ABV48900 1 hypothetical sport wall protein 0 9835 

3 2009-03-1B-15 2332 2332 2OU1 722 3 1 003 0 25 154 361 0 IIV6 1 IGEM'EK ' NP   149891 1 428L 0 9965 

76 2009-03-18-15 3663 3663 2 out 1413 7 064 0 46 1 53 117 1 386 nve i HDTOTTWKLER '1 NP  149633 1 1701. 0 9759 

51 2009-03-16-15 7129 7129 3 out 1130 6 0 44 152 235 0 lAPVlbVPV 2 HIADMKIPTK 10 YP 001040002 1 poiymerase polyprotem 1 

71 2009-03-16-15 3718 3718 2 oul 1366 7 1 614 0 35 152 524 0 IIV6 ' INLVLFDHHCR •1 NP   149818 1 355R 0 9695 

100 2009-03-18-15 4463 4483 2 out 1692 1 783 03 152 124 0 irve 1 PYEHKIAM'LRLNTK •5 NP   149701 1 238R 0 9877 

109 2009-03-18-15 4327 4327 2 out 2010 1 1 651 0 44 1 51 5J 1 099 Nosema 1 LKEINLEVIKFPHSSQK 1' ABE27271 1 unknown 1 

16 2009-03-18-15 1939 1939 2 oul 812 4 '63' 0 51 15 192 0 Nosema i TIEM-M-R 8 ABV4B900 1 hypothetical spore wall prolein 0 9921 
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Test 99 

Si No Fil« Name ,I/.H •M •C- XCorr Sf RSp Releience Nc Pept'de AA ID* Protein PP 

73 2009-03-18-16 4016 4016 2 out 1790 9 0 666 0 59 35 323 0 Nosema 1 SYELPDGQVIKIGSER 16 ^.603053 aclin 0 9974 

31 2009-03-18-16 2679 2679 2 out 1171 6 0 607 0 35 2 61 364 0 Ncsema 1 HKGVMVGMGQK n AAB86863 1 actm 0 9984 

•19 200903-18 16 4294 4294 2 out 1433 8 0 54: 0 56 2 48 712 0 IIV6 1 TITEFDPPStVSK 13 NP 149687 1 224L 0 9645 

63 2009-03-18-16 4040 4040 2 out 1614 9 0412 0 39 2 32 '01 0 IIV6 1 TllTTKVQNINIEk '4 NP 149513 1 050L 0 9949 

3 2009-03-18-16 1673 1673 2 out 800 5 0%9 0 22 2 27 46' 3 Nosema 1 RIDIAGR 7 AA886863 1 actm :   -<•--. 

•2 2009-03-18-16 2170 2170 2 out 892 S 0 628 3 28 2 27 J15 0 live 1 ETVGVLFK 5 NP 149770 1 307L 0 9769 

17 2009 03 18 16 19% 19% 2 out "53 6 0 554 3 2' 2 24 6-' 0 Nosema 1 EAJTRLKK 6 BAF76326 1 heat shock protein 70 0 9688 
67 2009-03-18 16 3773 3773 3 out 1738 9 0 875 0 J3 2 24 I 1 099 Nosema 1 VPYASPAFWIEKKNK 16 ABE26651 1 pol polypfotein 0 9856 

J1 2009-03-1B-16 37% 37% 2 out 1320 7 l 33 0 3' 22 |J3 1 099 IIV6 1 VQFNOTNLKNK *• NP   149852 1 3B9L 0 9887 

53 2009-03-18-16 3276 3276 2 out 1475 6 1 574 0 25 2 2 4" 0 693 ICV6 i EMNNTCSSGYLTR •3 NP  149930 1 467R 0 9731 

29 2009 03 18 16 5712 5712 3 out 1148 7 1 832 0 18 2 17 256 0 IAPV IAP-. 2 LIKKYVSGIK 10 YP 001040002 1 polymerase polyprolem 0 9923 ' 200903 18 16 249 249 2 out 761 4 0 172 0 14 2 13 502 0 IIV6 1 EIQLMK 6 NP  149723 1 260R 0 961 

65 2009-03-18 16 4307 4307 2 out 1703 9 1 841 0 3 2 1 13' 0 693 Nosema - ISSSTWlNNMNPVIk 15 ABE26662 1 poi polyprolem 0 9663 

42 2009 03 18 16 2998 2998 2 out 1344 7 1563 0 1i 2 09 367 0 IIV6 ' IENENNLEEIK 11 NP   149776 1 3I3L 0 994B 

45 2009-03 18-16 4044 4044 2 out 1374 7 0 365 0 29 2 5'3 0 Nosema • EVMRIQAESIAK •2 AAT12295 1 phospholrpase D f % 18 

62 2009-03-18-16 4942 4942 2 out 1613 1 322 0 39 197 361 0 live • IWIGKAGTGKS1IR '6 NP   149538 1 0751 0 986 

64 2009-03-18-16 3776 3777 2 out 1630 3 •632 034 197 553 0 IIV6 • OEIIMUESHNM'LR '4 NP 149463 1 4681 C9834 

4 2009 03 18 16 368 368 2 out 729 5 0 523 12! 193 228 0 irv6 • KSPAAKK 7 NP   i498'2 ' 41IL 0 9736 

6 2009 03 18 16 1010 1010 2 out 757 5 0 622 0 24 ' 52 132 1 629 01 ' ELVRLk 6 YP 654600 1 hypothetical protein MIV028R 0 9844 

28 2009 03-18 16 1672 1672 3 out 1142 7 0 918 0 32 1 9 46' 0 live 1 KDIAISKVLR 10 NP  149485 1 0221 0 95% 

33 200903-18-16 3228 3228 2 out 1199 7 ' 545 0 29 1 9 358 0 11V6 1 KVNIQNKCXK 10 NP 14%74 1 211L 0 9852 

14 2009-03-18-164841 4841 2 out 921 6 1 93 0 26 IBB 328 0 irve 1 SIRSFAlk 8 NP 149767 1 304R 0%82 

Id 200903-18-16 1108 11082out 816 5 0 794 0 24 186 385 3 DWVIDWV|DWV|Kakugo 4 OIRMLR 6 NP 853560 2 polyprotem 0%86 

70 2009-03 18-16 4157 4157 2 out 1763 1 0 27 0 5 184 63' 0 Nosema 1 RMFVLAVIVLFLITK 16 •AL2WS7 ' AF406785 6 calmooulin-dependem protein kinase 0 9792 

32 2009-03-18 16 3354 3354 2 out 1187 7 ( ?'i 0 33 1 83 '01 0 IIV6 • IAAQKT11TTK 11 NP U9513 1 060L 09966 

23 200903-18 16 3383 3363 2 out r:-' 5 0 |J5 : 4 1 79 '93 0 IIV6 • GKVEIFHNK 9 NP   149917 1 454R 0 9936 

3 2009-03-18-16 2591 2591 2 out 721 4 • '92 0 35 176 416 0 Nosema 1 AKIDM'K 7 AAB62549 1 glutamYi IRNA synthetase 0 9826 

5 2009 03 18-16 833 833 2 out 743 5 1 746 0 26 1 75 713 C 693 * 1 WERIK 6 YP 654652 1 hypothetical protein MrvOSOR 0 9984 

35 2009-03-18-16 2987 29B7 3 oul 1220 7 1222 0 44 175 ..;, 0 irv6 1 KATRPFQMGGK '1 NP  149731 1 26SI 0 9537 

1 2009-03-18-16 3303 3303 2 out 700 5 0 101 II r 1 74 •K 0 Nosema ' VXDIIK 6 4BM26977 1 RNA polymerase II laiqest subumt 0 9723 

18 2009-03-18-16 1718 1718 2 out 989 6 0 358 0 29 1 74 353 0 * ' TVCRLLER S YP 654695 1 hypothetical protein MIV123L 0 9961 

51 2009 03 18 16 3510 3610 2 out 1459 8 0 45 0 3 1 74 401 0 IIV6 1 M'PHYWVKSPMR 11 NP  149567 1 '04L 0 9549 

19 2009-03-18-16 3402 3402 2 out 1040 5 166 04 172 253 0 IIV6 1 EM'M-KINDK '0 NP  149463 1 163L 0 9547 

-1 2009-03-18 16 4725 4725 2 out 1824 9 155 0 35 172 308 -3 Nosema 1 IYDISNOOVRRAMEK 16 •43069724 ' unknown 0 9953 

81 2009-03-18-16 3650 3850 3 out 2'f6 I 1617 0: 1 71 90 0 693 Nosema • ISAEDNLLIFDEMVRGGMR •5 AAB62549 ' qlulamyl IRNA synthetase 0 9967 

25 2009-03 18-16 4066 4066 2 out 1102 1 0 429 0 46 1 69 46' 0 NOMflU 1 PIKSIILYR 9 4B069724 ' rnknown 0 9707 

'3 2009-03-18 16 2704 2704 2 out 915 6 0 085 0 33 1 68 13C 0 693 VDV1IVDV1 2 EKUSWk. 8 YP 145791 1 pc'yp'O'.e • g  ' 
11 2009-03-1816 3760 3750 2 out 880 5 ' 838 3 H 167 •. 1. 0 693 irv6 ' HFVKMNk 7 NP 149902 1 439L 0 9859 

66 2009-03-18 16 4038 4038 2 out I71J 9 C 601 0 42 166 36 1 946 irv6 ' QALLNTAGSSIM'YLSK •7 NP  149618 1 1551 0 9859 

21 2009-03-18 16 3456 3456 2 out 1048 5 0 642 0 38 165 177 0 VDV1 1 LDM-GTLNIR 10 AC6 24'6J ' polyprotein 0 9908 

60 2009 03-18 16 4426 4426 2 out 1679 9 0 472 0 42 1 65 '25 0 irv6 • FLRETVGVLFKDR 13 NP 149770 1 307L 0 9%9 

50 2009-03-18-16 3%9 3%9 2 out 1438 7 0 65B 0 39 ' 54 249 0 Nosema • YHIEETYDKLK 11 ABE 2'264 1 unknown 0 979 

34 2009-03-1B-16 4024 4024 2OU1 1205 7 0 227 0 36 162 210 0 693 live 1 VDVSTQTKTVK 11 NP 14%56 1 192R 0 9971 

55 2009-03-18-16 4128 4128 2 oul 1513 0 613 0 46 1 62 163 0 irv6 1 LILIASLVLLLFGK •4 NP  149676 1 213R 0 9928 

69 2009-03-18-16 4190 4190 2 out 1746 B 0 481 0 44 162 2'8 0 nv6 1 NCQEKETTYSDN^R •4 NP  149500 1 0371 0 9826 

•1 2009-03-18-16 3821 3821 2 oul 1769 8 1604 0 3' 1 62 34! 0 ltV6 1 FEASEMYSWYKSNK '4 NP  149902 1 4391 09964 

43 2009-03-18-16 3678 3678 2 oul 1366 7 1694 0 3' 161 51' 0 IIV6 1 INLVLFDHHCR 1' NP  149818 1 355R 0 '-842 

15 2009-03-18-16 2699 2699 2 oul 922 4 0 576 0 35 1 59 345 0 633 live 1 DREMMIK 7 NP   149469 1 0061 09968 

56 2009-03 18 16 3659 3659 2 out 1522 3 0 567 0 3! 159 282 0 in/6 1 M'AIILSGNSQLIGSSK 16 NP  149724 1 261R 0 9849 

59 2009-03-18-16 2865 2865 3 out 1541 1 0 59' D 34 158 295 0 a 1 MTITNTWAQLN^ 13 YP 654621 1 hypolhelicai prolem MIV045R 0 9748 

47 2009-03-18 16 3800 3800 2 oul 1399 6 1477 3 56 157 :•» 0 live 1 FRSDMQESLMR '1 NP   14%76 1 213R 0 9573 

72 2009-03-18-16 3707 3707 3 out 1775 9 1263 0 36 1 5' 114 . Nosema 1 ALVELRDSPVOTEFGK * AAC47660 1 mrtochondhaUype HSP70 g   ;•'. 
37 2009 03 IB 16 2247 2247 3 out 1256 6 0 207 0 3? 1 66 25' 0 IIV6 1 KYIISTNNWR •1 NP 149589 1 126R 09664 

76 2009-03 IB 16 3006 3006 3 oul 1 266 04' 1 54 24' 0 693 IIV6 1 FFSTLNLAFEM1DYR '6 NP  149837 1 374R 0 9575 

61 2009-03-18-16 43714371 3 out 161! i 0 592 05- 153 104 0 693 Nosema 1 KIQNLSERIM'IPK •4 ABV46-96 ' hypolhelicai spore wall prolem 14 f 5'1:1 

30 2009-03-18 16 3675 3675 2 oul 1160 6 0 161 04 • 52 198 0 KBVKBv 2 ITVENAIGESK 11 NP 851403 1 non-st'UCIurai polyprolern 0 979 

48 2009 03 18-16 3628 362B2oul 1413 7 i 681 0 42 1 51 96 1 792 live ' HDTDT1WKLER 'l NP 149633 1 170L ( 95 '4 

52 2005-03-18-16 1587 1587 3 out 1466 7 1 74 (i 38 151 146 0 651 Nosema ' KKTFLHWYTGEG '2 ABG91162 1 beta-tubulm [ 9662 

2' 2009-03-18-16 3920 3920 2 out 11346 0 558 0 13 916 0 IAPV1IAPV 2 VQkNNPSGYK •3 YP 001040003 1 structural polyprotem I '< 
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Si NO 7 ile 'Jane (M-H) 'M •Cn XCorr Sp RSp Reference 1.0 Peptide AA ID* Protein PP 

32 2009 03 1B-17 4014 4014 2 out 1790 9 1 41 II 66 3 £ 674 0 'loserr'a • SYELPDGQVIWGSER 16 AAB86863 1 actin 0 9765 

36 2009-03 18-17 2647 2647 2 out 1171 6 C 426 0 -1 29 '44 0 Nosema 1 HKGVMVGMGQK -1 AAB86863 1 actm 0 9982 

60 200903 1B-17 3738 3738 2 out ••132 c 0 96 0 36 2 26 568 0 Si 1 AM-VLDILKELGSK •4 YP 664651 1 hypothetical protein M!V079L C 963 

46 2009-03 18-17 4140 4140 2 out 1268 6 1 576 6 3 2 21 522 0 693 IIV6 1 DKMQIYVEOK •3 'IP  1496'6 ' 213R 0 9943 

3! 2009 03 18-17 2766 2765 2 out 1164 6 1261 0 36 ,- r- 246 0 BV6 1 KVKMQCESTK '3 NP 149813 1 3501 0 9584 

4 2009-03 18-17 620 620 2 out 7314 1 741 0 16 2 05 246 1 099 IIV6 1 VKDELK 6 IIP  149469 1 B06L 0 9988 

57 2009-03 18-17 4048 4048 2 out 1377 7 1475 0 27 2 03 161 0 IV6 
1 

NENNSVGRTQMK 12 NP 149530 1 067R 0 9931 

73 2009-03 18-17 3355 3355 2 out 1692 8 0 598 0 28 2 03 373 0 IIV6 1 IIYPTiQDEMKLLK 13 'IP  -496'5 1 212L 0 9837 

64 200903 18-17 2987 2987 2 out 1344 7 1 362 0 32 2 02 315 1 099 r.'t 1 IENENNLEEIK 11 IIP  149776 1 313L 0 9985 

77 2009-03 18-17 4008 4008 2 out 1632 9 0 539 0 33 1 97 344 0 1IV6 1 TALANTALILMEIMK •6 IIP  149904 1 441R 0 967 

23 2009-03 18-17 4588 4588 2 out 994 4 0 682 0 27 1 92 16: 1 946 KBVIKBVIKBV 3 MNNEAlfVTR 9 YP  3C3663 ' VP3 0 9876 

70 2009-03 18-17 4497 4497 2 out 1645 9 0 577 0 21 1 9 1% 0 IIV6 1 QKDFHFKEILLK •2 NP   149493 1 030L 0 9949 

53 2009 03 18-17 3034 3034 2 out 1323 5 1 333 03 1 88 66 0 Nosema 1 EDDESEKNDDK 11 ABV48893 1 hypoltietical spore wall protein 0 999 

10 2009-03 18-17 963 963 2 out 792 6 0 401 0 16 1 87 406 0 Nosema • EC^KK 6 AAS16360 1 translation elongation factor 1 alpha 0 9967 

68 2009-03 18-17 3629 3629 2 out 1633 8 0 773 0 33 1 87 297 0 693 0' • PWYSTRDGAEVLK '4 YP 6:4; 33 ' hypothetical ptotem MIV016R 3 931' 

: 2009-03 18-17 2634 2634 2 out 748 4 0 596 0 29 1 36 610 0 Nosema - EVECLR 6 ABV48890 1 hypothetical spore wall protein 0 9886 

17 200903 18-17 3651 3651 2 out 880 5 1 786 0 39 1 36 34 3 0 693 IIV6 1 • If •.",',".-, 7 NP  149902 1 439L 0 9928 

31 2009-03 18-17 4056 4056 2 out 1102 7 1 529 0 48 1 86 51: 0 Nosema 1 PLKSIILYR 9 AB069724 1 unknown 0 9802 

74 2009-03 18-17 4960 4960 2 out 1613 1 336 0 44 1 85 33' 0 IIV6 ' IWIGKAGTGKSTUR •6 •IP  '49:33 ' 0751 0 9876 

65 2009-03 18-17 3190 3190 2 out 1353 7 C 589 0 31 184 2-C 0 -T ' M-LVtjr.'-AP.'.'EV'K 13 YP 654666 1 hypothetical protein MIV094L 0 9907 

28 200903 18-17 1265 1265 3 out 1082 7 1 874 0 42 1 81 199 0 Nosema 1 IETHLKLTK 9 ABV48898 1 hypothetical spo'e wall ptotem 0 9859 

76 2009-03 18-17 3760 3760 2 out 1630 8 6 6-3 0 34 • 8 3'1 1 099 IIV6 " QENMUESHNM'LR 14 HP   '49463 ' 4681 0 9505 

1! 2009-03 1B-17 1375 1375 2 out 836 5 0 685 0 19 1 77 411 0 live 1 MUWALK a NP 149682 1 419L 0 9979 

76 2009-03 18-17 3923 3923 2 out 1614 9 0 675 0 36 1 77 :<06 a live 1 TtLTTKVQNtNIEK 14 'IP  149513 ' 050L 0 9763 

80 2009-03 18-17 4643 4543 2 out •-46 8 0 737 041 1 77 148 0 693 11V6 1 NCQEKETIYSDNFR •4 NP 149600 1 037L 0 9848 

27 2009-03 18-17 3419 3419 2 out '071 6 0 599 0 24 1 76 233 0 IIV6 1 GKVEIFHNK 9 NP 149917 1 454R 0 9937 

49 200903 18 17 3690 3690 2 out 1309 8 0 769 034 1 '6 294 0 693 Nosema 1 HFGVRLLRLAK •1 AAU11093 1 unknown 0 9994 

65 2009-03 18-17 4973 4973 2 out 1516 8 0 257 0 32 176 192 0 MSCUT 1 SGRM'SILVATAVAAR '6 ABQ96192 1 .as* 0 999 

14 2009-03 18-17 905 905 2 out 830 5 0 26 0 21 1 74 165 0 693 Kakuqo 1 QIG.Vkk 6 YP 015696 1 poiypiolein 0 9985 

59 2009-03 18-17 4035 4035 2 out 1411 7 0 422 034 1 74 V- 3 IIV6 1 "kEKASHFDFk •1 NP 149818 1 355R 0 9881 

21 2009-03 18-17 2713 2713 2 out 989 5 0 433 03 1 73 45' a IIV6 1 DKKLNESR 3 NP  149639 1 176R 0 9958 

22 2009-03 18-17 1710 1710 2 out 989 6 0 358 0 31 1 72 531 0 91 1 TVCRLLER 3 YP 654695 ' hypothetical protein MIV123L 0 9703 

52 2009-03 18-17 5677 5677 3 out 1315 6 0 676 0 42 1 72 21: 0 693 Nosema 1 KGVQNIDTISLK '2 AAT72742 1 60S ribosomal protein L10a 0 9668 

6? 2089-03 18-17 3480 3480 2 out 1485 9 0 275 054 1 71 44' 0 Nosema 1 ISRRLTFIPLNR 12 AAT122S6 1 chromosome segregation protein 0 9922 

66 2009-03 18-17 4215 4215 2 out 1524 9 143 0 36 1 71 632 0 IIV6 1 SLGWNEQLKVNPK 14 NP  '49859 ' 396L 0 9952 

16 2009-03 18-17 2176 2176 2 out 859 6 0 065 0 37 1  7 199 1 386 Nosema 1 IQAES1AK a AAT12295 1 Dhospholipase D 0 997 

81 2009 03 18-17 4126 4126 2 out 1763 1 0 352 0 51 1 68 416 a Nosema 1 RMFVLAVIVLFLITK 13 AAL2805? 1 AF406785 6 calmodulin dependent protein kinase 1 

6 2009-03 18 17 3227 3227 2 out 760 4 0 008 0 29 167 214 0 693 IIV6 1 LNSGEIK • NP  149761 1 298R 0 9832 

18 2009-03 18-17 2400 2400 2 out 892 5 0 725 0 31 167 179 a W6 1 ETVGVLFK 3 NP  149770 1 30 7L 0 9803 

78 2009-03 18-17 4227 4227 2 out 1648 8 0 602 0 41 167 35C 0 HV6 1 ET'NEEVNlDElDK 14 NP  149901 1 438L 0 9505 

26 2009-03 18-17 3323 3323 2 out 1048 5 C 564 034 164 136 1 099 VOV1 1 LDM'GTLNIR 10 ACF24764 1 polyprotern 0 9991 

30 2009-03 18-17 1032 1032 2 out 1093 6 0 111 0 31 161 240 0 693 SV|SV|SV 3 LSTILTSCKK 10 AAL79021 1 AF469603 1 polvtrrotem 0 9865 

56 2009-03 it    ' ••.U-lwS :     • 1356 7 1 521 0 39 16 294 0 IIV6 • MQTGNNLHSLNK '.! NP  149767 1 3C4R 0 9836 

12 2009-03 1B-17 1678 1678 2 out 820 4 0 086 0 36 1 59 322 a KBV • QIDVSMQ 7 YP 308662 1 VP2 0 992 

9 2009-03 18-17 6906 6905 2 out 790 4 1 074 0 38 1 57 175 0 IIV6 • KEAGEEK 7 NP 149490 1 027L 0 9938 

88 2009-03 18-17 4414 4414 3 out 2629 2 0 397 0 39 167 245 a Nosema 1 MYARIFMSYRVNSADSFMINGR 22 ABV4389' 1 hypothetical spore wall protein 0 9766 

33 2009-03 18-17 6119 6119 3 out 1109 5 1 244 0 42 1 56 38 2 639 Nosema I VDYNVKEDK 9 AB069713 1 Sec61alpha C 9311 

71 2009-03 18-17 4425 4425 2 out 1579 9 0 438 04 154 6-4 0 IIV6 l FLRETVGVIFKDR 13 NP 149770 1 30 7L 0 9956 

42 2009-03 18-17 4041 4041 2 out 1205 7 0 038 03 152 174 0 IIV6 1 VDVSTQTKTVK 11 NP 149655 1 192R 0 9843 

39 2009-03 18-17 4639 4639 2 out 1176 7 0 371 0 37 151 16' 0 Nosema ' NIPQAPRGVPK 11 3AF'6326 ' heat shock protein 70 0 973 

62 2009-03 18-17 3834 3834 2 out 1476 8 0 881 04 151 32 1 609 IIV6 • IYNGYHERPISK 12 'IP   149'9f. ' 332L 0 9901 

19 2009-03 18-17 3136 3138 2 out I   930 5 0 365 0 39 1 5 315 3 live • EAIDILEK 8 NP 149624 1 1811 0 9913 
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